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j Paper IF Citations

227 κxsTZHplaysHaHkeyHroleHinHtypeHxHxu´HresponsesHtoHnucleicHacidsHinHplasmacytoidHdendriticHcellsHandH
mediatesHtheHpathogenesisHofHanHimiquimodVinducedHpsoriasisHmodelWWHEBioMedicineUH2022UHfeUHZYbgYg 8.8 1

226 pHglimpseHintoHtheHfutureHofHsystemicHlupusHerythematosusWWHTherapeutichAdvanceshinh
MusculoskeletalhDiseaseUH2022UHZcUHZfdhfaYXaaZYgefZh 3.8 2

225 TranscriptomeHκtudiesHinH–upusH´ephritisWWHArchivumhImmunologiaehEthTherapiaehExperimentalisUH
2022UHfYUHZd 4

224 veographicH–ocationHseterminesHsifferentiallyHMethylatedHveneHtxpressionsHinHputoimmuneH
siseasesWHImmunoUH2021UHZUHdahVdcc

223 xntegrativeHepigenomicsHinHκjˆ¶gren´·sHsyndromeHrevealsHnovelHpathwaysHandHaHstrongHinteractionH
betweenHtheHw–pUHautoantibodiesHandHtheHinterferonHsignatureWHScientifichReportsUH2021UHZZUHabaha 4.9 2

222 pgeVdependentHimpactHofHtheHmajorHcommonHgeneticHriskHfactorHforHrçVxsVZhHonHseverityHandH
mortalityH2021UH 5

221 TranscriptionHuactorHpctivityHxnferenceHinHκystemicH–upusHtrythematosusWHLifeUH2021UHZZUH 3 1

220 txpressionHQuantitativeHTraitH–ocusHpnalysisHinHκystemicHκclerosisHxdentifiesH´ewHrandidateHvenesH
pssociatedHWithHMultipleHpspectsHofHsiseaseHöathologyWHArthritishandhRheumatologyUH2021UHfbUHZaggVZbYY9.5 3

219 qHrellsHandHMicrobiotaHinHputoimmunityWHInternationalhJournalhofhMolecularhSciencesUH2021UHaaUH 6.3 4

218 TheHζoleHofHqp´zZHinHqHrellHκignalingHandHsiseaseWHCellsUH2021UHZYUH 7.9 5

217 örecisionHmedicineHinHautoimmuneHdiseasesiHfactHorHfictionWHRheumatologyUH2021UHeYUHbhffVbhgd 3.9 2

216 TheHtransVancestralHgenomicHarchitectureHofHglycemicHtraitsWHNaturehGeneticsUH2021UHdbUHgcYVgeY 36.3 44

215 TheHheterogeneityHofHsystemicHlupusHerythematosusiH–ookingHforHaHmolecularHanswerWHRevistah
ColombianahDehReumatologˆ›aUH2021UHagUHbZVbg 0.2 0

214 pHcomprehensiveHdatabaseHforHintegratedHanalysisHofHomicsHdataHinHautoimmuneHdiseasesWHBMCh
BioinformaticsUH2021UHaaUHbcb 3.6 3

213 pHnewHmolecularHclassificationHtoHdriveHprecisionHtreatmentHstrategiesHinHprimaryHκjˆ¶grenPsH
syndromeWHNaturehCommunicationsUH2021UHZaUHbdab 17.4 15

212 pHsurveyHofHgeneHexpressionHmetaVanalysisiHmethodsHandHapplicationsWHBriefingshinhBioinformaticsUH
2021UHaaUHZehcVZfYd 13.4 16

211
κtabilizationHofHwumanHWholeHqloodHκamplesHforHMulticenterHandHζetrospectiveH
xmmunophenotypingHκtudiesWHCytometryhParthA:hthehJournalhofhthehInternationalhSocietyhforh
AnalyticalhCytologyUH2021UHhhUHdacVdbf

4.6 1
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210 xntegrativeHpnalysisHζevealsHaHMolecularHκtratificationHofHκystemicHputoimmuneHsiseasesWHArthritish
andhRheumatologyUH2021UHfbUHZYfbVZYgd 9.5 27

209 pnHelevatedHpolyclonalHfreeHlightHchainHlevelHreflectsHaHstrongHinterferonHsignatureHinHpatientsHwithH
systemicHautoimmuneHdiseasesWHJournalhofhTranslationalhAutoimmunityUH2021UHcUHZYYYhY 4.1 5

208 sataHprocessingHworkflowHforHlargeVscaleHimmuneHmonitoringHstudiesHbyHmassHcytometryWH
ComputationalhandhStructuralhBiotechnologyhJournalUH2021UHZhUHbZeYVbZfd 6.8 1

207 rontinentalVscaleHgenomicHanalysisHsuggestsHsharedHpostVadmixtureHadaptationHinHtheHpmericasWH
HumanhMolecularhGeneticsUH2021UHbYUHaZabVaZbc 5.6 1

206 pHöroinflammatoryHrytokineH´etworkHörofileHinHThZXTypeHZHtffectorHqHrellsHselineatesHaHrommonH
vroupHofHöatientsHinHuourHκystemicHputoimmuneHsiseasesWHArthritishandhRheumatologyUH2021UHfbUHZddYVZdeZ9.5 8

