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j Paper IF Citations

294 TheGpotentialGofGlongGnoncodingGRβnGtherapiesUUGTrendsYinYPharmacologicalYSciencesSG2022SG 13.2 3

293 nqRnzGisGanGexperienceTdependentGlongGnoncodingGRβnGthatGdrivesGfearGextinctionGthroughGaG
directGinteractionGwithGtheGchaperoneGproteinGXaTZTZUUGCellYReportsSG2022SGZeSGXXWbac 10.6 0

292 QuantitativeGprofilingGofGpseudouridylationGdynamicsGinGnativeGRβnsGwithGnanoporeGsequencingUG
NatureYBiotechnologySG2021SGZfSGXYdeTXYfX 44.5 33

291 SubcellularGrelocalizationGandGnuclearGredistributionGofGtheGRβnGmethyltransferasesGTRzTXGandG
TRzTXyGuponGneuronalGactivationUGRNAYBiologySG2021SGXeSGXfWbTXfXf 4.8 2

290 uighGfrequencyGofGintronGretentionGandGclusteredGuZxameZTmarkedGnucleosomesGinGshortGfirstG
intronsGofGhumanGlongGnonTcodingGRβnsUGEpigeneticsYandYChromatinSG2021SGXaSGab 5.8 0

289 vntegrativeGanalysesGofGtheGRβnGmodificationGmachineryGrevealGtissueTGandGcancerTspecificG
signaturesUGGenomeYBiologySG2020SGYXSGfd 18.3 24

288
StructuralGvenomicsGrevealsGevolutionGofGaGcomplexGvenomGbyGduplicationGandGdiversificationGofGanG
ancientGpeptideTencodingGgeneUGProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedY
StatesYofYAmericaSG2020SGXXdSGXXZffTXXaWe

11.5 29

287 vmpactsGofGgenomicsGonGtheGhealthGandGsocialGcostsGofGintellectualGdisabilityUGJournalYofYMedicalY
GeneticsSG2020SGbdSGadfTaec 5.8 3

286 TypeGaGsimbriaeG2020SGXYdTXac 20

285 nccurateGdetectionGofGmnGRβnGmodificationsGinGnativeGRβnGsequencesUGNatureYCommunicationsSG
2019SGXWSGaWdf 17.4 166

284 TargetedSGuighTResolutionGRβnGSequencingGofGβonTcodingGtenomicGRegionsGnssociatedGWithG
βeuropsychiatricGsunctionsUGFrontiersYinYGeneticsSG2019SGXWSGZWf 4.5 16

283 pβSGcellGtypeTspecificGgeneGprofilingGofGPZWXSGtauGtransgenicGmiceGidentifiesGgenesGdysregulatedGbyG
progressiveGtauGaccumulationUGJournalYofYBiologicalYChemistrySG2019SGYfaSGXaXafTXaXcY 5.4 6

282 teneticGVariationsGofGUltraconservedGrlementsGinGtheGuumanGtenomeUGOMICSYAYJournalYofY
IntegrativeYBiologySG2019SGYZSGbafTbbf 3.8 6

281 UniversalGnlternativeGSplicingGofGβoncodingGrxonsUGCellYSystemsSG2018SGcSGYabTYbbUeb 10.6 58

280 WholeGgenomeGsequencingGprovidesGbetterGdiagnosticGyieldGandGfutureGvalueGthanGwholeGexomeG
sequencingUGMedicalYJournalYofYAustraliaSG2018SGYWfSGXfdTXff 4 22

279 ndarZGvsGvnvolvedGinGyearningGandGzemoryGinGziceUGFrontiersYinYNeuroscienceSG2018SGXYSGYaZ 5.1 33

278 TheGStateGofGyongGβonTpodingGRβnGoiologyUGNonlcodingYRNASG2018SGaSG 7.1 39
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277 rnhancersGactiveGinGdopamineGneuronsGareGaGprimaryGlinkGbetweenGgeneticGvariationGandG
neuropsychiatricGdiseaseUGNatureYNeuroscienceSG2018SGYXSGXaeYTXafY 25.5 48

276 TheGlongGnonTcodingGRβnGβrnTXGisGresponsiveGtoGneuronalGactivityGandGisGassociatedGwithG
hyperexcitabilityGstatesUGScientificYReportsSG2017SGdSGaWXYd 4.9 59

275 phartingGtheGunknownGepitranscriptomeUGNatureYReviewsYMolecularYCellYBiologySG2017SGXeSGZZfTZaW 48.7 30

274 StructuralGandGsunctionalGnnnotationGofGyongGβoncodingGRβnsUGMethodsYinYMolecularYBiologySG2017SG
XbYcSGcbTeb 1.4 16

273 qifferentialGintronGretentionGinGchromatinGmodifierGgenesGisGimplicatedGinGreptileG
temperatureTdependentGsexGdeterminationUGScienceYAdvancesSG2017SGZSGeXdWWdZX 14.3 73

272 TheGqimensionsSGqynamicsSGandGRelevanceGofGtheGzammalianGβoncodingGTranscriptomeUGTrendsYinY
GeneticsSG2017SGZZSGacaTade 8.5 110

271 vnitiatingGanGundiagnosedGdiseasesGprogramGinGtheGWesternGnustralianGpublicGhealthGsystemUG
OrphanetYJournalYofYRareYDiseasesSG2017SGXYSGeZ 4.2 18

270 vntergenicGdiseaseTassociatedGregionsGareGabundantGinGnovelGtranscriptsUGGenomeYBiologySG2017SGXeSGYaX 18.3 27

269 qotnlignergGidentificationGandGclusteringGofGRβnGstructureGmotifsUGGenomeYBiologySG2017SGXeSGYaa 18.3 8

268 TheGRβnGmodificationGlandscapeGinGhumanGdiseaseUGRnaSG2017SGYZSGXdbaTXdcf 5.8 209

267 vmprovedGqiagnosisGandGpareGforGRareGqiseasesGthroughGvmplementationGofGPrecisionGPublicGuealthG
srameworkUGAdvancesYinYExperimentalYMedicineYandYBiologySG2017SGXWZXSGbbTfa 3.6 13

266 PrioritisingGtheGapplicationGofGgenomicGmedicineUGNpjYGenomicYMedicineSG2017SGYSGZb 6.2 18

265 TheGpromiseGofGpersonalisedGmedicineUGLancetkYTheSG2016SGZedSGaZZTa 40 11

264 SeqGandGYouGWillGsindUGCurrentYGeneYTherapySG2016SGXcSGYYWTf 4.3 6

263 TheGsutureGofGzolecularGPathologyG2016SGZafTZbd

262 TheGrvxXVrvxXasGgeneGlocusGregulatesGanteriorTposteriorGpatterningGduringGgastrulationUGScientificY
ReportsSG2016SGcSGYccbd 4.9 16

261 TheGyongGβoncodingGRβnGSPRvtuTyYGRegulatesGpellGProliferationGinGPrimaryGuumanGzelanocytesUG
JournalYofYInvestigativeYDermatologySG2016SGXZcSGeXfTeYe 4.3 29

260 vmprovedGdefinitionGofGtheGmouseGtranscriptomeGviaGtargetedGRβnGsequencingUGGenomeYResearchSG
2016SGYcSGdWbTXc 9.7 23

(2016-2018)
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259 RβnGquplexGzapGinGyivingGpellsGRevealsGuigherTγrderGTranscriptomeGStructureUGCellSG2016SGXcbSGXYcdTXYdf56.2 368

