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m Paper IF Citations

233 recodingHtumourHphenotypeHbyHnoninvasiveHimagingHusingHaHquantitativeHradiomicsHapproachVH
NaturedCommunicationsTH2014THcTHbXXd 17.4 2330

232 ueneHexpressionHprofilingHinHbreastHcancerhHunderstandingHtheHmolecularHbasisHofHhistologicHgradeH
toHimproveHprognosisVHJournaldofdthedNationaldCancerdInstituteTH2006THgfTHZdZUeZ 9.7 1485

231 SimilarityHnetworkHfusionHforHaggregatingHdataHtypesHonHaHgenomicHscaleVHNaturedMethodsTH2014THYYTHaaaUe21.6 849

230
StrongHtimeHdependenceHofHtheHedUgeneHprognosticHsignatureHforHnodeUnegativeHbreastHcancerH
patientsHinHtheHTRoNSpwuHmulticenterHindependentHvalidationHseriesVHClinicaldCancerdResearchTH2007TH
YaTHaZXeUYb

12.9 759

229 αetaUanalysisHofHgeneHexpressionHprofilesHinHbreastHcancerhHtowardHaHunifiedHunderstandingHofH
breastHcancerHsubtypingHandHprognosisHsignaturesVHBreastdCancerdResearchTH2008THYXTHRdc 8.3 658

228 refinitionHofHclinicallyHdistinctHmolecularHsubtypesHinHestrogenHreceptorUpositiveHbreastHcarcinomasH
throughHgenomicHgradeVHJournaldofdClinicaldOncologyTH2007THZcTHYZagUbd 2.2 650

227 piologicalHprocessesHassociatedHwithHbreastHcancerHclinicalHoutcomeHdependHonHtheHmolecularH
subtypesVHClinicaldCancerdResearchTH2008THYbTHcYcfUdc 12.9 641

226 qrbSHfollicularHhelperHTHcellHinfiltrationHpredictsHbreastHcancerHsurvivalVHJournaldofdClinicald
InvestigationTH2013THYZaTHZfeaUgZ 15.9 554

225 qTUbasedHradiomicHsignatureHpredictsHdistantHmetastasisHinHlungHadenocarcinomaVHRadiotherapydandd
OncologyTH2015THYYbTHabcUcX 5.3 444

224 RobustHRadiomicsHfeatureHquantificationHusingHsemiautomaticHvolumetricHsegmentationVHPLoSdONETH
2014THgTHeYXZYXe 3.7 363

223 wnconsistencyHinHlargeHpharmacogenomicHstudiesVHNatureTH2013THcXbTHafgUga 50.4 360

222 qreaHpromotesHanthracyclineHresistanceHandHpoorHprognosisHinHtripleHnegativeHbreastHcancerVH
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaTH2013THYYXTHYYXgYUd 11.5 303

221
PwyaqoHmutationsHassociatedHwithHgeneHsignatureHofHlowHmTORqYHsignalingHandHbetterHoutcomesHinH
estrogenHreceptorUpositiveHbreastHcancerVHProceedingsdofdthedNationaldAcademydofdSciencesdofdthed
UniteddStatesdofdAmericaTH2010THYXeTHYXZXfUYa

11.5 293

220 RadiomicHfeatureHclustersHandHprognosticHsignaturesHspecificHforHzungHandHveadHNHNeckHcancerVH
ScientificdReportsTH2015THcTHYYXbb 4.9 292

219 PredictingHprognosisHusingHmolecularHprofilingHinHestrogenHreceptorUpositiveHbreastHcancerHtreatedH
withHtamoxifenVHBMCdGenomicsTH2008THgTHZag 4.5 272

218 survcomphHanHRWpioconductorHpackageHforHperformanceHassessmentHandHcomparisonHofHsurvivalH
modelsVHBioinformaticsTH2011THZeTHaZXdUf 7.2 267

217 omplificationHofHzoPTαbpHandHYWvoZHcontributesHtoHchemotherapyHresistanceHandHrecurrenceHofH
breastHcancerVHNaturedMedicineTH2010THYdTHZYbUf 50.5 262
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216 slucidatingHprognosisHandHbiologyHofHbreastHcancerHarisingHinHyoungHwomenHusingHgeneHexpressionH
profilingVHClinicaldCancerdResearchTH2012THYfTHYabYUcY 12.9 239

215 oHthreeUgeneHmodelHtoHrobustlyHidentifyHbreastHcancerHmolecularHsubtypesVHJournaldofdthedNationald
CancerdInstituteTH2012THYXbTHaYYUZc 9.7 218

214 microRNoUZgcHandHmicroRNoUZZaHdownUregulationHhasHinHvivoHsignificanceHinHchronicHlymphocyticH
leukemiaHandHimprovesHdiseaseHriskHstratificationVHBloodTH2009THYYaTHcZaeUbc 2.2 204

213 ulobalHmicroRNoHexpressionHprofilingHidentifiesHαiRUZYXHassociatedHwithHtumorHproliferationTH
invasionHandHpoorHclinicalHoutcomeHinHbreastHcancerVHPLoSdONETH2011THdTHeZXgfX 3.7 175

212 rNoHmethylationHprofilingHrevealsHaHpredominantHimmuneHcomponentHinHbreastHcancersVHEMBOd
MoleculardMedicineTH2011THaTHeZdUbY 12 167

211 ueneHmodulesHandHresponseHtoHneoadjuvantHchemotherapyHinHbreastHcancerHsubtypeshHaHpooledH
analysisVHJournaldofdClinicaldOncologyTH2012THaXTHYggdUZXXb 2.2 167

210 refiningHtheHbiologicalHbasisHofHradiomicHphenotypesHinHlungHcancerVHELifeTH2017THdTH 8.9 158

209 oHcomparativeHstudyHofHsurvivalHmodelsHforHbreastHcancerHprognosticationHbasedHonHmicroarrayH
datahHdoesHaHsingleHgeneHbeatHthemHallmVHBioinformaticsTH2008THZbTHZZXXUf 7.2 157

208 uenomicHgradeHindexHisHassociatedHwithHresponseHtoHchemotherapyHinHpatientsHwithHbreastHcancerVH
JournaldofdClinicaldOncologyTH2009THZeTHaYfcUgY 2.2 153

207 uenefuhHanHRWpioconductorHpackageHforHcomputationHofHgeneHexpressionUbasedHsignaturesHinHbreastH
cancerVHBioinformaticsTH2016THaZTHYXgeUg 7.2 150