205 sownregulationHofHexhaustedHcytotoxicHTHcellsHinHgeneHexpressionHnetworksHofHmultisystemH
inflammatoryHsyndromeHinHchildrenWHNaturehCommunicationsUH2021UHZaUHcgdc 17.4 12

204 öeacoQriHöeakVbasedHselectionHofHhighHqualityHcytometryHdataWHCytometryhParthA:hthehJournalhofhtheh
InternationalhSocietyhforhAnalyticalhCytologyUH2021UH 4.6 5

203 venomicHandHphenotypicHinsightsHfromHanHatlasHofHgeneticHeffectsHonHs´pHmethylationWHNatureh
GeneticsUH2021UHdbUHZbZZVZbaZ 36.3 27

202 pgeVdependentHimpactHofHtheHmajorHcommonHgeneticHriskHfactorHforHrçVxsVZhHonHseverityHandH
mortalityWHJournalhofhClinicalhInvestigationUH2021UHZbZUH 15.9 15

201 tpigeneticsHinHsystemicHlupusHerythematosusHandHtheHintegrationHofHmolecularHpathwaysH2021UHbdVeZ

200 romparativeHanalysisHofHaffectedHandHunaffectedHareasHofHsystemicHsclerosisHskinHbiopsiesHbyH
highVthroughputHproteomicHapproachesWHArthritishResearchhandhTherapyUH2020UHaaUHZYf 5.7 1

199 MetabolicHsisturbancesHinHUrinaryHandHölasmaHκamplesHfromHκevenHsifferentHκystemicHputoimmuneH
siseasesHsetectedHbyHwö–rVtκxVQTçuVMκWHJournalhofhProteomehResearchUH2020UHZhUHbaaYVbaah 5.6 4

198 öroteomicHanalysisHinHlupusHmiceHidentifiesHroroninVZpHasHaHpotentialHbiomarkerHforHlupusHnephritisWH
ArthritishResearchhandhTherapyUH2020UHaaUHZcf 5.7 3

197 xgMHantibodiesHagainstHmalondialdehydeHandHphosphorylcholineHinHdifferentHsystemicHrheumaticH
diseasesWHScientifichReportsUH2020UHZYUHZZYZY 4.9 2

196 txpandingHtheHinventoryHofHrareHvariantsHinHκ–tWHLancethRheumatologyvhTheUH2020UHaUHeefVeeh 14.2

195 pHraseHζeportHofHκwitchingHfromHκpecificHVendorVqasedHtoHζVqasedHöipelinesHforHUntargetedH–rVMκH
MetabolomicsWHMetabolitesUH2020UHZYUH 5.6 8

194 zeyHstepsHandHmethodsHinHtheHexperimentalHdesignHandHdataHanalysisHofHhighlyHmultiVparametricH
flowHandHmassHcytometryWHComputationalhandhStructuralhBiotechnologyhJournalUH2020UHZgUHgfcVgge 6.8 15

193
siscoveringHnewHmetaboliteHalterationsHinHprimaryHsjˆ¶grenPsHsyndromeHinHurinaryHandHplasmaH
samplesHusingHanHwö–rVtκxVQTçuVMκHmethodologyWHJournalhofhPharmaceuticalhandhBiomedicalh
AnalysisUH2020UHZfhUHZZahhh

3.5 6

(2020-2021)
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192 pntiphospholipidHautoantibodyHdetectionHisHimportantHinHallHpatientsHwithHsystemicHautoimmuneH
diseasesWHJournalhofhAutoimmunityUH2020UHZZdUHZYadac 15.5 4

191 κtandardizationHprocedureHforHflowHcytometryHdataHharmonizationHinHprospectiveHmulticenterH
studiesWHScientifichReportsUH2020UHZYUHZZdef 4.9 11

190 qp´zZHinteractsHwithHTζpueHandHMysggHinHinnateHimmuneHsignalingHinHqHcellsWHCellularhandh
MolecularhImmunologyUH2020UHZfUHhdcVhed 15.4 17

189 tpigenomeVWideHromparativeHκtudyHζevealsHzeyHsifferencesHqetweenHMixedHronnectiveHTissueH
siseaseHandHζelatedHκystemicHputoimmuneHsiseasesWHFrontiershinhImmunologyUH2019UHZYUHZggY 8.4 15

188 xdentificationHofHaHκharedHMicrobiomicHandHMetabolomicHörofileHinHκystemicHputoimmuneHsiseasesWH
JournalhofhClinicalhMedicineUH2019UHgUH 5.1 13

187
MolecularHrharacterizationHofHMonocyteHκubsetsHζevealsHκpecificHandHsistinctiveHMolecularH
κignaturesHpssociatedHWithHrardiovascularHsiseaseHinHζheumatoidHprthritisWHFrontiershinhImmunology
UH2019UHZYUHZZZZ

8.4 9

186 srugHζepurposingHuromHTranscriptomeHsataiHMethodsHandHppplicationsH2019UHbYbVbaf 2

185 txploringHxmpactHofHζareHVariationHinHκystemicH–upusHtrythematosusHbyHaHvenomeHWideHxmputationH
ppproachWHFrontiershinhImmunologyUH2019UHZYUHadg 8.4 11