258 RepresentingGgeneticGvariationGwithGsyntheticGqβnGstandardsUGNatureYMethodsSG2016SGXZSGdeaTfX 21.6 25

257 SplicedGsyntheticGgenesGasGinternalGcontrolsGinGRβnGsequencingGexperimentsUGNatureYMethodsSG2016SG
XZSGdfYTe 21.6 77

256 QuantitativeGgeneGprofilingGofGlongGnoncodingGRβnsGwithGtargetedGRβnGsequencingUGNatureY
MethodsSG2015SGXYSGZZfTaY 21.6 119

255
nnalysisGofGXZGcellGtypesGrevealsGevidenceGforGtheGexpressionGofGnumerousGnovelGprimateTGandG
tissueTspecificGmicroRβnsUGProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofY
AmericaSG2015SGXXYSGrXXWcTXb

11.5 307

254 TranspositionalGshufflingGandGqualityGcontrolGinGmaleGgermGcellsGtoGenhanceGevolutionGofGcomplexG
organismsUGAnnalsYofYtheYNewYYorkYAcademyYofYSciencesSG2015SGXZaXSGXbcTcZ 6.5 7

253 zechanismsGofGyongGβonTcodingGRβnsGinGzammalianGβervousGSystemGqevelopmentSGPlasticitySG
qiseaseSGandGrvolutionUGNeuronSG2015SGeeSGecXTedd 13.9 275

252 qiscoveryGandGannotationGofGlongGnoncodingGRβnsUGNatureYStructuralYandYMolecularYBiologySG2015SG
YYSGbTd 17.6 446

251 tenomeTwideGdiscoveryGofGhumanGsplicingGbranchpointsUGGenomeYResearchSG2015SGYbSGYfWTZWZ 9.7 147

250 yongGβoncodingGRβnTqirectedGrpigeneticGRegulationGofGteneGrxpressionGvsGnssociatedGWithG
nnxietyTlikeGoehaviorGinGziceUGBiologicalYPsychiatrySG2015SGdeSGeaeTbf 7.9 81

249 vntegrativeGanalysisGofGXXXGreferenceGhumanGepigenomesUGNatureSG2015SGbXeSGZXdTZW 50.4 3849

248 TheGriseGofGregulatoryGRβnUGNatureYReviewsYGeneticsSG2014SGXbSGaYZTZd 30.1 897

247 oioinformaticsGanalysisGofGtranscriptionalGregulationGofGcircadianGgenesGinGratGliverUGBMCY
BioinformaticsSG2014SGXbSGeZ 3.6 13

246 rffectsGofGaGnovelGlongGnoncodingGRβnSGlncUSzycβSGonGβTzycGexpressionGandGneuroblastomaG
progressionUGJournalYofYtheYNationalYCancerYInstituteSG2014SGXWcSG 9.7 81

245 rxtracellularGvesiclesGfromGneuralGstemGcellsGtransferGvsβT˛‡GviaGvfngrXGtoGactivateGStatXGsignalingGinG
targetGcellsUGMolecularYCellSG2014SGbcSGXfZTYWa 17.6 195

244 TheGlongGnonTcodingGRβnGtomafuGisGacutelyGregulatedGinGresponseGtoGneuronalGactivationGandG
involvedGinGschizophreniaTassociatedGalternativeGsplicingUGMolecularYPsychiatrySG2014SGXfSGaecTfa 15.1 302

243 TheGimpactGofGgenomicsGonGtheGfutureGofGmedicineGandGhealthUGMedicalYJournalYofYAustraliaSG2014SG
YWXSGXdTYW 4 19

242 TheGfunctionalGcharacterizationGofGlongGnoncodingGRβnGSPRYaTvTXGinGhumanGmelanomaGcellsUG
OncotargetSG2014SGbSGefbfTcf 3.3 123
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241 rxtracellularGVesiclesGfromGβeuralGStemGpellsGTransferGvsβT˛‡GviaGvfngrXGtoGnctivateGStatXGSignalingGinG
TargetGpellsUGMolecularYCellSG2014SGbcSGcWf 17.6 2

240 TargetedGsequencingGforGgeneGdiscoveryGandGquantificationGusingGRβnGpaptureSeqUGNatureY
ProtocolsSG2014SGfSGfefTXWWf 18.8 116

239 TopologyGandGdynamicsGofGsignalingGnetworksgGinGsearchGofGtranscriptionalGcontrolGofGtheG
inflammatoryGresponseUGAnnualYReviewYofYBiomedicalYEngineeringSG2013SGXbSGXTYe 12 12

238 SaccharopolysporaGerythraeaNsGgenomeGisGorganisedGinGhighTorderGtranscriptionalGregionsGmediatedG
byGtargetedGdegradationGatGtheGmetabolicGswitchUGBMCYGenomicsSG2013SGXaSGXb 4.5 23

237 yongGnoncodingGRβnsGandGtheGgeneticsGofGcancerUGBritishYJournalYofYCancerSG2013SGXWeSGYaXfTYb 8.7 588

236 TheGextentGofGfunctionalityGinGtheGhumanGgenomeUGTheYHUGOYJournalSG2013SGdSG 19

235 UnderstandingGtheGregulatoryGandGtranscriptionalGcomplexityGofGtheGgenomeGthroughGstructureUG
GenomeYResearchSG2013SGYZSGXWeXTe 9.7 55

234 TranscriptomeTwideGidentificationGofGnGkGvGRβnGeditingGsitesGbyGinosineGspecificGcleavageUGRnaSG2013SG
XfSGYbdTdW 5.8 47

233 zappingGofGmitochondrialGRβnTproteinGinteractionsGbyGdigitalGRβaseGfootprintingUGCellYReportsSG
2013SGbSGeZfTae 10.6 28

232 TheGdarkGmatterGrisesgGtheGexpandingGworldGofGregulatoryGRβnsUGEssaysYinYBiochemistrySG2013SGbaSGXTXc 7.6 63

231 qβaseGvThypersensitiveGexonsGcolocalizeGwithGpromotersGandGdistalGregulatoryGelementsUGNatureY
GeneticsSG2013SGabSGebYTf 36.3 94

230 StructureGandGfunctionGofGlongGnoncodingGRβnsGinGepigeneticGregulationUGNatureYStructuralYandY
MolecularYBiologySG2013SGYWSGZWWTd 17.6 1073

229 TriplexTvnspectorgGanGanalysisGtoolGforGtriplexTmediatedGtargetingGofGgenomicGlociUGBioinformaticsSG
2013SGYfSGXefbTd 7.2 23

228 WidespreadGpurifyingGselectionGonGRβnGstructureGinGmammalsUGNucleicYAcidsYResearchSG2013SGaXSGeYYWTZc 20.1 126

227 zicroRβnsTXaWTbpVXaWTZpGmodulateGyeydigGcellGnumbersGinGtheGdevelopingGmouseGtestisUGBiologyYofY
ReproductionSG2013SGeeSGXaZ 3.9 55

226 nGmetaTanalysisGofGtheGgenomicGandGtranscriptomicGcompositionGofGcomplexGlifeUGCellYCycleSG2013SG
XYSGYWcXTdY 4.7 102

225 zicroRβnsGregulateGtumorGangiogenesisGmodulatedGbyGendothelialGprogenitorGcellsUGCancerY
ResearchSG2013SGdZSGZaXTbY 10.1 102

224 βonTcodingGRβnsGinGhomeostasisSGdiseaseGandGstressGresponsesgGanGevolutionaryGperspectiveUG
BriefingsYinYFunctionalYGenomicsSG2013SGXYSGYbaTde 4.9 79

(2013-2014)
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223 tenomeTwideGmethylatedGpptGislandGprofilesGofGmelanomaGcellsGrevealGaGmelanomaGcoregulationG
networkUGScientificYReportsSG2013SGZSGYfcY 4.9 15