206 TranscriptionHphenotypesHofHpancreaticHcancerHareHdrivenHbyHgenomicHeventsHduringHtumorH
evolutionVHNaturedGeneticsTH2020THcZTHZaYUZbX 36.3 148

205 αultifactorialHapproachHtoHpredictingHresistanceHtoHanthracyclinesVHJournaldofdClinicaldOncologyTH
2011THZgTHYcefUfd 2.2 143

204 qreaHisHassociatedHwithHpoorHprognosisHinHhighUgradeHserousHovarianHcancerVHCancerdResearchTH2015TH
ecTHbbgbUcXa 10.1 142

203 VulnerabilitiesHofHradiomicHsignatureHdevelopmenthHTheHneedHforHsafeguardsVHRadiotherapydandd
OncologyTH2019THYaXTHZUg 5.3 137

202 PharmacouxhHanHRHpackageHforHanalysisHofHlargeHpharmacogenomicHdatasetsVHBioinformaticsTH2016TH
aZTHYZbbUd 7.2 127

201 SpatiallyHdistinctHtumorHimmuneHmicroenvironmentsHstratifyHtripleUnegativeHbreastHcancersVHJournald
ofdClinicaldInvestigationTH2019THYZgTHYefcUYfXX 15.9 125

200 ZNtYbaHprovidesHsequenceHspecificityHtoHsecureHchromatinHinteractionsHatHgeneHpromotersVHNatured
CommunicationsTH2015THZTHdYfd 17.4 123

199 curatedOvarianratahHclinicallyHannotatedHdataHforHtheHovarianHcancerHtranscriptomeVHDatabase:dthed
JournaldofdBiologicaldDatabasesdanddCurationTH2013THZXYaTHbatXYa 5 123

(2013-2012)
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198 qommunityHassessmentHtoHadvanceHcomputationalHpredictionHofHcancerHdrugHcombinationsHinHaH
pharmacogenomicHscreenVHNaturedCommunicationsTH2019THYXTHZdeb 17.4 119

197 mRαRehHanHRHpackageHforHparallelizedHmRαRHensembleHfeatureHselectionVHBioinformaticsTH2013THZgTHZadcUf7.2 117

196 qomparisonHofHprognosticHgeneHexpressionHsignaturesHforHbreastHcancerVHBMCdGenomicsTH2008THgTHagb 4.5 110

195 oHreviewHofHconnectivityHmapHandHcomputationalHapproachesHinHpharmacogenomicsVHBriefingsdind
BioinformaticsTH2018THYgTHcXdUcZa 13.4 101

194
ossessmentHofHanHRNoHinterferenceHscreenUderivedHmitoticHandHceramideHpathwayHmetageneHasHaH
predictorHofHresponseHtoHneoadjuvantHpaclitaxelHforHprimaryHtripleUnegativeHbreastHcancerhHaH
retrospectiveHanalysisHofHfiveHclinicalHtrialsVHLancetdOncologypdTheTH2010THYYTHacfUdc

21.7 97

193
oPOpsqapHexpressionHinHbreastHcancerHreflectsHcellularHproliferationTHwhileHaHdeletionH
polymorphismHisHassociatedHwithHimmuneHactivationVHProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaTH2015THYYZTHZfbYUd

11.5 95

192 odenosineHZpHReceptorHsxpressionHonHqancerHqellsHPromotesHαetastasisVHCancerdResearchTH2016TH
edTHbaeZUfZ 10.1 94

191 sstrogenHreceptorHnegativeWprogesteroneHreceptorHpositiveHbreastHcancerHisHnotHaHreproducibleH
subtypeVHBreastdCancerdResearchTH2013THYcTHRdf 8.3 92

190 ueneSigrphHaHmanuallyHcuratedHdatabaseHandHresourceHforHanalysisHofHgeneHexpressionHsignaturesVH
NucleicdAcidsdResearchTH2012THbXTHrYXdXUd 20.1 89

189 ueneHregulatoryHnetworksHandHtheirHapplicationshHunderstandingHbiologicalHandHmedicalHproblemsHinH
termsHofHnetworksVHFrontiersdindCelldanddDevelopmentaldBiologyTH2014THZTHaf 5.7 86

188 TransparencyHandHreproducibilityHinHartificialHintelligenceVHNatureTH2020THcfdTHsYbUsYd 50.4 85

187 ongiogenicHmRNoHandHmicroRNoHgeneHexpressionHsignatureHpredictsHaHnovelHsubtypeHofHserousH
ovarianHcancerVHPLoSdONETH2012THeTHeaXZdg 3.7 84

186
zongUtermHinHvitroHtreatmentHofHhumanHglioblastomaHcellsHwithHtemozolomideHincreasesHresistanceH
inHvivoHthroughHupUregulationHofHuzUTHtransporterHandHaldoUketoHreductaseHenzymeHoyRYqH
expressionVHNeoplasiaTH2010THYZTHeZeUag

6.4 83

185 PharmacorphHanHintegrativeHdatabaseHforHminingHinHvitroHanticancerHdrugHscreeningHstudiesVHNucleicd
AcidsdResearchTH2018THbdTHrggbUrYXXZ 20.1 82

184 svidenceHofHgalectinUYHinvolvementHinHgliomaHchemoresistanceVHToxicologydanddAppliedd
PharmacologyTH2008THZZgTHYeZUfa 4.6 81

183 αetabolicHregulationHofHdermalHfibroblastsHcontributesHtoHskinHextracellularHmatrixHhomeostasisHandH
fibrosisVHNaturedMetabolismTH2019THYTHYbeUYce 14.6 79

182 qomparativeHmetaUanalysisHofHprognosticHgeneHsignaturesHforHlateUstageHovarianHcancerVHJournaldofd
thedNationaldCancerdInstituteTH2014THYXdTH 9.7 77

181
RacUspecificHguanineHnucleotideHexchangeHfactorHrOqyYHisHaHcriticalHregulatorHofHvsRZUmediatedH
breastHcancerHmetastasisVHProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaTH2013THYYXTHebabUg

11.5 73
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180 ONsqUTZHisHaHdriverHofHneuroendocrineHprostateHcancerVHNaturedCommunicationsTH2019THYXTHZef 17.4 72

179
ynockingHdownHgalectinHYHinHhumanHhsdfaHglioblastomaHcellsHimpairsHbothHangiogenesisHandH
endoplasmicHreticulumHstressHresponsesVHJournaldofdNeuropathologydanddExperimentaldNeurologyTH
2008THdeTHbcdUdg

