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29 Single-Cell Transcriptomics of Abedinium Reveals a New Early-Branching Dinoflagellate Lineage.
Genome Biology and Evolution, 2020, 12, 2417-2428. 1.1 11

30 Highly Reduced Genomes of Protist Endosymbionts Show Evolutionary Convergence. Current Biology,
2020, 30, 925-933.e3. 1.8 41

31 Evolution of metabolic capabilities and molecular features of diplonemids, kinetoplastids, and
euglenids. BMC Biology, 2020, 18, 23. 1.7 48

32 Controlled sampling of ribosomally active protistan diversity in sediment-surface layers identifies
putative players in the marine carbon sink. ISME Journal, 2020, 14, 984-998. 4.4 19

33 Insights into the origin of metazoan multicellularity from predatory unicellular relatives of animals.
BMC Biology, 2020, 18, 39. 1.7 36

34 Early eukaryotic origins and metazoan elaboration of MAPR family proteins. Molecular Phylogenetics
and Evolution, 2020, 148, 106814. 1.2 17

35 Genetic tool development in marine protists: emerging model organisms for experimental cell biology.
Nature Methods, 2020, 17, 481-494. 9.0 97

36 High-efficiency transformation of the chlorarachniophyte Amorphochlora amoebiformis by
electroporation. Algal Research, 2020, 48, 101903. 2.4 5



4

Patrick J Keeling

# Article IF Citations
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39 Phylogeny, Evidence for a Cryptic Plastid, and Distribution of <i>Chytriodinium</i> Parasites
(Dinophyceae) Infecting Copepods. Journal of Eukaryotic Microbiology, 2019, 66, 574-581. 0.8 2

40
What Can Environmental Sequences Tell Us About the Distribution of Lowâ€•Rank Taxa? The Case of
<i>Euplotes</i> (Ciliophora, Spirotrichea), Including a Description of <i>Euplotes enigma</i> sp. nov..
Journal of Eukaryotic Microbiology, 2019, 66, 281-293.

0.8 17
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60 Seasonal and ecohydrological regulation of active microbial populations involved in DOC, CO2, and
CH4 fluxes in temperate rainforest soil. ISME Journal, 2019, 13, 950-963. 4.4 37

61 High Prevalence and Endemism of Trypanosomatids on a Small Caribbean Island. Journal of Eukaryotic
Microbiology, 2019, 66, 600-607. 0.8 10

62 Phylogenomics supports the monophyly of the Cercozoa. Molecular Phylogenetics and Evolution,
2019, 130, 416-423. 1.2 16

63 Extensive molecular tinkering in the evolution of the membrane attachment mode of the Rheb GTPase.
Scientific Reports, 2018, 8, 5239. 1.6 9

64 Viral proteins as a potential driver of histone depletion in dinoflagellates. Nature Communications,
2018, 9, 1535. 5.8 33

65 Global diversity and distribution of close relatives of apicomplexan parasites. Environmental
Microbiology, 2018, 20, 2824-2833. 1.8 50

66 Rhizarian â€˜Novel Clade 10â€™ Revealed as Abundant and Diverse Planktonic and Terrestrial Flagellates,
including <i>Aquavolon</i> n. gen.. Journal of Eukaryotic Microbiology, 2018, 65, 828-842. 0.8 29

67
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