222 oranchedTchainGaminoGacidGsupplementationgGimpactGonGsignalingGandGrelevanceGtoGcriticalGillnessUG
WileyYInterdisciplinaryYReviews:YSystemsYBiologyYandYMedicineSG2013SGbSGaafTacW 6.6 37

221 ProbingGtheGphenomicsGofGnoncodingGRβnUGELifeSG2013SGYSGeWXfce 8.9 13

220 yongGnoncodingGRβnsGinGcardiacGdevelopmentGandGpathophysiologyUGCirculationYResearchSG2012SG
XXXSGXZafTcY 15.7 178

219 rxtragenicGsuppressorGmutationsGthatGrestoreGtwitchingGmotilityGtoGfimyGmutantsGofGPseudomonasG
aeruginosaGareGassociatedGwithGelevatedGintracellularGcyclicGnzPGlevelsUGMicrobiologyOpenSG2012SGXSGafWTbWX3.4 10

218 qynamicsGofGhepaticGgeneGexpressionGprofileGinGaGratGcecalGligationGandGpunctureGmodelUGJournalYofY
SurgicalYResearchSG2012SGXdcSGbeZTcWW 2.5 12

217 yongTtermGgeneGexpressionGprofileGdynamicsGfollowingGcecalGligationGandGpunctureGinGtheGratUG
JournalYofYSurgicalYResearchSG2012SGXdeSGaZXTaY 2.5 6

216 StoichiometryGbasedGsteadyTstateGhepaticGfluxGanalysisgGcomputationalGandGexperimentalGaspectsUG
MetabolitesSG2012SGYSGYceTfX 5.6 5

215 RockingGtheGfoundationsGofGmolecularGgeneticsUGProceedingsYofYtheYNationalYAcademyYofYSciencesYofY
theYUnitedYStatesYofYAmericaSG2012SGXWfSGXcaWWTX 11.5 24

214 RβnGdrivingGtheGepigeneticGbusUGEMBOYJournalSG2012SGZXSGbXbTc 13 9

213 TheGlethalGtoxinGfromGnustralianGfunnelTwebGspidersGisGencodedGbyGanGintronlessGgeneUGPLoSYONESG
2012SGdSGeaZcff 3.7 17

212 TheGroleGofGregulatoryGRβnGinGcognitiveGevolutionUGTrendsYinYCognitiveYSciencesSG2012SGXcSGafdTbWZ 14 36

211 tenomeTwideGanalysisGofGlongGnoncodingGRβnGstabilityUGGenomeYResearchSG2012SGYYSGeebTfe 9.7 373

210 TriplexatorgGdetectingGnucleicGacidGtripleGhelicesGinGgenomicGandGtranscriptomicGdataUGGenomeY
ResearchSG2012SGYYSGXZdYTeX 9.7 142

209
PinstripegGaGsuiteGofGprogramsGforGintegratingGtranscriptomicGandGproteomicGdatasetsGidentifiesG
novelGproteinsGandGimprovesGdifferentiationGofGproteinTcodingGandGnonTcodingGgenesUGBioinformatics
SG2012SGYeSGZWaYTbW

7.2 59

208 rxpressionGandGfunctionGofGtheGproteinGtyrosineGphosphataseGreceptorGwGOPTPRwPGinGnormalG
mammaryGepithelialGcellsGandGbreastGtumorsUGPLoSYONESG2012SGdSGeaWdaY 3.7 14

207 TargetedGRβnGsequencingGrevealsGtheGdeepGcomplexityGofGtheGhumanGtranscriptomeUGNatureY
BiotechnologySG2011SGZWSGffTXWa 44.5 356

206 TheGmelanomaTupregulatedGlongGnoncodingGRβnGSPRYaTvTXGmodulatesGapoptosisGandGinvasionUG
CancerYResearchSG2011SGdXSGZebYTcY 10.1 392
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205 TheGhumanGmitochondrialGtranscriptomeUGCellSG2011SGXacSGcabTbe 56.2 561

204 TheGevolutionGofGRβnsGwithGmultipleGfunctionsUGBiochimieSG2011SGfZSGYWXZTe 4.6 68

203 zicroRβnGregulationGofGneuralGplasticityGandGmemoryUGNeurobiologyYofYLearningYandYMemorySG2011SG
fcSGefTfa 3.1 123

202 yongGnoncodingGRβnsGinGcellGbiologyUGSeminarsYinYCellYandYDevelopmentalYBiologySG2011SGYYSGZccTdc 7.5 263

201 RβnGβetworksGasGqigitalGpontrolGpircuitsGofGβuclearGsunctionsG2011SGZbZTZcZ

200 rxpressionGofGdistinctGRβnsGfromGZNGuntranslatedGregionsUGNucleicYAcidsYResearchSG2011SGZfSGYZfZTaWZ 20.1 153

199 TheGdoubleGlifeGofGRβnUGBiochimieSG2011SGfZSGviiiTix 4.6 9

198 rxpressionGofGtransposableGelementsGinGneuralGtissuesGduringGXenopusGdevelopmentUGPLoSYONESG
2011SGcSGeYYbcf 3.7 18

197 TheGcentralGroleGofGRβnGinGhumanGdevelopmentGandGcognitionUGFEBSYLettersSG2011SGbebSGXcWWTXc 3.8 175

196 zicroRβnsGinG˛†TcellGbiologySGinsulinGresistanceSGdiabetesGandGitsGcomplicationsUGDiabetesSG2011SGcWSGXeYbTZX0.9 169

195 SβγRqThostGRβnGZfasXGisGaGregulatorGofGmammaryGdevelopmentGandGaGpotentialGmarkerGforGbreastG
cancerUGRnaSG2011SGXdSGedeTfX 5.8 270

194 SomaticGretrotranspositionGaltersGtheGgeneticGlandscapeGofGtheGhumanGbrainUGNatureSG2011SGadfSGbZaTd 50.4 519

193 TheGrelationshipGbetweenGtranscriptionGinitiationGRβnsGandGpppTpTbindingGfactorGOpTpsPG
localizationUGEpigeneticsYandYChromatinSG2011SGaSGXZ 5.8 36

192 RefiningGtranscriptionalGprogramsGinGkidneyGdevelopmentGbyGintegrationGofGdeepGRβnTsequencingG
andGarrayTbasedGspatialGprofilingUGBMCYGenomicsSG2011SGXYSGaaX 4.5 25

191 lncRβndbgGaGreferenceGdatabaseGforGlongGnoncodingGRβnsUGNucleicYAcidsYResearchSG2011SGZfSGqXacTbX 20.1 461

190 RβnGprocessingGinGhumanGmitochondriaUGCellYCycleSG2011SGXWSGYfWaTXc 4.7 175

189 PotentialGinGvivoGrolesGofGnucleicGacidGtripleThelicesUGRNAYBiologySG2011SGeSGaYdTZf 4.8 140

188 yongGnoncodingGRβnsGareGgeneratedGfromGtheGmitochondrialGgenomeGandGregulatedGbyG
nuclearTencodedGproteinsUGRnaSG2011SGXdSGYWebTfZ 5.8 193

(2011-2011)
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187 zicroRβnsGinGtheGshootGapicalGmeristemGofGsoybeanUGJournalYofYExperimentalYBotanySG2011SGcYSGYafbTbWc7 62

186 tenomeTsequencingGanniversaryUGTheGgenomicGfoundationGisGshiftingUGScienceSG2011SGZZXSGeda 33.3 8

185 tlobalGanalysisGofGtheGmammalianGRβnGdegradomeGrevealsGwidespreadGmiRβnTdependentGandG
miRβnTindependentGendonucleolyticGcleavageUGNucleicYAcidsYResearchSG2011SGZfSGbcbeTce 20.1 63