184 ´ewHpttemptsHtoHsefineHandHrlarifyH–upusWHCurrenthRheumatologyhReportsUH2019UHaZUHZZ 4.9 15

183 xmavtçiHintegrativeHgeneHexpressionHmetaVanalysisHfromHvtçHdatabaseWHBioinformaticsUH2019UHbdUHggYVgga7.2 43

182 qigHdataiHtheHopportunityHtoHthinkHoutsideHtheHdisciplineWHNaturehReviewshRheumatologyUH2019UHZdUHebhVecY8.1

181 sifferentialHTreatmentsHqasedHonHsrugVinducedHveneHtxpressionHκignaturesHandH–ongitudinalH
κystemicH–upusHtrythematosusHκtratificationWHScientifichReportsUH2019UHhUHZddYa 4.9 12

180 TheHvenomicHxmpactHofHturopeanHrolonizationHofHtheHpmericasWHCurrenthBiologyUH2019UHahUHbhfcVbhgeWec 6.3 33

179 pnHupdateHonHtheHgeneticsHofHsystemicHlupusHerythematosusWHCurrenthOpinionhinhRheumatologyUH2019
UHbZUHedhVeeg 5.3 15

178 UrinaryHandHplasmaHmetaboliteHdifferencesHdetectedHbyHwö–rVtκxVQTçuVMκHinHsystemicHsclerosisH
patientsWHJournalhofhPharmaceuticalhandhBiomedicalhAnalysisUH2019UHZeaUHgaVhY 3.5 20

177 venomeVwideHmetaVanalysisHrevealsHsharedHnewHinHsystemicHseropositiveHrheumaticHdiseasesWHAnnalsh
ofhthehRheumatichDiseasesUH2019UHfgUHbZZVbZh 2.4 41

176 pHplausiblyHcausalHfunctionalHlupusVassociatedHriskHvariantHinHtheHκTpTZVκTpTcHlocusWHHumanh
MolecularhGeneticsUH2018UHafUHabhaVacYc 5.6 22

175 MovingHtowardsHaHmolecularHtaxonomyHofHautoimmuneHrheumaticHdiseasesWHNaturehReviewsh
RheumatologyUH2018UHZcUHfdVhb 8.1 47
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174 tpigenomeVwideHassociationHstudiesHforHsystemicHautoimmuneHdiseasesiHTheHroadHbehindHandHtheH
roadHaheadWHClinicalhImmunologyUH2018UHZheUHaZVbb 9 16

173 veneticHcontributionsHtoHlupusHnephritisHinHaHmultiVethnicHcohortHofHsystemicHlupusHerythematousH
patientsWHPLoShONEUH2018UHZbUHeYZhhYYb 3.7 23

172 MicrobialHandHmetabolicHmultiVomicHcorrelationsHinHsystemicHsclerosisHpatientsWHAnnalshofhthehNewh
YorkhAcademyhofhSciencesUH2018UHZcaZUHhfVZYh 6.5 29

171 veneticHfineHmappingHofHsystemicHlupusHerythematosusHMwrHassociationsHinHturopeansHandHpfricanH
pmericansWHHumanhMolecularhGeneticsUH2018UHafUHbgZbVbgac 5.6 23

170 TransVtthnicHMappingHofHxdentifiesHTwoHxndependentHκ–tVζiskH–inkageHvroupsHtnrichedHforH
roVTranscriptionalHκplicingHMarksWHInternationalhJournalhofhMolecularhSciencesUH2018UHZhUH 6.3 9

169 WholeHtxomeHκequencingHofHöatientsHfromHMulticaseHuamiliesHwithHκystemicH–upusHtrythematosusH
xdentifiesHMultipleHζareHVariantsWHScientifichReportsUH2018UHgUHgffd 4.9 14

168 κtratificationHofHκystemicH–upusHtrythematosusHöatientsHxntoHThreeHvroupsHofHsiseaseHpctivityH
örogressionHpccordingHtoH–ongitudinalHveneHtxpressionWHArthritishandhRheumatologyUH2018UHfYUHaYadVaYbd9.5 53

167 pHcombinedHlargeVscaleHmetaVanalysisHidentifiesHrçveHasHaHnovelHsharedHriskHlocusHforHrheumatoidH
arthritisHandHsystemicHlupusHerythematosusWHAnnalshofhthehRheumatichDiseasesUH2017UHfeUHageVahc 2.4 39

166 çverexpressionHofHtheHrytokineHqpuuHandHputoimmunityHζiskWHNewhEnglandhJournalhofhMedicineUH
2017UHbfeUHZeZdVZeae 59.2 198

165 κupportHforHphosphoinositolHbHkinaseHandHmTçζHinhibitorsHasHtreatmentHforHlupusHusingHinVsilicoH
drugVrepurposingHanalysisWHArthritishResearchhandhTherapyUH2017UHZhUHdc 5.7 10

164 κystemicH–upusHtrythematosusHinHaYZeiHveneHexpressionHprofilingHcomesHcloserHtoHtheHclinicWHNatureh
ReviewshRheumatologyUH2017UHZbUHehVfY 8.1 2

163
veneticHarchitectureHdistinguishesHsystemicHjuvenileHidiopathicHarthritisHfromHotherHformsHofH
juvenileHidiopathicHarthritisiHclinicalHandHtherapeuticHimplicationsWHAnnalshofhthehRheumatichDiseasesUH
2017UHfeUHhYeVhZb

