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160 5016, 7, 13710

17.4 118

Prepregnancy Diabetes and Offspring Risk of Congenital Heart Disease: A Nationwide Cohort
Study. Circulation, 2016, 133, 2243-53

158  Genetics and Genomics of Coronary Artery Disease. Current Cardiology Reports, 2016, 18, 102 42 23

Pathological Ace2-to-Ace enzyme switch in the stressed heart is transcriptionally controlled by the
endothelial Brg1-FoxM1 complex. Proceedings of the National Academy of Sciences of the United
States of America, 2016, 113, E5628-35

Early somatic mosaicism is a rare cause of long-QT syndrome. Proceedings of the National Academy

156 of Sciences of the United States of America, 2016, 113, 11555-11560

11.5 30

Nat1 Deficiency Is Associated with Mitochondrial Dysfunction and Exercise Intolerance in Mice. Cell
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154 Downregulation of LMOD1, SYNPO2, PDLIM7, PLN, and SYNM. Arteriosclerosis, Thrombosis, and 9.4 42
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