184 TheGrealityGofGpervasiveGtranscriptionUGPLoSYBiologySG2011SGfSGeXWWWcYbhGdiscussionGeXWWXXWY 9.7 325

183 βuclearTlocalizedGtinyGRβnsGareGassociatedGwithGtranscriptionGinitiationGandGspliceGsitesGinG
metazoansUGNatureYStructuralYandYMolecularYBiologySG2010SGXdSGXWZWTa 17.6 134

182 TheGcentralGroleGofGRβnGinGtheGgeneticGprogrammingGofGcomplexGorganismsUGAnaisYDaYAcademiaY
BrasileiraYDeYCienciasSG2010SGeYSGfZZTf 1.4 15

181 nGvariantGofGtheGxyxaGgeneGisGexpressedGasGaGcisGsenseTantisenseGchimericGtranscriptGinGprostateG
cancerGcellsUGRnaSG2010SGXcSGXXbcTcc 5.8 30

180 StringentGprogrammingGofGqβnGmethylationGinGhumansUGTwinYResearchYandYHumanYGeneticsSG2010SG
XZSGaWbTXX 2.2 5

179 qynamicGisomiRGregulationGinGqrosophilaGdevelopmentUGRnaSG2010SGXcSGXeeXTe 5.8 167

178 RegulatedGpostTtranscriptionalGRβnGcleavageGdiversifiesGtheGeukaryoticGtranscriptomeUGGenomeY
ResearchSG2010SGYWSGXcZfTbW 9.7 66

177 zultipleGevolutionaryGrateGclassesGinGanimalGgenomeGevolutionUGMolecularYBiologyYandYEvolutionSG
2010SGYdSGfaYTbZ 8.3 14

176 prossTmappingGandGtheGidentificationGofGeditingGsitesGinGmatureGmicroRβnsGinGhighTthroughputG
sequencingGlibrariesUGGenomeYResearchSG2010SGYWSGYbdTca 9.7 105

175 yincTingGyongGnoncodingGRβnsGandGenhancerGfunctionUGDevelopmentalYCellSG2010SGXfSGaebTc 10.2 31

174 vdentificationGofGconservedGqrosophilaTspecificGeuchromatinTrestrictedGnonTcodingGsequenceG
motifsUGGenomicsSG2010SGfcSGXbaTcc 4.3 3

173 ProteinTcodingGandGnonTcodingGgeneGexpressionGanalysisGinGdifferentiatingGhumanGkeratinocytesG
usingGaGthreeTdimensionalGepidermalGequivalentUGMolecularYGeneticsYandYGenomicsSG2010SGYeaSGXTf 3.1 25

172 nGglobalGviewGofGgenomicGinformationTTmovingGbeyondGtheGgeneGandGtheGmasterGregulatorUGTrendsYinY
GeneticsSG2010SGYcSGYXTe 8.5 174

171 vdentificationGofGnovelGnonTcodingGRβnsGusingGprofilesGofGshortGsequenceGreadsGfromGnextG
generationGsequencingGdataUGBMCYGenomicsSG2010SGXXSGdd 4.5 44

170 yongGnoncodingGRβnsGinGneuronalTglialGfateGspecificationGandGoligodendrocyteGlineageGmaturationUG
BMCYNeuroscienceSG2010SGXXSGXa 3.2 326
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169 yongGnonTcodingGRβnsGinGnervousGsystemGfunctionGandGdiseaseUGBrainYResearchSG2010SGXZZeSGYWTZb 3.7 369

168
RβnGasGtheGsubstrateGforGepigenomeTenvironmentGinteractionsgGRβnGguidanceGofGepigeneticG
processesGandGtheGexpansionGofGRβnGeditingGinGanimalsGunderpinsGdevelopmentSGphenotypicG
plasticitySGlearningSGandGcognitionUGBioEssaysSG2010SGZYSGbaeTbY

4.1 52

167 βonTcodingGRβnsgGregulatorsGofGdiseaseUGJournalYofYPathologySG2010SGYYWSGXYcTZf 9.4 769

166 tenomeTwideGidentificationGofGlongGnoncodingGRβnsGinGpqeRGTGcellsUGJournalYofYImmunologySG2009SG
XeYSGddZeTae 5.3 189

165 βRrqgGaGdatabaseGofGlongGnoncodingGRβnGexpressionUGNucleicYAcidsYResearchSG2009SGZdSGqXYYTc 20.1 214

164 rvolutionSGbiogenesisGandGfunctionGofGpromoterTassociatedGRβnsUGCellYCycleSG2009SGeSGYZZYTe 4.7 83

163 TheGgeneticGsignaturesGofGnoncodingGRβnsUGPLoSYGeneticsSG2009SGbSGeXWWWabf 6 553

162 βucleosomesGareGpreferentiallyGpositionedGatGexonsGinGsomaticGandGspermGcellsUGCellYCycleSG2009SGeSGZaYWTa4.7 82

161 pomplexGarchitectureGandGregulatedGexpressionGofGtheGSoxYotGlocusGduringGvertebrateG
developmentUGRnaSG2009SGXbSGYWXZTYd 5.8 163

160 nGtranscriptionalGsketchGofGaGprimaryGhumanGbreastGcancerGbyGabaGdeepGsequencingUGBMCYGenomicsSG
2009SGXWSGXcZ 4.5 191

159 RβnGregulationGofGepigeneticGprocessesUGBioEssaysSG2009SGZXSGbXTf 4.1 295

158 uasGevolutionGlearntGhowGtoGlearnlUGEMBOYReportsSG2009SGXWSGccb 6.5 14

157 TinyGRβnsGassociatedGwithGtranscriptionGstartGsitesGinGanimalsUGNatureYGeneticsSG2009SGaXSGbdYTe 36.3 302

156 TheGtranscriptionalGnetworkGthatGcontrolsGgrowthGarrestGandGdifferentiationGinGaGhumanGmyeloidG
leukemiaGcellGlineUGNatureYGeneticsSG2009SGaXSGbbZTcY 36.3 356

155 yongGnonTcodingGRβnsgGinsightsGintoGfunctionsUGNatureYReviewsYGeneticsSG2009SGXWSGXbbTf 30.1 4184

154 qeconstructingGtheGdogmagGaGnewGviewGofGtheGevolutionGandGgeneticGprogrammingGofGcomplexG
organismsUGAnnalsYofYtheYNewYYorkYAcademyYofYSciencesSG2009SGXXdeSGYfTac 6.5 63

153 SmallGRβnsGderivedGfromGsnoRβnsUGRnaSG2009SGXbSGXYZZTaW 5.8 325

152 RegulationGofGepidermalGgrowthGfactorGreceptorGsignalingGinGhumanGcancerGcellsGbyGmicroRβnTdUG
JournalYofYBiologicalYChemistrySG2009SGYeaSGbdZXTaX 5.4 345

(2009-2010)
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151 PervasiveGtranscriptionGofGtheGeukaryoticGgenomegGfunctionalGindicesGandGconceptualGimplicationsUG
BriefingsYinYFunctionalYGenomicsYeYProteomicsSG2009SGeSGaWdTYZ 118

150 zrβGepsilonVbetaGnuclearTretainedGnonTcodingGRβnsGareGupTregulatedGuponGmuscleGdifferentiationG
andGareGessentialGcomponentsGofGparaspecklesUGGenomeYResearchSG2009SGXfSGZadTbf 9.7 469

149 TouchdownGPpRGforGincreasedGspecificityGandGsensitivityGinGPpRGamplificationUGNatureYProtocolsSG
2008SGZSGXabYTc 18.8 371

148 RβnsGasGextracellularGsignalingGmoleculesUGJournalYofYMolecularYEndocrinologySG2008SGaWSGXbXTf 4.5 157

147 βoncodingGRβnsGinGyongTTermGzemoryGsormationUGNeuroscientistSG2008SGXaSGaZaTab 7.6 110