2.4 89

162 κ–tHredefinedHonHtheHbasisHofHmolecularHpathwaysWHBesthPracticehandhResearchhinhClinicalh
RheumatologyUH2017UHbZUHahZVbYd 5.3 8

161 MetavenyoiHaHwebHtoolHforHmetaVanalysisHofHgeneticHassociationHstudiesWHBMChBioinformaticsUH2017UH
ZgUHdeb 3.6 55

160 çmicsHstudiesiHtheirHuseHinHdiagnosisHandHreclassificationHofHκ–tHandHotherHsystemicHautoimmuneH
diseasesWHRheumatologyUH2017UHdeUHifgVigf 3.9 17

159 TheHTζtXZHsinosaurHqitesHtheHqrainHthroughHtheH–x´tWHCellhStemhCellUH2017UHaZUHagfVagg 18 4

158 TransancestralHmappingHandHgeneticHloadHinHsystemicHlupusHerythematosusWHNaturehCommunicationsUH
2017UHgUHZeYaZ 17.4 171

157 ζareHXHrhromosomeHpbnormalitiesHinHκystemicH–upusHtrythematosusHandHκjˆ¶grenPsHκyndromeWH
ArthritishandhRheumatologyUH2017UHehUHaZgfVaZha 9.5 29

(2017-2018)
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156 MetageneHprojectionHcharacterizesHvt´aWaHandHrp–VZHasHrelevantHhumanHplasmacytoidHdendriticH
cellHmodelsWHBioinformaticsUH2017UHbbUHbehZVbehd 7.2 9

155 tffectsHofHpmerindianHveneticHpncestryHonHrlinicalHVariablesHandHTherapyHinHöatientsHwithH
ζheumatoidHprthritisWHJournalhofhRheumatologyUH2017UHccUHZgYcVZgZa 4.1 1

154 TartrateVζesistantHpcidHöhosphataseHseficiencyHinHtheHöredispositionHtoHκystemicH–upusH
trythematosusWHArthritishandhRheumatologyUH2017UHehUHZbZVZca 9.5 32

153 ζegulationHofHunZcHζeceptorHandH´uV˛”qHUnderliesHxnflammationHinHMenierePsHsiseaseWHFrontiershinh
ImmunologyUH2017UHgUHZfbh 8.4 35

152 rymeζiHcytometryHanalysisHusingHz´xMtUHdockerHandHζWHBioinformaticsUH2017UHbbUHffeVffg 7.2 2

151 öreferentialHassociationHofHaHfunctionalHvariantHinHcomplementHreceptorHaHwithHantibodiesHtoH
doubleVstrandedHs´pWHAnnalshofhthehRheumatichDiseasesUH2016UHfdUHacaVda 2.4 8

150 siseaseHfeaturesHandHoutcomesHinHUnitedHκtatesHlupusHpatientsHofHwispanicHoriginHandHtheirHMestizoH
counterpartsHinH–atinHpmericaiHaHcommentaryWHRheumatologyUH2016UHddUHcbeVcY 3.9 12

149 MultiVcenterHharmonizationHofHflowHcytometersHinHtheHcontextHofHtheHturopeanHKöζtrxκtκpsκKH
projectWHAutoimmunityhReviewsUH2016UHZdUHZYbgVZYcd 13.6 25

148 TheHgeneticHbasisHofHsystemicHlupusHerythematosusiHWhatHareHtheHriskHfactorsHandHwhatHhaveHweH
learnedWHJournalhofhAutoimmunityUH2016UHfcUHZeZVZfd 15.5 100

147 TheHκ–tHvariantHplafZThrHofHq–zHseverelyHdecreasesHproteinHabundanceHandHbindingHtoHqp´zZH
throughHimpairmentHofHtheHκwbHdomainHfunctionWHGeneshandhImmunityUH2016UHZfUHZagVbg 4.4 6

146 xuxcc–HpromoterHmethylationHasHaHbloodHbiomarkerHforHsystemicHlupusHerythematosusWHAnnalshofhtheh
RheumatichDiseasesUH2016UHfdUHZhhgVaYYe 2.4 110

145 secreasedHκMvfHexpressionHassociatesHwithHlupusVriskHvariantsHandHelevatedHantinuclearHantibodyH
productionWHAnnalshofhthehRheumatichDiseasesUH2016UHfdUHaYYfVaYZb 2.4 12

144 XHrhromosomeHsoseHandHκexHqiasHinHputoimmuneHsiseasesiHxncreasedHörevalenceHofHcfUXXXHinH
κystemicH–upusHtrythematosusHandHκjˆ¶grenPsHκyndromeWHArthritishandhRheumatologyUH2016UHegUHZahYVZbYY9.5 65

143 xdentificationHofHaHκystemicH–upusHtrythematosusHζiskH–ocusHκpanningHpTvZe–aUHurwκsaUHandH
öaζYaHinHzoreansWHArthritishandhRheumatologyUH2016UHegUHZZhfVZaYh 9.5 45

142 qp´zZHζegulatesHxgvHöroductionHinHaH–upusHModelHbyHrontrollingHT–ζfVsependentHκTpTZH
pctivationWHPLoShONEUH2016UHZZUHeYZdebYa 3.7 23