3.1 72

178
bUwpPTHaHsigmaYHreceptorHagonistTHdecreasesHtheHmigrationHofHhumanHcancerHcellsTHincludingH
glioblastomaHcellsTHinHvitroHandHsensitizesHthemHinHvitroHandHinHvivoHtoHcytotoxicHinsultsHofH
proapoptoticHandHproautophagicHdrugsVHNeoplasiaTH2007THgTHacfUdg

6.4 72

177 ScoringHofHtumorUinfiltratingHlymphocyteshHtromHvisualHestimationHtoHmachineHlearningVHSeminarsdind
CancerdBiologyTH2018THcZTHYcYUYce 12.7 71

176 αicroRNoHparaffinUbasedHstudiesHinHosteosarcomaHrevealHreproducibleHindependentHprognosticH
profilesHatHYbqaZVHGenomedMedicineTH2013THcTHZ 14.4 69

175 qolorectalHqancerHqellsHsnterHaHriapauseUlikeHrTPHStateHtoHSurviveHqhemotherapyVHCellTH2021THYfbTHZZdUZbZVeZY56.2 68

174 wmprovementHofHtheHclinicalHapplicabilityHofHtheHuenomicHuradeHwndexHthroughHaHqRTUPqRHtestH
performedHonHfrozenHandHformalinUfixedHparaffinUembeddedHtissuesVHBMCdGenomicsTH2009THYXTHbZb 4.5 67

173 oHgenomeUwideHaberrantHRNoHsplicingHinHpatientsHwithHacuteHmyeloidHleukemiaHidentifiesHnovelH
potentialHdiseaseHmarkersHandHtherapeuticHtargetsVHClinicaldCancerdResearchTH2014THZXTHYYacUbc 12.9 65

172 zossHofHPgcUY˛–HexpressionHinHagingHmouseHmuscleHpotentiatesHglucoseHintoleranceHandHsystemicH
inflammationVHAmericandJournaldofdPhysiologydrdEndocrinologydanddMetabolismTH2014THaXdTHsYceUde 6 65

171 snhancingHreproducibilityHinHcancerHdrugHscreeninghHhowHdoHweHmoveHforwardmVHCancerdResearchTH
2014THebTHbXYdUZa 10.1 64

170 TheHmolecularHbasisHofHbreastHcancerHpathologicalHphenotypesVHJournaldofdPathologyTH2017THZbYTHaecUagY 9.4 62

169 TestHsetHbiasHaffectsHreproducibilityHofHgeneHsignaturesVHBioinformaticsTH2015THaYTHZaYfUZa 7.2 59

168 αedulloblastomaHsubgroupsHremainHstableHacrossHprimaryHandHmetastaticHcompartmentsVHActad
NeuropathologicaTH2015THYZgTHbbgUce 14.3 58

167 TheHueneHexpressionHuradeHwndexhHaHpotentialHpredictorHofHrelapseHforHendocrineUtreatedHbreastH
cancerHpatientsHinHtheHpwuHYUgfHtrialVHBMCdMedicaldGenomicsTH2009THZTHbX 3.7 58

166 ualectinHYHproangiogenicHandHpromigratoryHeffectsHinHtheHvsdfaHoligodendrogliomaHmodelHareH
partlyHmediatedHthroughHtheHcontrolHofHpsXZHexpressionVHNeoplasiaTH2009THYYTHbfcUgd 6.4 58

165 OrganoidHqulturesHasHPreclinicalHαodelsHofHNonUSmallHqellHzungHqancerVHClinicaldCancerdResearchTH
2020THZdTHYYdZUYYeb 12.9 58

164 rrVVoshHimprovingHdrugHresponseHpredictionHviaHmodelingHofHdrugHperturbationHeffectsVH
BioinformaticsTH2019THacTHaebaUaecY 7.2 55

163 NoncodingHsomaticHandHinheritedHsingleUnucleotideHvariantsHconvergeHtoHpromoteHsSRYHexpressionH
inHbreastHcancerVHNaturedGeneticsTH2016THbfTHYZdXUd 36.3 53

(2016-2019)
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162 SoftwareHforHtheHwntegrationHofHαultiomicsHsxperimentsHinHpioconductorVHCancerdResearchTH2017THeeTHeagUebZ10.1 53

161 qomparisonHandHvalidationHofHgenomicHpredictorsHforHanticancerHdrugHsensitivityVHJournaldofdthed
AmericandMedicaldInformaticsdAssociation:dJAMIATH2013THZXTHcgeUdXZ 8.6 52

160 NucleolusHandHcUαychHpotentialHtargetsHofHcardenolideUmediatedHantitumorHactivityVHMoleculard
CancerdTherapeuticsTH2008THeTHYZfcUgd 6.1 52

159 αYqHwnteractsHwithHtheHugaHvistoneHαethyltransferaseHtoHrriveHTranscriptionalHRepressionHandH
TumorigenesisVHCancerdCellTH2018THabTHcegUcgcVef 24.3 52

158 αachineHlearningHapproachesHtoHdrugHresponseHpredictionhHchallengesHandHrecentHprogressVHNpjd
PrecisiondOncologyTH2020THbTHYg 9.8 50

157 RevisitingHinconsistencyHinHlargeHpharmacogenomicHstudiesVHFvuuuResearchTH2016THcTHZaaa 3.6 49

156 oHnetworkHmodelHforHangiogenesisHinHovarianHcancerVHBMCdBioinformaticsTH2015THYdTHYYc 3.6 47

155 TransferHofHclinicallyHrelevantHgeneHexpressionHsignaturesHinHbreastHcancerhHfromHoffymetrixH
microarrayHtoHwlluminaHRNoUSequencingHtechnologyVHBMCdGenomicsTH2014THYcTHYXXf 4.5 45

154 qonsensusHonHαolecularHSubtypesHofHvighUuradeHSerousHOvarianHqarcinomaVHClinicaldCancerd
ResearchTH2018THZbTHcXaeUcXbe 12.9 43

153 UNpScYdZTHaHnovelHnaphthalimideHthatHdecreasesHqXqzHchemokineHexpressionHinHexperimentalH
prostateHcancersVHNeoplasiaTH2008THYXTHceaUfd 6.4 43

152 TheHgeneHregulatoryHnetworkHforHbreastHcancerhHintegratedHregulatoryHlandscapeHofHcancerH
hallmarksVHFrontiersdindGeneticsTH2014THcTHYc 4.5 42

151 PredictiveHapproachesHforHdrugHcombinationHdiscoveryHinHcancerVHBriefingsdindBioinformaticsTH2018TH
YgTHZdaUZed 13.4 41