146 zolecularGevolutionGofGtheGuovvTbYGsnoRβnGclusterUGJournalYofYMolecularYBiologySG2008SGZeXSGeXWTb 6.5 22

145 RβnGeditingSGqβnGrecodingGandGtheGevolutionGofGhumanGcognitionUGTrendsYinYNeurosciencesSG2008SG
ZXSGYYdTZZ 13.3 122

144 TheGeukaryoticGgenomeGasGanGRβnGmachineUGScienceSG2008SGZXfSGXdedTf 33.3 499

143 yongGnoncodingGRβnsGinGmouseGembryonicGstemGcellGpluripotencyGandGdifferentiationUGGenomeY
ResearchSG2008SGXeSGXaZZTab 9.7 608

142 qifferentiatingGproteinTcodingGandGnoncodingGRβngGchallengesGandGambiguitiesUGPLoSY
ComputationalYBiologySG2008SGaSGeXWWWXdc 5 387

141 yargeTscaleGappearanceGofGultraconservedGelementsGinGtetrapodGgenomesGandGslowdownGofGtheG
molecularGclockUGMolecularYBiologyYandYEvolutionSG2008SGYbSGaWYTe 8.3 89

140 qelineatingGslowlyGandGrapidlyGevolvingGfractionsGofGtheGqrosophilaGgenomeUGJournalYofY
ComputationalYBiologySG2008SGXbSGaWdTZW 1.7 16

139 SpecificGexpressionGofGlongGnoncodingGRβnsGinGtheGmouseGbrainUGProceedingsYofYtheYNationalY
AcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaSG2008SGXWbSGdXcTYX 11.5 928

138 βoncodingGRβnGinGdevelopmentUGMammalianYGenomeSG2008SGXfSGabaTfY 3.2 339

137 γrthologousGmicroRβnGgenesGareGlocatedGinGcancerTassociatedGgenomicGregionsGinGhumanGandG
mouseUGPLoSYONESG2007SGYSGeXXZZ 3.7 32

136 TheGrelationshipGbetweenGnonTproteinTcodingGqβnGandGeukaryoticGcomplexityUGBioEssaysSG2007SGYfSGYeeTff4.1 491

135 vdentificationGandGanalysisGofGfunctionalGelementsGinGXLGofGtheGhumanGgenomeGbyGtheGrβpγqrGpilotG
projectUGNatureSG2007SGaadSGdffTeXc 50.4 4121

134 zaintenanceGofGtransposonTfreeGregionsGthroughoutGvertebrateGevolutionUGBMCYGenomicsSG2007SGeSGadW 4.5 23
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133 RβndbGYUWTTanGexpandedGdatabaseGofGmammalianGnonTcodingGRβnsUGNucleicYAcidsYResearchSG2007SG
ZbSGqXdeTeY 20.1 134

132 RaisingGtheGestimateGofGfunctionalGhumanGsequencesUGGenomeYResearchSG2007SGXdSGXYabTbZ 9.7 185

131 nGnewGparadigmGforGdevelopmentalGbiologyUGJournalYofYExperimentalYBiologySG2007SGYXWSGXbYcTad 3 188

130 SplicingGbypassesGZNGendGformationGsignalsGtoGallowGcomplexGgeneGarchitecturesUGGeneSG2007SGaWZSGXeeTfZ3.8 6

129 βoncodingGRβnsGandGRβnGeditingGinGbrainGdevelopmentSGfunctionalGdiversificationSGandGneurologicalG
diseaseUGPhysiologicalYReviewsSG2007SGedSGdffTeYZ 47.9 242

128 RapidGevolutionGofGnoncodingGRβnsgGlackGofGconservationGdoesGnotGmeanGlackGofGfunctionUGTrendsYinY
GeneticsSG2006SGYYSGXTb 8.5 500

127 tγβγzrgGmeasuringGcorrelationsGbetweenGtγGtermsGandGgenomicGpositionsUGBMCYBioinformaticsSG
2006SGdSGfa 3.6 13

126 rvidenceGforGcontrolGofGsplicingGbyGalternativeGRβnGsecondaryGstructuresGinGqipteranGhomothoraxG
preTmRβnUGRNAYBiologySG2006SGZSGZcTf 4.8 13

125 plustersGofGinternallyGprimedGtranscriptsGrevealGnovelGlongGnoncodingGRβnsUGPLoSYGeneticsSG2006SGYSGeZd 6 135

124 rffectGofGsiteTspecificGmutationsGinGdifferentGphosphotransferGdomainsGofGtheGchemosensoryG
proteinGphpnGonGPseudomonasGaeruginosaGmotilityUGJournalYofYBacteriologySG2006SGXeeSGeadfTec 3.5 18

123 qiscriminationGofGnonTproteinTcodingGtranscriptsGfromGproteinTcodingGmRβnUGRNAYBiologySG2006SGZSGaWTe 4.8 90

122 βonTcodingGRβnUGHumanYMolecularYGeneticsSG2006SGXbGSpecGβoGXSGRXdTYf 5.6 1650

121 βonTcodingGRβnsGinGtheGnervousGsystemUGJournalYofYPhysiologySG2006SGbdbSGZZZTaX 3.9 132

120 TransposonTfreeGregionsGinGmammalianGgenomesUGGenomeYResearchSG2006SGXcSGXcaTdY 9.7 89

119 rxperimentalGvalidationGofGtheGregulatedGexpressionGofGlargeGnumbersGofGnonTcodingGRβnsGfromGtheG
mouseGgenomeUGGenomeYResearchSG2006SGXcSGXXTf 9.7 407

118 TheGtranscriptionalGlandscapeGofGtheGmammalianGgenomeUGScienceSG2005SGZWfSGXbbfTcZ 33.3 2807

117 TheGfunctionalGgenomicsGofGnoncodingGRβnUGScienceSG2005SGZWfSGXbYdTe 33.3 228

116 SmallGregulatoryGRβnsGinGmammalsUGHumanYMolecularYGeneticsSG2005SGXaGSpecGβoGXSGRXYXTZY 5.6 388

(2005-2007)
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115 RβndbTTaGcomprehensiveGmammalianGnoncodingGRβnGdatabaseUGNucleicYAcidsYResearchSG2005SGZZSGqXYbTZW20.1 113

114 vnherentGsizeGconstraintsGonGprokaryoteGgeneGnetworksGdueGtoGIacceleratingIGgrowthUGTheoryYinY
BiosciencesSG2005SGXYZSGZeXTaXX 1.3 11

113 nntisenseGtranscriptionGinGtheGmammalianGtranscriptomeUGScienceSG2005SGZWfSGXbcaTc 33.3 1354

112 PseudomonasGaeruginosaGfimyGregulatesGmultipleGvirulenceGfunctionsGbyGintersectingGwithG
VfrTmodulatedGpathwaysUGMolecularYMicrobiologySG2005SGbbSGXZbdTde 4.1 79

111 zathematicsVcomputationUGncceleratingGnetworksUGScienceSG2005SGZWdSGebcTe 33.3 71

110 ncceleratingSGhyperacceleratingSGandGdeceleratingGnetworksUGPhysicalYReviewYESG2005SGdYSGWXcXYZ 2.4 28

109 UltraconservedGelementsGinGinsectGgenomesgGaGhighlyGconservedGintronicGsequenceGimplicatedGinGtheG
controlGofGhomothoraxGmRβnGsplicingUGGenomeYResearchSG2005SGXbSGeWWTe 9.7 91

108 tonoZGisGrequiredGforGnormalGtwitchingGmotilityGandGextracellularGassemblyGofGtypeGvVGpiliUGJournalYofY
BacteriologySG2004SGXecSGaZedTf 3.5 40