141 κingleH´ucleotideHöolymorphismHrlusteringHinHκystemicHputoimmuneHsiseasesWHPLoShONEUH2016UHZZUHeYZeYafY3.7 3

140 veneticsHofHsystemicHlupusHerythematosusHandHκjˆ¶grenPsHsyndromeiHanHupdateWHCurrenthOpinionhinh
RheumatologyUH2016UHagUHdYeVZc 5.3 29

139
venomeVWideHpssociationHκtudyHinHanHpmerindianHpncestryHöopulationHζevealsH´ovelHκystemicH
–upusHtrythematosusHζiskH–ociHandHtheHζoleHofHturopeanHpdmixtureWHArthritishandhRheumatologyUH
2016UHegUHhbaVcb

9.5 93
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138 zlinefelterPsHsyndromeHQcfUXXYRHisHinHexcessHamongHmenHwithHκjˆ¶grenPsHsyndromeWHClinicalh
ImmunologyUH2016UHZegUHadVah 9 41

137 –upusHinH–atinVpmericanHpatientsiHlessonsHfromHtheHv–pst–HcohortWHLupusUH2015UHacUHdbeVcd 2.6 39

136 veneticHassociationHofHrsacfHQrsb˛¶RHwithHκ–tHinHaHlargeVscaleHmultiethnicHstudyWHGeneshandhImmunity
UH2015UHZeUHZcaVdY 4.4 15

135 –upusHζiskHVariantHxncreasesHpκTpTZHqindingHandHsecreasesHtTκZHtxpressionWHAmericanhJournalhofh
HumanhGeneticsUH2015UHheUHfbZVh 11 31

134 veneticHassociationHanalysesHimplicateHaberrantHregulationHofHinnateHandHadaptiveHimmunityHgenesH
inHtheHpathogenesisHofHsystemicHlupusHerythematosusWHNaturehGeneticsUH2015UHcfUHZcdfVZcec 36.3 423

133 TheHxζudVT´öçbHassociationHwithHsystemicHlupusHerythematosusHhasHtwoHcomponentsHthatHotherH
autoimmuneHdisordersHvariablyHshareWHHumanhMolecularhGeneticsUH2015UHacUHdgaVhe 5.6 57

132 veneticHanalysisHofHtheHpathogenicHmolecularHsubVphenotypeHinterferonValphaHidentifiesHmultipleH
novelHlociHinvolvedHinHsystemicHlupusHerythematosusWHGeneshandhImmunityUH2015UHZeUHZdVab 4.4 45

131
UnravelingHMultipleHMwrHveneHpssociationsHwithHκystemicH–upusHtrythematosusiHModelHrhoiceH
xndicatesHaHζoleHforHw–pHpllelesHandH´onVw–pHvenesHinHturopeansWHAmericanhJournalhofhHumanh
GeneticsUH2015UHhfUHdYZ

11 78

130 pssociationHofHsystemicHlupusHerythematosusHwithHdecreasedHimmunosuppressiveHpotentialHofHtheH
xgvHglycomeWHArthritishandhRheumatologyUH2015UHefUHahfgVgh 9.5 152

129 venomicHxnsightsHintoHtheHpncestryHandHsemographicHwistoryHofHκouthHpmericaWHPLoShGeneticsUH2015
UHZZUHeZYYdeYa 6 140

128 sefectiveHremovalHofHribonucleotidesHfromHs´pHpromotesHsystemicHautoimmunityWHJournalhofh
ClinicalhInvestigationUH2015UHZadUHcZbVac 15.9 139

127 roncordanceHofHincreasedHqZHcellHsubsetHandHlupusHphenotypesHinHmiceHandHhumansHisHdependentH
onHq–zHexpressionHlevelsWHJournalhofhImmunologyUH2015UHZhcUHdehaVfYa 5.3 33

126
w–pVsζqZSZZHandHvariantsHofHtheHMwrHclassHxxHlocusHareHstrongHriskHfactorsHforHsystemicHjuvenileH
idiopathicHarthritisWHProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaUH
2015UHZZaUHZdhfYVd

11.5 103

125 TowardsHtheHtaxonomyHofHhumanHdiseaseWHNaturehReviewshDrughDiscoveryUH2015UHZcUHfdVe 64.1 35

124 öXzHlocusHinHsystemicHlupusHerythematosusiHfineHmappingHandHfunctionalHanalysisHrevealsHnovelH
susceptibilityHgeneHpqwseWHAnnalshofhthehRheumatichDiseasesUH2015UHfcUHeZc 2.4 20

123 –upusHriskHvariantsHinHtheHöXzHlocusHalterHqVcellHreceptorHinternalizationWHFrontiershinhGeneticsUH2014UH
dUHcdY 4.5 22

122 tpigenomicHelementsHenrichedHinHtheHpromotersHofHautoimmunityHsusceptibilityHgenesWHEpigeneticsUH
2014UHhUHafeVgd 5.7 35

121 xmmunochipHanalysisHidentifiesHmultipleHsusceptibilityHlociHforHsystemicHsclerosisWHAmericanhJournalh
ofhHumanhGeneticsUH2014UHhcUHcfVeZ 11 151