150 uzUTYHinhibitionHblocksHgrowthHofHRpYUpositiveHtripleHnegativeHbreastHcancerVHNatured
CommunicationsTH2020THYYTHbZXc 17.4 41

149 outorockHandHoutorockToolsHforHProteinUzigandHrockinghHpetaUSiteHomyloidHPrecursorHProteinH
qleavingHsnzymeHYPpoqsYQHasHaHqaseHStudyVHMethodsdindMoleculardBiologyTH2017THYcgfTHagYUbXa 1.4 40

148 wdentificationHofHaHmicroRNoHsignatureHassociatedHwithHriskHofHdistantHmetastasisHinHnasopharyngealH
carcinomaVHOncotargetTH2015THdTHbcaeUcX 3.3 40

147 ueneHexpressionHprofilingHidentifiesHactivatedHgrowthHfactorHsignalingHinHpoorHprognosisHPzuminalUpQH
estrogenHreceptorHpositiveHbreastHcancerVHBMCdMedicaldGenomicsTH2009THZTHae 3.7 39

146 qharacterizationHandHclinicalHevaluationHofHqrYXSHstromaHcellsHinHtheHbreastHcancerH
microenvironmentVHClinicaldCancerdResearchTH2012THYfTHYXXbUYb 12.9 39

145 PublicHdataHandHopenHsourceHtoolsHforHmultiUassayHgenomicHinvestigationHofHdiseaseVHBriefingsdind
BioinformaticsTH2016THYeTHdXaUYc 13.4 38
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144 oHfuzzyHgeneHexpressionUbasedHcomputationalHapproachHimprovesHbreastHcancerHprognosticationVH
GenomedBiologyTH2010THYYTHRYf 18.3 36

143 QuantificationHofHZoPeXHmRNoHinHpHcellsHbyHrealUtimeHPqRHisHaHpowerfulHprognosticHfactorHinHchronicH
lymphocyticHleukemiaVHClinicaldChemistryTH2007THcaTHYeceUdd 5.5 35

142 RevisitingHinconsistencyHinHlargeHpharmacogenomicHstudiesVHFvuuuResearchTH2016THcTHZaaa 3.6 35

141 ueneHisoformsHasHexpressionUbasedHbiomarkersHpredictiveHofHdrugHresponseHinHvitroVHNatured
CommunicationsTH2017THfTHYYZd 17.4 34

140 WhyHimagingHdataHaloneHisHnotHenoughhHowUbasedHintegrationHofHimagingTHomicsTHandHclinicalHdataVH
EuropeandJournaldofdNucleardMedicinedanddMoleculardImagingTH2019THbdTHZeZZUZeaX 8.8 34

139 spigeneticHSwitchUwnducedHViralHαimicryHsvasionHinHqhemotherapyUResistantHpreastHqancerVHCancerd
DiscoveryTH2020THYXTHYaYZUYaZg 24.4 34

138 ProliferationHandHestrogenHsignalingHcanHdistinguishHpatientsHatHriskHforHearlyHversusHlateHrelapseH
amongHestrogenHreceptorHpositiveHbreastHcancersVHBreastdCancerdResearchTH2013THYcTHRfd 8.3 33

137
risruptionHofHtheHanaphaseUpromotingHcomplexHconfersHresistanceHtoHTTyHinhibitorsHinH
tripleUnegativeHbreastHcancerVHProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesd
ofdAmericaTH2018THYYcTHsYceXUsYcee

11.5 32

136 patchQqhHinteractiveHsoftwareHforHevaluatingHsampleHandHbatchHeffectsHinHgenomicHdataVH
BioinformaticsTH2016THaZTHafadUafaf 7.2 31

135 sxtensiveHrewiringHofHepithelialUstromalHcoUexpressionHnetworksHinHbreastHcancerVHGenomedBiologyTH
2015THYdTHYZf 18.3 31

134 uradientHofHrevelopmentalHandHwnjuryHResponseHtranscriptionalHstatesHdefinesHfunctionalH
vulnerabilitiesHunderpinningHglioblastomaHheterogeneityVVHNaturedCancerTH2021THZTHYceUYea 15.4 31

133 RadiomicHpiomarkersHtoHRefineHRiskHαodelsHforHristantHαetastasisHinHvPVUrelatedHOropharyngealH
qarcinomaVHInternationaldJournaldofdRadiationdOncologydBiologydPhysicsTH2018THYXZTHYYXeUYYYd 4 30

132 αolecularHprofilingHofHqraUqrbSHTHcellsHfromHpatientsHwithHtheHlymphocyticHvariantHofH
hypereosinophilicHsyndromeHrevealsHtargetingHofHgrowthHcontrolHpathwaysVHBloodTH2009THYYbTHZgdgUfa 2.2 30

131 WholeHgenomesHdefineHconcordanceHofHmatchedHprimaryTHxenograftTHandHorganoidHmodelsHofH
pancreasHcancerVHPLoSdComputationaldBiologyTH2019THYcTHeYXXdcgd 5 29

130 qovidqTNethHanHopenUsourceHdeepHlearningHapproachHtoHdiagnoseHcovidUYgHusingHsmallHcohortHofHqTH
imagesVHNpjdDigitaldMedicineTH2021THbTHZg 15.7 29

129 StatinUwnducedHqancerHqellHreathHqanHpeHαechanisticallyHUncoupledHfromHPrenylationHofHRoSHtamilyH
ProteinsVHCancerdResearchTH2018THefTHYabeUYace 10.1 29

128 TheHqdcbZWRacYHregulatorHqduoPHisHaHnovelHsUcadherinHtranscriptionalHcoUrepressorHwithHZebZHinH
breastHcancerVHOncogeneTH2017THadTHabgXUacXa 9.2 28

127 tunctionalHandHgeneticHanalysisHofHtheHcolonHcancerHnetworkVHBMCdBioinformaticsTH2014THYcHSupplHdTHSd 3.6 28

(2014-2010)
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126 wnferenceHandHvalidationHofHpredictiveHgeneHnetworksHfromHbiomedicalHliteratureHandHgeneH
expressionHdataVHGenomicsTH2014THYXaTHaZgUad 4.3 28

125 NOTqvZHandHtzTaHgeneHmisUsplicingsHareHcommonHeventsHinHpatientsHwithHacuteHmyeloidHleukemiaH
PoαzQhHnewHpotentialHtargetsHinHoαzVHBloodTH2014THYZaTHZfYdUZc 2.2 28