107 pharacterizationGofGaGcomplexGchemosensoryGsignalGtransductionGsystemGwhichGcontrolsGtwitchingG
motilityGinGPseudomonasGaeruginosaUGMolecularYMicrobiologySG2004SGbYSGedZTfZ 4.1 167

106 RβnGregulationgGaGnewGgeneticslUGNatureYReviewsYGeneticsSG2004SGbSGZXcTYZ 30.1 571

105 TheGhiddenGgeneticGprogramGofGcomplexGorganismsUGScientificYAmericanSG2004SGYfXSGcWTd 0.5 89

104 UltraconservedGelementsGinGtheGhumanGgenomeUGScienceSG2004SGZWaSGXZYXTb 33.3 1275

103 SVztmgGsupportGvectorGmachinesGtoGpredictGtransmembraneGsegmentsUGJournalYofYComputationalY
ChemistrySG2004SGYbSGcZYTc 3.5 82

102 ResponseGtoGnUGzUGPoolegGvsGallGthatGjunkGreallyGregulatoryGRβnlUGNatureYReviewsYGeneticsSG2004SGbSGZYaTZYa30.1

101 vsGprokaryoticGcomplexityGlimitedGbyGacceleratedGgrowthGinregulatoryGoverheadlG2003SGbSGPY 16

100 vncreasingGbiologicalGcomplexityGisGpositivelyGcorrelatedGwithGtheGrelativeGgenomeTwideGexpansionG
ofGnonTproteinTcodingGqβnGsequencesG2003SGbSGPX 30

99 TheGhumanGgenomeGandGtheGfutureGofGmedicineUGMedicalYJournalYofYAustraliaSG2003SGXdfSGYXYTc 4 20

98 phallengingGtheGdogmagGtheGhiddenGlayerGofGnonTproteinTcodingGRβnsGinGcomplexGorganismsUG
BioEssaysSG2003SGYbSGfZWTf 4.1 420
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97 ProteomeGanalysisGofGextracellularGproteinsGregulatedGbyGtheGlasGandGrhlGquorumGsensingGsystemsGinG
PseudomonasGaeruginosaGPnγXUGMicrobiologyYgUnitedYKingdomhSG2003SGXafSGXZXXTXZYY 2.9 111

96 simXSGaGmultidomainGproteinGconnectingGenvironmentalGsignalsGtoGtwitchingGmotilityGinG
PseudomonasGaeruginosaUGJournalYofYBacteriologySG2003SGXebSGdWceTdc 3.5 149

95 vdentificationGandGanalysisGofGchromodomainTcontainingGproteinsGencodedGinGtheGmouseG
transcriptomeUGGenomeYResearchSG2003SGXZSGXaXcTYf 9.7 39

94 zechanismsGofGthermalGadaptationGrevealedGfromGtheGgenomesGofGtheGnntarcticGnrchaeaG
zethanogeniumGfrigidumGandGzethanococcoidesGburtoniiUGGenomeYResearchSG2003SGXZSGXbeWTe 9.7 213

93 vsolationGandGcharacterizationGofGaGnewGnucleolarGproteinSGβrapSGthatGisGconservedGfromGyeastGtoG
humansUGGenesYToYCellsSG2002SGdSGXXbTZY 2.3 21

92 PredictionGofGproteinGsolventGaccessibilityGusingGsupportGvectorGmachinesUGProteins:YStructurekY
FunctionYandYBioinformaticsSG2002SGaeSGbccTdW 4.2 93

91 zacropodidGherpesvirusGXGencodesGgenesGforGbothGthymidylateGsynthaseGandGvpPZaUbUGVirusYGenesSG
2002SGYaSGYWdTXZ 2.3 3

90 QuorumGsensingGisGnotGrequiredGforGtwitchingGmotilityGinGPseudomonasGaeruginosaUGJournalYofY
BacteriologySG2002SGXeaSGZbfeTcWa 3.5 115

89 PhosphorylationGofGtheGPseudomonasGaeruginosaGresponseGregulatorGnlgRGisGessentialGforGtypeGvVG
fimbriaTmediatedGtwitchingGmotilityUGJournalYofYBacteriologySG2002SGXeaSGabaaTba 3.5 71

88 qifferentialGregulationGofGtwitchingGmotilityGandGelastaseGproductionGbyGVfrGinGPseudomonasG
aeruginosaUGJournalYofYBacteriologySG2002SGXeaSGZcWbTXZ 3.5 148

87 TypeGvVGpiliGandGtwitchingGmotilityUGAnnualYReviewYofYMicrobiologySG2002SGbcSGYefTZXa 17.5 913

86 rxtracellularGqβnGrequiredGforGbacterialGbiofilmGformationUGScienceSG2002SGYfbSGXaed 33.3 1451

85 pharacterizationGofGtZoPsgGtissueGspecificGexpressionSGchromosomalGlocalisationGandGrastnPOXYWPG
bindingGstudiesUGJournalYofYCellularYBiochemistrySG2001SGeaSGXdZTed 4.7 51

84 TheGevolutionGofGcontrolledGmultitaskedGgeneGnetworksgGtheGroleGofGintronsGandGotherGnoncodingG
RβnsGinGtheGdevelopmentGofGcomplexGorganismsUGMolecularYBiologyYandYEvolutionSG2001SGXeSGXcXXTZW 8.3 335

83 βonTcodingGRβnsgGtheGarchitectsGofGeukaryoticGcomplexityUGEMBOYReportsSG2001SGYSGfecTfX 6.5 584

82 snzGdeubiquitylatingGenzymeGisGessentialGforGpreimplantationGmouseGembryoGdevelopmentUG
MechanismsYofYDevelopmentSG2001SGXWfSGXbXTcW 1.7 55

81 vdentificationGofGvaccineGcandidateGantigensGfromGaGgenomicGanalysisGofGPorphyromonasGgingivalisUG
VaccineSG2001SGXfSGaXZbTaY 4.1 98

80 vSvSSGtheGintronGinformationGsystemSGrevealsGtheGhighGfrequencyGofGalternativeGsplicingGinGtheGhumanG
genomeUGNatureYGeneticsSG2000SGYaSGZaWTX 36.3 179

(2000-2003)

13



79 UβpySGtheGmammalianGhomologueGofGUβpTbWSGisGanGinnerGnuclearGmembraneGRβnTbindingGproteinUG
BrainYResearchSG2000SGeddSGXXWTYZ 3.7 33

78 nGminimalGtilingGpathGcosmidGlibraryGforGfunctionalGanalysisGofGtheGPseudomonasGaeruginosaGPnγXG
genomeUGMicrobialYeYComparativeYGenomicsSG2000SGbSGXefTYWZ 18

77 nnGinteractiveGwebTbasedGPseudomonasGaeruginosaGgenomeGdatabasegGdiscoveryGofGnewGgenesSG
pathwaysGandGstructuresUGMicrobiologyYgUnitedYKingdomhSG2000SGXacGOGPtGXWPSGYZbXTYZca 2.9 56

76 poTlocalizationGofGsnzGandGnsTcSGtheGmammalianGhomologuesGofGqrosophilaGfafGandGcanoeSGinG
mouseGeyeGdevelopmentUGMechanismsYofYDevelopmentSG2000SGfXSGZeZTc 1.7 26

75 vdentificationGofGaGnovelGgeneSGfimVSGinvolvedGinGtwitchingGmotilityGinGPseudomonasGaeruginosaUG
MicrobiologyYgUnitedYKingdomhSG2000SGXacGOGPtGcPSGXZYXTXZZY 2.9 56

74 nGreTexaminationGofGtwitchingGmotilityGinGPseudomonasGaeruginosaUGMicrobiologyYgUnitedYKingdomhSG
1999SGXabGOGPtGXWPSGYecZTdZ 2.9 209