(2014-2016)
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120 –upusHnephritisHsusceptibilityHlociHinHwomenHwithHsystemicHlupusHerythematosusWHJournalhofhtheh
AmericanhSocietyhofhNephrology:hJASNUH2014UHadUHagdhVfY 12.7 83

119 vWpκHidentifiesHnovelHκ–tHsusceptibilityHgenesHandHexplainsHtheHassociationHofHtheHw–pHregionWH
GeneshandhImmunityUH2014UHZdUHbcfVdc 4.4 77

118 κubphenotypeHmappingHinHsystemicHlupusHerythematosusHidentifiesHmultipleHnovelHlociHassociatedH
withHcirculatingHinterferonHalphaWHArthritishResearchhandhTherapyUH2014UHZeUHpZY 5.7 78

117 xntronicHvariantsHinHtheH´uzqZHgeneHmayHinfluenceHhearingHforecastHinHpatientsHwithHunilateralH
sensorineuralHhearingHlossHinHMenierePsHdiseaseWHPLoShONEUH2014UHhUHeZZaZfZ 3.7 25

116
κharedHsignaturesHbetweenHrheumatoidHarthritisUHsystemicHlupusHerythematosusHandHκjˆ¶grenPsH
syndromeHuncoveredHthroughHgeneHexpressionHmetaVanalysisWHArthritishResearchhandhTherapyUH2014UH
ZeUHcgh

5.7 51

115 pHcodingHxζpzaHproteinHvariantHcompromisesHTollVlikeHreceptorHQT–ζRHsignalingHandHisHassociatedH
withHcolorectalHcancerHsurvivalWHJournalhofhBiologicalhChemistryUH2014UHaghUHabZabVabZbZ 5.4 18

114 pllelicHheterogeneityHinH´ruaHassociatedHwithHsystemicHlupusHerythematosusHQκ–tRHsusceptibilityH
acrossHfourHethnicHpopulationsWHHumanhMolecularhGeneticsUH2014UHabUHZedeVeg 5.6 50

113 TwoHfunctionalHlupusVassociatedHq–zHpromoterHvariantsHcontrolHcellVtypeVHandH
developmentalVstageVspecificHtranscriptionWHAmericanhJournalhofhHumanhGeneticsUH2014UHhcUHdgeVhg 11 49

112 pllelicHvariantsHinHT–ζZYHgeneHmayHinfluenceHbilateralHaffectationHandHclinicalHcourseHofHMenierePsH
diseaseWHImmunogeneticsUH2013UHedUHbcdVdd 3.2 44

111 VariableHassociationHofHreactiveHintermediateHgenesHwithHsystemicHlupusHerythematosusHinH
populationsHwithHdifferentHpfricanHancestryWHJournalhofhRheumatologyUH2013UHcYUHgcaVh 4.1 12

110 ζheumatoidHarthritisHinH–atinHpmericansHenrichedHforHpmerindianHancestryHisHassociatedHwithHlociHinH
chromosomesHZUHZaUHandHZbUHandHtheHw–pHclassHxxHregionWHArthritishandhRheumatismUH2013UHedUHZcdfVef 30

109 pdmixtureHmappingHinHlupusHidentifiesHmultipleHfunctionalHvariantsHwithinHxuxwZHassociatedHwithH
apoptosisUHinflammationUHandHautoantibodyHproductionWHPLoShGeneticsUH2013UHhUHeZYYbaaa 6 87

108 TransVancestralHstudiesHfineHmapHtheHκ–tVsusceptibilityHlocusHT´uκucWHPLoShGeneticsUH2013UHhUHeZYYbddc 6 41

107 uineHmappingHofHXqagiHbothHMtröaHandHxζpzZHcontributeHtoHriskHforHsystemicHlupusHerythematosusH
inHmultipleHancestralHgroupsWHAnnalshofhthehRheumatichDiseasesUH2013UHfaUHcbfVcc 2.4 80

106 pqx´ZHdysfunctionHasHaHgeneticHbasisHforHlupusHnephritisWHJournalhofhthehAmericanhSocietyhofh
Nephrology:hJASNUH2013UHacUHZfcbVdc 12.7 59

105 pHsystemicHsclerosisHandHsystemicHlupusHerythematosusHpanVmetaVvWpκHrevealsHnewHsharedH
susceptibilityHlociWHHumanhMolecularhGeneticsUH2013UHaaUHcYaZVh 5.6 81

104 qp´zZHcontrolsHrpvVinducedHx–VeHsecretionHviaHaHpbgHandHM´zZXaXexuctHtranslationHinitiationH
pathwayWHJournalhofhImmunologyUH2013UHZhZUHeZZYVe 5.3 21

103 qp´zZHandHq–zHactHthroughHphospholipaseHrHgammaHaHinHqVcellHsignalingWHPLoShONEUH2013UHgUHedhgca 3.7 32
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102 öTö´aaHassociationHinHsystemicHlupusHerythematosusHQκ–tRHwithHrespectHtoHindividualHancestryHandH
clinicalHsubVphenotypesWHPLoShONEUH2013UHgUHeehcYc 3.7 48

101 venesUHepigeneticHregulationHandHenvironmentalHfactorsiHwhichHisHtheHmostHrelevantHinHdevelopingH
autoimmuneHdiseasesnWHAutoimmunityhReviewsUH2012UHZZUHeYcVh 13.6 152