124 αodelingHinvasiveHbreastHcancerhHgrowthHfactorsHpropelHprogressionHofHvsRZUpositiveHpremalignantH
lesionsVHOncogeneTH2012THaYTHacdgUfa 9.2 28

123 StemHcellUlikeHgeneHexpressionHinHovarianHcancerHpredictsHtypeHwwHsubtypeHandHprognosisVHPLoSdONETH
2013THfTHeceegg 3.7 28

122
ueneHexpressionHprofilingHrevealsHdifferencesHinHmicroenvironmentHinteractionHbetweenHpatientsH
withHchronicHlymphocyticHleukemiaHexpressingHhighHversusHlowHZoPeXHmRNoVHHaematologicaTH2009TH
gbTHegXUg

6.6 27

121
onHimprintedHnonUcodingHgenomicHclusterHatHYbqaZHdefinesHclinicallyHrelevantHmolecularHsubtypesHinH
osteosarcomaHacrossHmultipleHindependentHdatasetsVHJournaldofdHematologydanddOncologyTH2017TH
YXTHYXe

22.4 26

120 PredictiveHnetworkshHaHflexibleTHopenHsourceTHwebHapplicationHforHintegrationHandHanalysisHofHhumanH
geneHnetworksVHNucleicdAcidsdResearchTH2012THbXTHrfddUec 20.1 26

119 ProteogenomicHcharacterizationHofHpancreaticHductalHadenocarcinomaVHCellTH2021THYfbTHcXaYUcXcZVeZd 56.2 26

118 ossessmentHofHpharmacogenomicHagreementVHFvuuuResearchTH2016THcTHfZc 3.6 25

117 pidirectionalHterminatorsHinHSaccharomycesHcerevisiaeHpreventHcrypticHtranscriptionHfromHinvadingH
neighboringHgenesVHNucleicdAcidsdResearchTH2017THbcTHdbYeUdbZd 20.1 24

116 αinimisingHimmunohistochemicalHfalseHnegativeHsRHclassificationHusingHaHcomplementaryHZaHgeneH
expressionHsignatureHofHsRHstatusVHPLoSdONETH2010THcTHeYcXaY 3.7 24

115 TheHinternationalHαoQqHSocietyHlaunchesHtoHenhanceHreproducibilityHofHhighUthroughputH
technologiesVHNaturedBiotechnologyTH2017THacTHYYZeUYYZf 44.5 23

114 RamiuOhHanHRWpioconductorHpackageHprovidingHanHomiuOHvisualizeHinterfaceVHBioinformaticsTH2013TH
ZgTHdddUf 7.2 23

113 PRαTcHinhibitionHdisruptsHsplicingHandHstemnessHinHglioblastomaVHNaturedCommunicationsTH2021THYZTHgeg 17.4 23

112 SignificanceHanalysisHofHprognosticHsignaturesVHPLoSdComputationaldBiologyTH2013THgTHeYXXZfec 5 22

111 zongUtermHtemozolomideHtreatmentHinducesHmarkedHaminoHmetabolismHmodificationsHandHanH
increaseHinHTαZHsensitivityHinHvsdfaHoligodendrogliomaHcellsVHNeoplasiaTH2010THYZTHdgUeg 6.4 22

110 sxploitingHhighUthroughputHcellHlineHdrugHscreeningHstudiesHtoHidentifyHcandidateHtherapeuticH
agentsHinHheadHandHneckHcancerVHBMCdPharmacologydjamp;dToxicologyTH2014THYcTHdd 2.6 21

109 wntegrativeHqancerHPharmacogenomicsHtoHwnferHzargeUScaleHrrugHTaxonomyVHCancerdResearchTH2017TH
eeTHaXceUaXdg 10.1 20
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108 ReportingHguidelinesHforHhumanHmicrobiomeHresearchhHtheHSTORαSHchecklistVHNaturedMedicineTH2021
THZeTHYffcUYfgZ 50.5 19

107 wntegrativeHPharmacogenomicsHonalysisHofHPatientUrerivedHXenograftsVHCancerdResearchTH2019THegTHbcagUbccX10.1 18

106 ueneHregulationHbyHphorbolHYZUmyristateHYaUacetateHinHαqtUeHandHαroUαpUZaYTHtwoHbreastHcancerH
cellHlinesHexhibitingHhighlyHdifferentHphenotypesVHOncologydReportsTH2004THYZTHeXYUe 3.5 18

105 onHinterimHreportHonHtheHinvestigatorUinitiatedHphaseHZHstudyHofHpembrolizumabHimmunologicalH
responseHevaluationHPwNSPwRsQH2019THeTHeZ 16

104 αodelingHqellularHResponseHinHzargeUScaleHRadiogenomicHratabasesHtoHodvanceHPrecisionH
RadiotherapyVHCancerdResearchTH2019THegTHdZZeUdZae 10.1 15

103 αetauxratahHqlinicallyHonnotatedHpreastTHOvarianHandHPancreaticHqancerHratasetsHandHtheirHUseHinH
ueneratingHaHαultiUqancerHueneHSignatureVHScientificdReportsTH2019THgTHfeeX 4.9 15

102 oXzHknockdownHgeneHsignatureHrevealsHaHdrugHrepurposingHopportunityHforHaHclassHofHantipsychoticsH
toHreduceHgrowthHandHmetastasisHofHtripleUnegativeHbreastHcancerVHOncotargetTH2019THYXTHZXccUZXde 3.3 15

101 oHqomparativeHStudyHofHqlusterHretectionHolgorithmsHinHProteinUProteinHwnteractionHforHrrugH
TargetHriscoveryHandHrrugHRepurposingVHFrontiersdindPharmacologyTH2019THYXTHYXg 5.6 15

100 TissueHspecificityHofHinHvitroHdrugHsensitivityVHJournaldofdthedAmericandMedicaldInformaticsdAssociation:d
JAMIATH2018THZcTHYcfUYdd 8.6 15

99
odministrationHofHvypoxiaUoctivatedHProdrugHsvofosfamideHafterHqonventionalHodjuvantHTherapyH
snhancesHTherapeuticHOutcomeHandHTargetsHqancerUwnitiatingHqellsHinHPreclinicalHαodelsHofH
qolorectalHqancerVHClinicaldCancerdResearchTH2018THZbTHZYYdUZYZe

12.9 14

98 wmportanceHofHcollectionHinHgeneHsetHenrichmentHanalysisHofHdrugHresponseHinHcancerHcellHlinesVH
ScientificdReportsTH2014THbTHbXgZ 4.9 14