73 ReactivationGofGaGmacropodidGherpesvirusGfromGtheGeasternGgreyGkangarooGOzacropusGgiganteusPG
followingGcorticosteroidGtreatmentUGVeterinaryYMicrobiologySG1999SGceSGbfTcf 3.3 15

72 zolecularGcharacterisationGofGnustralianGbovineGenterovirusesUGVeterinaryYMicrobiologySG1999SGceSGdXTeX 3.3 16

71 RetinoicGacidTdependentGupregulationGofGmouseGfolateGreceptorTalphaGexpressionGinGembryonicG
stemGcellsSGandGconservationGofGalternativeGsplicingGpatternsUGGeneSG1999SGYZWSGYXbTYa 3.8 17

70 PseudomonasGaeruginosaGgeneGproductsGPilTGandGPilUGareGrequiredGforGcytotoxicityGinGvitroGandG
virulenceGinGaGmouseGmodelGofGacuteGpneumoniaUGInfectionYandYImmunitySG1999SGcdSGZcYbTZW 3.7 177

69 TheGRasGtargetGnsTcGisGaGsubstrateGofGtheGfamGdeubiquitinatingGenzymeUGJournalYofYCellYBiologySG1998SG
XaYSGXWbZTcY 7.3 104

68 ploningGandGexpressionGanalysisGofGaGnovelGmouseGgeneGwithGsequenceGsimilarityGtoGtheGqrosophilaG
fatGfacetsGgeneUGMechanismsYofYDevelopmentSG1997SGcZSGYfTZe 1.7 72

67 tenesGinvolvedGinGtheGbiogenesisGandGfunctionGofGtypeTaGfimbriaeGinGPseudomonasGaeruginosaUGGeneSG
1997SGXfYSGefTfe 3.8 142

66 ponstructionGofGimprovedGvectorsGforGproteinGproductionGinGPseudomonasGaeruginosaUGGeneSG1996SG
XdYSGXcZTa 3.8 67

65 sunctionalGexpressionGofGheterologousGtypeGaGfimbriaeGinGPseudomonasGaeruginosaUGGeneSG1996SG
XdbSGXaZTbW 3.8 51

64 vdentificationGofGaGgeneSGpilsSGrequiredGforGtypeGaGfimbrialGbiogenesisGandGtwitchingGmotilityGinG
PseudomonasGaeruginosaUGGeneSG1996SGXeWSGafTbc 3.8 39

63 TheGmolecularGgeneticsGofGtypeTaGfimbriaeGinGPseudomonasGaeruginosaTTaGreviewUGGeneSG1996SGXdfSGXadTbb3.8 124

62 vdentificationGofGtwoGgenesGwithGprepilinTlikeGleaderGsequencesGinvolvedGinGtypeGaGfimbrialG
biogenesisGinGPseudomonasGaeruginosaUGJournalYofYBacteriologySG1996SGXdeSGZeWfTXd 3.5 81
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61 vdentificationGofGaGnovelGgeneSGpilZSGessentialGforGtypeGaGfimbrialGbiogenesisGinGPseudomonasG
aeruginosaUGJournalYofYBacteriologySG1996SGXdeSGacTbZ 3.5 113

60
TheGalginateGregulatorGnlgRGandGanGassociatedGsensorGsimSGareGrequiredGforGtwitchingGmotilityGinG
PseudomonasGaeruginosaUGProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofY
AmericaSG1996SGfZSGfeZfTaZ

11.5 117

59
simbrialGbiogenesisGgenesGofGPseudomonasGaeruginosagGpilWGandGpilXGincreaseGtheGsimilarityGofGtypeG
aGfimbriaeGtoGtheGtSPGproteinTsecretionGsystemsGandGpilYXGencodesGaGgonococcalGPilpGhomologueUG
MolecularYMicrobiologySG1996SGYYSGXcXTdZ

4.1 127

58 nnGRβnGrecognitionGmotifGinGWilmsNGtumourGproteinGOWTXPGrevealedGbyGstructuralGmodellingUGNatureY
GeneticsSG1996SGXYSGZYfTZX 36.3 99

57 vdentificationGofGaGgeneSGpilVSGrequiredGforGtypeGaGfimbrialGbiogenesisGinGPseudomonasGaeruginosaSG
whoseGproductGpossessesGaGpreTpilinTlikeGleaderGsequenceUGMolecularYMicrobiologySG1995SGXcSGaebTfc 4.1 134

56 pharacterizationGofGaGfiveTgeneGclusterGrequiredGforGtheGbiogenesisGofGtypeGaGfimbriaeGinG
PseudomonasGaeruginosaUGMolecularYMicrobiologySG1995SGXcSGafdTbWe 4.1 97

55 ResponseGfromGzattickGandGnlmgGcommonGarchitectureGofGtypeGaGfimbriaeGandGcomplexesGinvolvedG
inGmacromolecularGtrafficUGTrendsYinYMicrobiologySG1995SGZSGaXXTaXZ 12.4 37

54 pharacterizationGofGaGgeneSGpilUSGrequiredGforGtwitchingGmotilityGbutGnotGphageGsensitivityGinG
PseudomonasGaeruginosaUGMolecularYMicrobiologySG1994SGXZSGXWdfTfX 4.1 119

53 qevelopmentGandGtrialGofGaGbovineGherpesvirusGXTthymidineGkinaseGdeletionGvirusGasGaGvaccineUG
AustralianYVeterinaryYJournalSG1994SGdXSGcbTdW 1.2 13

52 vntronsgGevolutionGandGfunctionUGCurrentYOpinionYinYGeneticsYandYDevelopmentSG1994SGaSGeYZTZX 4.9 202

51 rscherichiaGcoliGcontainsGaGsetGofGgenesGhomologousGtoGthoseGinvolvedGinGproteinGsecretionSGqβnG
uptakeGandGtheGassemblyGofGtypeTaGfimbriaeGinGotherGbacteriaUGGeneSG1994SGXbWSGfTXb 3.8 28

50 SequencingGandGexpressionGofGtheGaronGgeneGfromGqichelobacterGnodosusUGGeneSG1994SGXabSGfdTXWX 3.8 2

49 oovineGherpesvirusGXUXTTanGexoticGdiseaseGagentlUGAustralianYVeterinaryYJournalSG1993SGdWSGYdYTZ 1.2 5

48 nGNoneGtubeGreactionNGforGsynthesisGandGamplificationGofGtotalGcqβnGfromGsmallGnumbersGofGcellsUG
NucleicYAcidsYResearchSG1993SGYXSGdeZ 20.1 14

47 QGpiliGenhanceGtheGattachmentGofGzoraxellaGbovisGtoGbovineGcorneasGinGvitroUGMolecularYMicrobiology
SG1993SGdSGYebTe 4.1 38

46 PilSGandGPilRSGaGtwoTcomponentGtranscriptionalGregulatoryGsystemGcontrollingGexpressionGofGtypeGaG
fimbriaeGinGPseudomonasGaeruginosaUGMolecularYMicrobiologySG1993SGdSGccfTeY 4.1 159

45 pharacterizationGofGpilQSGaGnewGgeneGrequiredGforGtheGbiogenesisGofGtypeGaGfimbriaeGinGPseudomonasG
aeruginosaUGMolecularYMicrobiologySG1993SGfSGebdTce 4.1 125

44
pommonGcomponentsGinGtheGassemblyGofGtypeGaGfimbriaeSGqβnGtransferGsystemsSGfilamentousGphageG
andGproteinTsecretionGapparatusgGaGgeneralGsystemGforGtheGformationGofGsurfaceTassociatedGproteinG
complexesUGMolecularYMicrobiologySG1993SGXWSGYZZTaZ