100 tvidenceHforHgeneVgeneHepistaticHinteractionsHamongHsusceptibilityHlociHforHsystemicHlupusH
erythematosusWHArthritishandhRheumatismUH2012UHecUHcgdVha 47

99 xmpactHofHgeneticHancestryHandHsociodemographicHstatusHonHtheHclinicalHexpressionHofHsystemicH
lupusHerythematosusHinHpmericanHxndianVturopeanHpopulationsWHArthritishandhRheumatismUH2012UHecUHbegfVhc 61

98 pssociationHofHtwoHindependentHfunctionalHriskHhaplotypesHinHT´xöZHwithHsystemicHlupusH
erythematosusWHArthritishandhRheumatismUH2012UHecUHbehdVfYd 64

97 pssociationHstudyHofHxζpzVMHandHκxvxζζHgenesHwithHκ–tHinHaHlargeHturopeanVdescentHpopulationWH
LupusUH2012UHaZUHZZeeVfZ 2.6 11

96 VariationHinHtheHxrpMZVxrpMcVxrpMdHlocusHisHassociatedHwithHsystemicHlupusHerythematosusH
susceptibilityHinHmultipleHancestriesWHAnnalshofhthehRheumatichDiseasesUH2012UHfZUHZgYhVZc 2.4 51

95 ´ovelHassociationHofHacidHphosphataseHlocusHZSrHalleleHwithHsystemicHlupusHerythematosusWHHumanh
ImmunologyUH2012UHfbUHZYfVZY 2.3 7

94
UnravelingHmultipleHMwrHgeneHassociationsHwithHsystemicHlupusHerythematosusiHmodelHchoiceH
indicatesHaHroleHforHw–pHallelesHandHnonVw–pHgenesHinHturopeansWHAmericanhJournalhofhHumanh
GeneticsUH2012UHhZUHffgVhb

11 106

93 veneticHassociationHofHmiζ´pVZceaHwithHsystemicHlupusHerythematosusHinHturopeansHthroughH
decreasedHexpressionHofHtheHgeneWHGeneshandhImmunityUH2012UHZbUHaegVfc 4.4 111

92 tvaluationHofHTζpueHinHaHlargeHmultiancestralHlupusHcohortWHArthritishandhRheumatismUH2012UHecUHZheYVh 45

91
xdentificationHofHxζugUHTMtMbhpUHandHxzZubVZöqöaHasHsusceptibilityHlociHforHsystemicHlupusH
erythematosusHinHaHlargeVscaleHmultiracialHreplicationHstudyWHAmericanhJournalhofhHumanhGeneticsUH
2012UHhYUHecgVeY

11 134

90 veneticHandHphysicalHinteractionHofHtheHqVcellHsystemicHlupusHerythematosusVassociatedHgenesH
qp´zZHandHq–zWHAnnalshofhthehRheumatichDiseasesUH2012UHfZUHZbeVca 2.4 54

89 pnalysisHofHautosomalHgenesHrevealsHgeneVsexHinteractionsHandHhigherHtotalHgeneticHriskHinHmenHwithH
systemicHlupusHerythematosusWHAnnalshofhthehRheumatichDiseasesUH2012UHfZUHehcVh 2.4 63

88
uineHmappingHandHconditionalHanalysisHidentifyHaHnewHmutationHinHtheHautoimmunityHsusceptibilityH
geneHq–zHthatHleadsHtoHreducedHhalfVlifeHofHtheHq–zHproteinWHAnnalshofhthehRheumatichDiseasesUH2012UH
fZUHZaZhVae

2.4 28

87 ζoleHofHMYwhHandHpöç–ZHinHpfricanHandHnonVpfricanHpopulationsHwithHlupusHnephritisWHGeneshandh
ImmunityUH2012UHZbUHabaVg 4.4 51

86 TheHdualHeffectHofHtheHlupusVassociatedHpolymorphismHrsZYdZecgfHonHqp´zZHgeneHexpressionHandH
proteinHlocalizationWHGeneshandhImmunityUH2012UHZbUHZahVbg 4.4 28

85 pHfunctionalHhaplotypeHofHUqta–bHconfersHriskHforHsystemicHlupusHerythematosusWHGeneshandh
ImmunityUH2012UHZbUHbgYVf 4.4 45

(2012-2013)
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84
xζudHhaplotypesHdemonstrateHdiverseHserologicalHassociationsHwhichHpredictHserumHinterferonHalphaH
activityHandHexplainHtheHmajorityHofHtheHgeneticHassociationHwithHsystemicHlupusHerythematosusWH
AnnalshofhthehRheumatichDiseasesUH2012UHfZUHcebVg

2.4 109

83 sifferentialHgeneticHassociationsHforHsystemicHlupusHerythematosusHbasedHonHantiVdss´pH
autoantibodyHproductionWHPLoShGeneticsUH2011UHfUHeZYYZbab 6 167

82 setectingHepistasisHwithHrestrictedHresponseHpatternsHinHpairsHofHbiallelicHlociWHAnnalshofhHumanh
GeneticsUH2011UHfdUHZbbVcd 2.2 2