97 SafikhaniHetHalVHreplyVHNatureTH2016THcbXTHsZUsb 50.4 14

96 rNoHreplicationHstresshHaHsourceHofHoPOpsqapHexpressionHinHbreastHcancerVHGenomedBiologyTH2016TH
YeTHZXZ 18.3 14

95 PrognosticHmicroRNosHmodulateHtheHRvOHadhesionHpathwayhHoHpotentialHtherapeuticHtargetHinH
undifferentiatedHpleomorphicHsarcomasVHOncotargetTH2015THdTHagYZeUag 3.3 13

94 qhromosomalHinstabilityHasHaHprognosticHmarkerHinHcervicalHcancerVHBMCdCancerTH2015THYcTHadY 4.8 12

93 NovelHeffectsHofHchromosomeHYHonHcardiacHregulationTHchromatinHremodelingTHandHneonatalH
programmingHinHmaleHmiceVHEndocrinologyTH2013THYcbTHbebdUcd 4.8 12

92 zowHqrYXHmRNoHexpressionHidentifiesHhighUriskHductalHcarcinomaHinHsituHPrqwSQVHPLoSdONETH2010THcTHeYZYXX3.7 12

91 qharacterizationHofHqonservedHToxicogenomicHResponsesHinHqhemicallyHsxposedHvepatocytesH
acrossHSpeciesHandHPlatformsVHEnvironmentaldHealthdPerspectivesTH2016THYZbTHaYaUZX 8.4 12

(2016-2021)
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90 wntegrativeHTranscriptomeHonalysesHsmpowerHtheHontiUqOVwrUYgHrrugHorsenalVHIScienceTH2020THZaTHYXYdge6.1 11

89 opqhHaHtoolHtoHidentifyHSNVsHcausingHalleleUspecificHtranscriptionHfactorHbindingHfromHqhwPUSeqH
experimentsVHBioinformaticsTH2015THaYTHaXceUg 7.2 11

88 UntanglingHstatisticalHandHbiologicalHmodelsHtoHunderstandHnetworkHinferencehHtheHneedHforHaH
genomicsHnetworkHontologyVHFrontiersdindGeneticsTH2014THcTHZgg 4.5 11

87 SYNsRuxrphHanHintegrativeHpharmacogenomicHportalHtoHidentifyHsynergisticHdrugHcombinationsHforH
precisionHoncologyVHNucleicdAcidsdResearchTH2020THbfTHWbgbUWcXY 20.1 11

86 wzdHwnducesHanHwzZZHqrfHTUcellHSubsetHwithHPotentHontitumorHtunctionVHCancerdImmunologydResearch
TH2020THfTHaZYUaaa 12.5 10

85 wdentifyingHclustersHofHUregulatoryHelementsHunderpinningHTorHstructuresHandHlineageUspecificH
regulatoryHnetworksVHGenomedResearchTH2019THZgTHYeaaUYeba 9.7 9

84 SafikhaniHetHalVHreplyVHNatureTH2016THcbXTHsdUsf 50.4 9

83 SingleUcellHchromatinHaccessibilityHprofilingHofHglioblastomaHidentifiesHanHinvasiveHcancerHstemHcellH
populationHassociatedHwithHlowerHsurvivalVHELifeTH2021THYXTH 8.9 9

82 ossessmentHofHmodellingHstrategiesHforHdrugHresponseHpredictionHinHcellHlinesHandHxenograftsVH
ScientificdReportsTH2020THYXTHZfbg 4.9 8

81 QuantitativeHassessmentHandHvalidationHofHnetworkHinferenceHmethodsHinHbioinformaticsVHFrontiersd
indGeneticsTH2014THcTHZZY 4.5 8

80 SafikhaniHetHalVHreplyVHNatureTH2016THcbXTHsYYUsYZ 50.4 8

79 RationalHdesignHandHidentificationHofHimmunoUoncologyHdrugHcombinationsVHEuropeandJournaldofd
CancerTH2018THgcTHafUcY 7.5 7

78 PersonalizedHdiagnosisHofHmedulloblastomaHsubtypesHacrossHpatientsHandHmodelHsystemsVHGenomicsTH
2015THYXdTHgdUYXd 4.3 7

77 outomaticHclassificationHofHdentalHartifactHstatusHforHefficientHimageHveracityHcheckshHeffectsHofH
imageHresolutionHandHconvolutionalHneuralHnetworkHdepthVHPhysicsdindMedicinedanddBiologyTH2020THdcTHXYcXXc3.8 7

76 TheHimpactHofHtheHvariationHofHimagingHparametersHonHtheHrobustnessHofHqomputedHTomographyH
radiomicHfeatureshHoHreviewVHComputersdindBiologydanddMedicineTH2021THYaaTHYXbbXX 7 7

75 αetaUonalysisHofHYTZXXHTranscriptomicHProfilesHwdentifiesHaHPrognosticHαodelHforHPancreaticHructalH
odenocarcinomaVHJCOdClinicaldCancerdInformaticsTH2019THaTHYUYd 5.2 7

74 αodelingHgermlineHmutationsHinHpineoblastomaHuncoversHlysosomeHdisruptionUbasedHtherapyVH
NaturedCommunicationsTH2020THYYTHYfZc 17.4 7

73 piologicalHandHtherapeuticHimplicationsHofHaHuniqueHsubtypeHofHNPαYHmutatedHoαzVHNatured
CommunicationsTH2021THYZTHYXcb 17.4 7
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72 αicroRNoUmRNoHnetworksHdefineHtranslatableHmolecularHoutcomeHphenotypesHinHosteosarcomaVH
ScientificdReportsTH2020THYXTHbbXg 4.9 6

71 NetworkHscienceHinHclinicalHtrialshHoHpatientUcenteredHapproachVHSeminarsdindCancerdBiologyTH2018THcZTHYacUYcX12.7 6

70 zowHresidualHproliferationHafterHshortUtermHletrozoleHtherapyHisHanHearlyHpredictiveHmarkerHofH
responseHinHhighHproliferativeHsRUpositiveHbreastHcancerVHEndocrinerRelateddCancerTH2011THYfTHeZYUaX 5.7 6

69 TheHmevalonateHpathwayHisHanHactionableHvulnerabilityHofHtPbiYbQUpositiveHmultipleHmyelomaVH
LeukemiaTH2021THacTHegdUfXf 10.7 6

