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UI2016UIZaUIeZYYeYZZ 6 64

123 venomeVwideIassociationIidentifiesIregulatoryILociIassociatedIwithIdistinctIlocalIhistogramI
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121 WholeIexomeIsequencingIofIdistantIrelativesIinImultiplexIfamiliesIimplicatesIrareIvariantsIinI
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TargetedIdeepIsequencingIidentifiesIrareIlossVofVfunctionIvariantsIinIxuNvRZIforIriskIofIatopicI
dermatitisIcomplicatedIbyIeczemaIherpeticumWIJournalbofbAllergybandbClinicalbImmunologyUI2015UI
ZbeUIZdhZVZeYY

11.5 28

99 tvidenceIofIgeneVenvironmentIinteractionIforItwoIgenesIonIchromosomeIcIandIenvironmentalI
tobaccoIsmokeIinIcontrollingItheIriskIofInonsyndromicIcleftIpalateWIPLoSbONEUI2014UIhUIeggYgg 3.7 27

98 romparativeIepidemiologyIofIselectedImidlineIcongenitalIabnormalitiesWIGeneticbEpidemiologyUI
1994UIZZUIZcZVdc 2.6 27

97 venotypeIimputationIperformanceIofIthreeIreferenceIpanelsIusingIpfricanIancestryIindividualsWI
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withInonVsyndromicIrLXPIinIanIpsianIpopulationIusingIdataIfromIanIxnternationalIrleftIronsortiumWI
PLoSbONEUI2014UIhUIeZYhYbg
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62 veneVbasedIsegregationImethodIforIidentifyingIrareIvariantsIinIfamilyVbasedIsequencingIstudiesWI
GeneticbEpidemiologyUI2017UIcZUIbYhVbZh 2.6 11

61 ReplicatedImethylationIchangesIassociatedIwithIeczemaIherpeticumIandIallergicIresponseWIClinicalb
EpigeneticsUI2019UIZZUIZaa 7.7 11

60 xncorporatingIgenotypeIuncertaintiesIintoItheIgenotypicITsTIforImainIeffectsIandI
geneVenvironmentIinteractionsWIGeneticbEpidemiologyUI2012UIbeUIaadVbc 2.6 11

59 KPowerIcomparisonsIforIgenotypicIvsWIallelicITsTImethodsIwithImaIallelesKWIGeneticbEpidemiologyUI
2002UIabUIcdgVeZjIauthorIreplyIceaVc 2.6 11

58 TheIroleIofISTaIandISTaIgeneticIvariantsIinIschistosomiasisWIJournalbofbAllergybandbClinicalb
ImmunologyUI2017UIZcYUIZcZeVZcaaWee 11.5 10
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RespiratorybJournalUI2019UIdcUI 13.6 10
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55 SegregationIanalysisIofIhypospadiasiIaIreanalysisIofIpublishedIpedigreeIdataWIAmericanbJournalbofb
MedicalbGeneticsbPartbAUI1993UIcdUIcaYVd 10
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9

51
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nonsyndromicIcleftIlipIwithIorIwithoutIcleftIpalateWIAmericanbJournalbofbMedicalbGeneticsbPartbAUI
1998UIfhUIZgcVhY

9

50 venomeVWideIveneVbyVSmokingIxnteractionIStudyIofIrhronicIObstructiveIPulmonaryIsiseaseWI
AmericanbJournalbofbEpidemiologyUI2021UIZhYUIgfdVggd 3.8 9

49 WholeIexomeIassociationIofIrareIdeletionsIinImultiplexIoralIcleftIfamiliesWIGeneticbEpidemiologyUI
2017UIcZUIeZVeh 2.6 8
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andbOralbEpidemiologyUI2019UIcfUIagbVahY 2.8 8
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ResearchUI2018UIZhUIdh 7.3 8
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