4.1 306

(1993-1996)
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43 zolecularGoiologyGofGtheGsimbriaeGofGqichelobacterGOPreviouslyGoacteroidesPGnodosusUG
BrocknSpringerYSeriesYinYContemporaryYBioscienceSG1993SGbXdTbab 5

42 phromosomalGlocationGofGtheGhumanGtransketolaseGgeneUGCytogeneticYandYGenomeYResearchSG1992SG
cXSGYdaTb 1.9 7

41 TheGfirstGdisulphideGloopGofGtheGrabbitGgrowthGhormoneGreceptorGisGrequiredGforGbindingGtoGtheG
hormoneUGJournalYofYMolecularYEndocrinologySG1992SGfSGYXZTYW 4.5 22

40 βucleotideGandGpredictedGaminoGacidGsequenceGofGaGcqβnGcloneGencodingGpartGofGhumanG
transketolaseUGBiochemicalYandYBiophysicalYResearchYCommunicationsSG1992SGXeZSGXXbfTcc 3.4 21

39 rffectsGofGsubstitutionGofGaspartateTaaWGandGtryptophanTaedGinGtheGthiaminGdiphosphateGbindingG
regionGofGpyruvateGdecarboxylaseGfromGZymomonasGmobilisUGFEBSYLettersSG1992SGYfcSGfbTe 3.8 37

38 γrganizationGofGtheGfimbrialGgeneGregionGofGoacteroidesGnodosusgGclassGvGandGclassGvvGstrainsUG
MolecularYMicrobiologySG1991SGbSGbaZTcW 4.1 53

37 teneGsequencesGandGcomparisonGofGtheGfimbrialGsubunitsGrepresentativeGofGoacteroidesGnodosusG
serotypesGnGtoGvgGclassGvGandGclassGvvGstrainsUGMolecularYMicrobiologySG1991SGbSGbcXTdZ 4.1 52

36 βucleotideGandGaminoGacidGsequenceGanalysisGofGtheGthymidineGkinaseGgeneGofGaGbovineGencephalitisG
herpesvirusUGArchivesYofYVirologySG1991SGXXfSGXffTYXW 2.6 17

35 rxpressionGofGactiveGyeastGpyruvateGdecarboxylaseGinGrscherichiaGcoliUGJournalYofYGeneralY
MicrobiologySG1991SGXZdSGYeXXTb 11

34 pharacterisationGofGaGPseudomonasGaeruginosaGtwitchingGmotilityGgeneGandGevidenceGforGaG
specialisedGproteinGexportGsystemGwidespreadGinGeubacteriaUGGeneSG1991SGXWXSGZZTaa 3.8 249

33 NTouchdownNGPpRGtoGcircumventGspuriousGprimingGduringGgeneGamplificationUGNucleicYAcidsYResearchSG
1991SGXfSGaWWe 20.1 1973

32 TheGconservationGofGdinucleotideGmicrosatellitesGamongGmammalianGgenomesGallowsGtheGuseGofG
heterologousGPpRGprimerGpairsGinGcloselyGrelatedGspeciesUGGenomicsSG1991SGXWSGcbaTcW 4.3 347

31
SharedGantigenicityGandGimmunogenicityGofGtypeGaGpilinsGexpressedGbyGPseudomonasGaeruginosaSG
zoraxellaGbovisSGβeisseriaGgonorrhoaeaSGqichelobacterGnodosusSGandGVibrioGcholeraeUGInfectionYandY
ImmunitySG1991SGbfSGacdaTc

3.7 30

30
ponservationGofGtheGregulatoryGsubunitGforGtheGplpGnTPTdependentGproteaseGinGprokaryotesGandG
eukaryotesUGProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaSG1990SG
edSGZbXZTd

11.5 255

29 zorphogeneticGexpressionGofGzoraxellaGbovisGfimbriaeGOpiliPGinGPseudomonasGaeruginosaUGJournalYofY
BacteriologySG1990SGXdYSGYcWXTd 3.5 57

28 tenomeGresearchUGNatureSG1990SGZacSGcWa 50.4

27 TheGlocationGandGnucleotideGsequenceGofGtheGthymidineGkinaseGgeneGofGbovineGherpesvirusGtypeGXUYUG
JournalYofYGeneralYVirologySG1990SGdXGOGPtGXWPSGYaXdTYa 4.9 8

26 simbriaeGofGoacteroidesGnodosusgGproteinGengineeringGofGtheGstructuralGsubunitGforGtheGproductionG
ofGanGexogenousGpeptideUGProteinYEngineeringkYDesignYandYSelectionSG1989SGYSGZcbTf 1.9 16
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25 vdentificationGofGmajorGantigenicGproteinsGofGbovineGherpesvirusGXGandGtheirGcorrelationGwithGvirusG
neutralizingGactivityUGVeterinaryYMicrobiologySG1988SGXcSGXWfTYX 3.3 6

24 TranscriptionGofGtheGfimbrialGsubunitGgeneGandGanGassociatedGtransferGRβnGgeneGofGPseudomonasG
aeruginosaUGGeneSG1988SGcYSGYXfTYd 3.8 18

23 ProtectionGofGsheepGagainstGfootrotGwithGaGrecombinantGqβnTbasedGfimbrialGvaccineUGVeterinaryY
MicrobiologySG1987SGXaSGZfZTaWf 3.3 45

22 zorphogeneticGexpressionGofGoacteroidesGnodosusGfimbriaeGinGPseudomonasGaeruginosaUGJournalYofY
BacteriologySG1987SGXcfSGZZTaX 3.5 104

21 WesternGblotGOimmunoblotPGanalysisGofGtheGfimbrialGantigensGofGoacteroidesGnodosusUGJournalYofY
BacteriologySG1987SGXcfSGaWXeTYZ 3.5 8

20 nnGanalysisGofGtheGorganizationGandGevolutionGofGtypeGaGfimbrialGOzePhePGsubunitGproteinsUGJournalY
ofYMolecularYEvolutionSG1987SGYbSGYcXTf 3.1 79

19 VariationGinGtheGstructuralGsubunitGandGbasalGproteinGantigensGofGoacteroidesGnodosusGfimbriaeUG
JournalYofYBacteriologySG1986SGXccSGabZTcW 3.5 22

18 ponstructionGofGaGgentamicinGresistanceGgeneGprobeGforGepidemiologicalGstudiesUGAntimicrobialY
AgentsYandYChemotherapySG1985SGYeSGfcTXWY 5.9 24

17 vsolationGandGcharacterizationGofGoacteroidesGnodosusGfimbriaegGstructuralGsubunitGandGbasalGproteinG
antigensUGJournalYofYBacteriologySG1984SGXcWSGdaWTd 3.5 35

16 ploningGandGexpressionGinGrscherichiaGcoliGofGtheGgeneGencodingGtheGstructuralGsubunitGofG
oacteroidesGnodosusGfimbriaeUGJournalYofYBacteriologySG1984SGXcWSGdaeTba 3.5 54

15 TheGcharacterisationGofGanGesteraseGderivedGfromGoabesiaGbovisGandGitsGuseGasGaGvaccineUGZeitschriftY
Fˆ…rYParasitenkundeYgBerlinkYGermanyhSG1983SGcfSGdWZTXa 12

14 SerotypeTspecificGglycoproteinGofGsimianGXXGrotavirusgGcodingGassignmentGandGgeneGsequenceUG
ProceedingsYofYtheYNationalYAcademyYofYSciencesYofYtheYUnitedYStatesYofYAmericaSG1983SGeWSGZWfXTb 11.5 78

13 TheGisolationGandGcharacterizationGofGfattyTacidGsynthetaseGmRβnGfromGratGmammaryGglandUGFEBSY
JournalSG1981SGXXaSGcaZTbX 38
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