68 piomimeticHhydrogelHsupportsHinitiationHandHgrowthHofHpatientUderivedHbreastHtumorHorganoidsVVH
NaturedCommunicationsTH2022THYaTHYbdd 17.4 6

67 TranscriptomeHonalysisHofHvumanHReninomasHasHanHopproachHtoHUnderstandingHxuxtaglomerularH
qellHpiologyVHHypertensionTH2017THdgTHYYbcUYYcc 8.5 5

66 uenomicHbiomarkersHforHprecisionHradiationHmedicineVHLancetdOncologypdTheTH2017THYfTHeZaf 21.7 5

65 RelevanceHofHdifferentHpriorHknowledgeHsourcesHforHinferringHgeneHinteractionHnetworksVHFrontiersdind
GeneticsTH2014THcTHYee 4.5 5

64 RevisitingHinconsistencyHinHlargeHpharmacogenomicHstudiesVHFvuuuResearchTcTHZaaa 3.6 5

63 outhorHresponsehHrefiningHtheHbiologicalHbasisHofHradiomicHphenotypesHinHlungHcancerH2017TH 5

62 sxternalHvalidationHandHtransferHlearningHofHconvolutionalHneuralHnetworksHforHcomputedH
tomographyHdentalHartifactHclassificationVHPhysicsdindMedicinedanddBiologyTH2020THdcTHXacXYe 3.8 5

61 PanUcancerHanalysisHofHlongitudinalHmetastaticHtumorsHrevealsHgenomicHalterationsHandHimmuneH
landscapeHdynamicsHassociatedHwithHpembrolizumabHsensitivityVHNaturedCommunicationsTH2021THYZTHcYae 17.4 5

60 qRsoαhHqlusteringHofHgenomicHRsgionsHonalysisHαethod 4

59 RevisitingHinconsistencyHinHlargeHpharmacogenomicHstudies 4

58
TheHontiarrhythmicHrrugTHrronedaroneTHremonstratesHqytotoxicHsffectsHinHpreastHqancerH
wndependentHofHThyroidHvormoneHReceptorHolphaHYHPTvR˛–YQHontagonismVHScientificdReportsTH2018TH
fTHYdcdZ

4.9 4

57 OntogenyHandHVulnerabilitiesHofHrrugUTolerantHPersistersHinHvsRZSHpreastHqancerVVHCancerdDiscovery
TH2021TH 24.4 4

56 NetworkUbasedHapproachHtoHidentifyHprincipalHisoformsHamongHfourHcancerHtypesVHMoleculardOmicsTH
2019THYcTHYYeUYZg 4.4 3

55 ToxicorphHanHintegratedHdatabaseHtoHmineHandHvisualizeHlargeUscaleHtoxicogenomicHdatasetsVHNucleicd
AcidsdResearchTH2020THbfTHWbccUWbdZ 20.1 3

(2020-2020)
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54 ueneHexpressionHsignaturesHprognosticHforHrelapseHinHstageHwHtesticularHgermHcellHtumoursVHBJUd
InternationalTH2018THYZZTHfYbUfZZ 5.6 3

53 uenomeUwideHgeneHexpressionHprofilingHtoHpredictHresistanceHtoHanthracyclinesHinHbreastHcancerH
patientsVHGenomicsdDataTH2013THYTHeUYX 3

52 OlderHadultsHwithHheartHfailureHtreatedHwithHcarvedilolTHbisoprololTHorHmetoprololHtartratehHriskHofH
mortalityVHPharmacoepidemiologydanddDrugdSafetyTH2017THZdTHfYUgX 2.6 3

51 NetworkHstatisticsHofHgeneticallyUdrivenHgeneHcoUexpressionHmodulesHinHmouseHcrossesVHFrontiersdind
GeneticsTH2013THbTHZgY 4.5 3

50 wntegrativeHpharmacogenomicsHtoHinferHlargeUscaleHdrugHtaxonomy 3

49 SoftwareHforHtheHintegrationHofHmultiUomicsHexperimentsHinHpioconductor 3

48 ueneHisoformsHasHexpressionUbasedHbiomarkersHpredictiveHofHdrugHresponseHinHvitro 3

47 SingleUcellHchromatinHaccessibilityHinHglioblastomaHdelineatesHcancerHstemHcellHheterogeneityH
predictiveHofHsurvival 3

46 ossessmentHofHueneticHrriftHinHzargeHPharmacogenomicHStudiesVHCelldSystemsTH2020THYYTHagaUbXYVeZ 10.6 3

45 zargeHorganizedHchromatinHlysineHdomainsHhelpHdistinguishHprimitiveHfromHdifferentiatedHcellH
populationsVHNaturedCommunicationsTH2021THYZTHbgg 17.4 3

44 rrugHsensitivityHpredictionHfromHcellHlineUbasedHpharmacogenomicsHdatahHguidelinesHforHdevelopingH
machineHlearningHmodelsVHBriefingsdindBioinformaticsTH2021THZZTH 13.4 3

43 PRαTHinhibitionHinducesHaHviralHmimicryHresponseHinHtripleUnegativeHbreastHcancerVVHNaturedChemicald
BiologyTH2022TH 11.7 3

42 wntegrativeHcancerHpharmacogenomicsHtoHestablishHdrugHmechanismHofHactionhHdrugHrepurposingVH
PharmacogenomicsTH2017THYfTHYbdgUYbeZ 2.6 2

41 αultipleUinputHmultipleUoutputHcausalHstrategiesHforHgeneHselectionVHBMCdBioinformaticsTH2011THYZTHbcf 3.6 2

40 qonsistentHmetagenesHfromHcancerHexpressionHprofilesHyieldHagentHspecificHpredictorsHofH
chemotherapyHresponseVHBMCdBioinformaticsTH2011THYZTHaYX 3.6 2

39 ossessingHtherapyHresponseHinHpatientUderivedHxenograftsVHSciencedTranslationaldMedicineTH2021THYaTHeabfbgdg17.5 2

38 qonsensusHonHαolecularHSubtypesHofHOvarianHqancer 2

37 αachineHlearningUbasedHpredictionHofHresponseHtoHPoRPHinhibitionHacrossHcancerHtypes 2
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36 OrchestratingHandHsharingHlargeHmultimodalHdataHforHtransparentHandHreproducibleHresearch 2

35 WholeHuenomesHrefineHqoncordanceHofHαatchedHPrimaryTHXenograftTHandHOrganoidHαodelsHofH
PancreasHqancer 2

34 αetaUanalysisHofHYTZXXHtranscriptomicHprofilesHidentifiesHaHprognosticHmodelHforHpancreaticHductalHadenocarcinoma2

33 αodelingHcellularHresponseHinHlargeUscaleHradiogenomicHdatabasesHtoHadvanceHprecisionHradiotherapy 2

32 PathwayUpasedHrrugHResponseHPredictionHUsingHSimilarityHwdentificationHinHueneHsxpressionVH
FrontiersdindGeneticsTH2020THYYTHYXYd 4.5 2

31 PredictionHofHvumanHPapillomavirusHPvPVQHossociationHofHOropharyngealHqancerHPOPqQHUsingH
RadiomicshHTheHwmpactHofHtheHVariationHofHqTHScannerVHCancersTH2021THYaTH 6.6 2

30 qreatingHreproducibleHpharmacogenomicHanalysisHpipelinesVHScientificdDataTH2019THdTHYdd 8.2 1

29 SwuNhHsimilarityHidentificationHinHgeneHexpressionVHBioinformaticsTH2019THacTHbfaXUbfaa 7.2 1

28 qentromericHcohesionHfailureHinvokesHaHconservedHchoreographyHofHchromosomalHmisUsegregationsH
inHpancreaticHneuroendocrineHtumorVHGenomedMedicineTH2020THYZTHaf 14.4 1

27 qrosstalkNethHoHVisualizationHToolHforHrifferentialHqoUexpressionHNetworksHandHqommunitiesVH
CancerdResearchTH2018THefTHZYbXUZYba 10.1 1

26 ααZShHpersonalizedHdiagnosisHofHmedulloblastomaHpatientsHandHmodelHsystemsVHSourcedCodedford
BiologydanddMedicineTH2016THYYTHd 1.9 1

25 TimeHtoHmoveHforwardHfromHJfirstUgenerationJHprognosticHgeneHsignaturesHinHearlyHbreastHcancerVH
BreastdCancerdResearchdanddTreatmentTH2011THYZfTHdbaUc 4.4 1

24 SignalingHbyHtheHtyrosineHkinaseHYesHpromotesHliverHcancerHdevelopmentVVHSciencedSignalingTH2022TH
YcTHeabjbeba 8.8 1

23
RadiomicHresponseHevaluationHofHrecurrentHorHmetastaticHheadHandHneckHsquamousHcellHcancerHPRWαH
vNSqqQHpatientsHreceivingHpembrolizumabHonHysYNOTsUXYZHstudyVVHJournaldofdClinicaldOncologyTH
2020THafTHdcbcUdcbc

2.2 1

22 OrchestratingHaHcommunityUdevelopedHcomputationalHworkshopHandHaccompanyingHtrainingH
materialsVHFvuuuResearchTH2018THeTHYdcd 3.6 1

21 TissueHspecificityHofHinHvitroHdrugHsensitivity 1

20 TheHimpactHofHtheHvariationHofHimagingHfactorsHonHtheHrobustnessHofHqomputedHTomographyH
RadiomicHteatureshHoHreview 1

19 yuzuaPhHoHSelectiveHαeasureHforHossessingHTherapyHResponseHinHPatientUrerivedHXenografts 1

(-)
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18 wntegrativeHPharmacogenomicsHonalysisHofHPatientHrerivedHXenografts 1

17 αetaUgeneHmarkersHpredictHmeningiomaHrecurrenceHwithHhighHaccuracyVHScientificdReportsTH2020THYXTHYfXZf4.9 1

16 outomatedHdetectionHofHdentalHartifactsHforHlargeUscaleHradiomicHanalysisHinHradiationHoncologyVH
PhysicsdanddImagingdindRadiationdOncologyTH2021THYfTHbYUbe 3.1 1

15 UsingHrealUwordHdataHtoHevaluateHtheHeffectsHofHbroadeningHeligibilityHcriteriaHinHoncologyHtrialsVH
CancerdCellTH2021THagTHecXUecZ 24.3 1

14 StudyHofHαetaUanalysisHStrategiesHforHNetworkHwnferenceHUsingHwnformationUTheoreticHopproachesH
2016TH 1

13 uenomeUwideHrNoHmethylationHpatternsHrevealHclinicallyHrelevantHpredictiveHandHprognosticH
subtypesHinHhumanHosteosarcomaVVHCommunicationsdBiologyTH2022THcTHZYa 6.7 1

12 svaluationHofHstatisticalHapproachesHforHassociationHtestingHinHnoisyHdrugHscreeningHdataVVHBMCd
BioinformaticsTH2022THZaTHYff 3.6 1

11 StudyHofHαetaUanalysisHstrategiesHforHnetworkHinferenceHusingHinformationUtheoreticHapproachesVH
BioDatadMiningTH2017THYXTHYc 4.3 0

10 OrchestratingHandHsharingHlargeHmultimodalHdataHforHtransparentHandHreproducibleHresearchVHNatured
CommunicationsTH2021THYZTHcege 17.4 0

9 RstzsqTionsHonHqombinationHTherapiesHsmpoweredHbyHrataHSharingVHCancerdDiscoveryTH2022THYZTHYbYdUYbYf24.4 0

8 UsingHshRNoHexperimentsHtoHvalidateHgeneHregulatoryHnetworksVHGenomicsdDataTH2015THbTHYZaUd

7 fchHTheHRoleHofHqytokineHSignalingHinHtheHReversalHofHqhronicHzymphedemaVHRadiotherapydandd
OncologyTH2020THYcXTHSafUSag 5.3

6 opplicationsHofHqomputationalHSystemsHpiologyHinHqancerHSignalingHPathwaysH2019THcYaUcae

5 uenomeUWideHoberrantHSplicingHinHPatientsHwithHocuteHαyeloidHzeukemiaHPoαzQHwndetifiesH
PotentialHNovelHTargetsVHBloodTH2011THYYfTHedYUedY 2.2

4 onalysisHofHorrayHrataHandHqlinicalHValidationHofHorrayUpasedHossaysH2012THYeYUZYX

3 NonesterifiedHtattyHocidsHandHrepressionHinHqancerHPatientsHandHqaregiversVHCurrentdDevelopmentsd
indNutritionTH2020THbTHnzaaYcd 0.4

2 NovelHsubtypesHofHUmutatedHoαzHwithHdistinctHoutcomeVHMoleculardanddCellulardOncologyTH2021THfTHYgZbdXX1.2

1 qonsistencyHofHinHvitroHdrugHsensitivitiesHwithinHpharmacologicalHclassesVHUniversitydofdTorontod
JournaldofdUndergraduatedLifedSciencesTH2021THYcTHYZ 0
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