81 pssociationHofHaHfunctionalHvariantHdownstreamHofHT´upxöbHwithHsystemicHlupusHerythematosusWH
NaturehGeneticsUH2011UHcbUHadbVg 36.3 208

80 uineVmappingHandHtransethnicHgenotypingHestablishHx–aXx–aZHgeneticHassociationHwithHlupusHandH
localizeHthisHgeneticHeffectHtoHx–aZWHArthritishandhRheumatismUH2011UHebUHZeghVhf 41

79 veneticHanalysesHofHinterferonHpathwayVrelatedHgenesHrevealHmultipleHnewHlociHassociatedHwithH
systemicHlupusHerythematosusWHArthritishandhRheumatismUH2011UHebUHaYchVdf 39

78 pssociationHofHöööarpHpolymorphismsHwithHsystemicHlupusHerythematosusHsusceptibilityHinHmultipleH
ethnicHgroupsWHArthritishandhRheumatismUH2011UHebUHafddVeb 31

77 xdentificationHofHnovelHgeneticHsusceptibilityHlociHinHpfricanHpmericanHlupusHpatientsHinHaHcandidateH
geneHassociationHstudyWHArthritishandhRheumatismUH2011UHebUHbchbVdYZ 86

76 pHputativeHfunctionalHvariantHwithinHtheHUqpraHgeneHisHassociatedHwithHincreasedHriskHofHqehˆ§etPsH
diseaseWHArthritishandhRheumatismUH2011UHebUHbeYfVZa 31

75 sualHeffectHofHtheHmacrophageHmigrationHinhibitoryHfactorHgeneHonHtheHdevelopmentHandHseverityH
ofHhumanHsystemicHlupusHerythematosusWHArthritishandhRheumatismUH2011UHebUHbhcaVdZ 82

74 tarlyHdiseaseHonsetHisHpredictedHbyHaHhigherHgeneticHriskHforHlupusHandHisHassociatedHwithHaHmoreH
severeHphenotypeHinHlupusHpatientsWHAnnalshofhthehRheumatichDiseasesUH2011UHfYUHZdZVe 2.4 112

73 ζiskHallelesHforHsystemicHlupusHerythematosusHinHaHlargeHcaseVcontrolHcollectionHandHassociationsH
withHclinicalHsubphenotypesWHPLoShGeneticsUH2011UHfUHeZYYZbZZ 6 130

72 pHcomprehensiveHanalysisHofHsharedHlociHbetweenHsystemicHlupusHerythematosusHQκ–tRHandHsixteenH
autoimmuneHdiseasesHrevealsHlimitedHgeneticHoverlapWHPLoShGeneticsUH2011UHfUHeZYYacYe 6 126

71 öhenotypicHassociationsHofHgeneticHsusceptibilityHlociHinHsystemicHlupusHerythematosusWHAnnalshofhtheh
RheumatichDiseasesUH2011UHfYUHZfdaVf 2.4 89

70 pssociationHofHgeneticHvariantsHinHcomplementHfactorHwHandHfactorHwVrelatedHgenesHwithHsystemicH
lupusHerythematosusHsusceptibilityWHPLoShGeneticsUH2011UHfUHeZYYaYfh 6 145

69
öromoterHinsertionXdeletionHinHtheHxζudHgeneHisHhighlyHassociatedHwithHsusceptibilityHtoHsystemicH
lupusHerythematosusHinHdistinctHpopulationsUHbutHexertsHaHmodestHeffectHonHgeneHexpressionHinH
peripheralHbloodHmononuclearHcellsWHJournalhofhRheumatologyUH2010UHbfUHdfcVg

4.1 31

68 TheHroleHofHgeneticHvariationHnearHinterferonVkappaHinHsystemicHlupusHerythematosusWHJournalhofh
BiomedicinehandhBiotechnologyUH2010UHaYZYUH 37

67 veneticHassociationsHinHtypeHxHinterferonHrelatedHpathwaysHwithHautoimmunityWHArthritishResearchh
andhTherapyUH2010UHZaHκupplHZUHκa 5.7 25
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66 xζudHisHassociatedHwithHprimaryHantiphospholipidHsyndromeUHbutHisHnotHaHmajorHriskHfactorWHArthritish
andhRheumatismUH2010UHeaUHZaYZVa 14

65
–owerHexpressionHlevelsHofHtheHprogrammedHdeathHZHreceptorHonHrscTrsadTHTHcellsHandH
correlationHwithHtheHösVZWbpHgenotypeHinHpatientsHwithHsystemicHlupusHerythematosusWHArthritishandh
RheumatismUH2010UHeaUHZfYaVZZ

49

64
pHbPVuntranslatedHregionHvariantHisHassociatedHwithHimpairedHexpressionHofHrsaaeHinHTHandHnaturalH
killerHTHcellsHandHisHassociatedHwithHsusceptibilityHtoHsystemicHlupusHerythematosusWHArthritishandh
RheumatismUH2010UHeaUHbcYcVZc

44

63 veneticallyHdeterminedHpmerindianHancestryHcorrelatesHwithHincreasedHfrequencyHofHriskHallelesHforH
systemicHlupusHerythematosusWHArthritishandhRheumatismUH2010UHeaUHbfaaVh 61

62 ζecentHfindingsHonHgeneticsHofHsystemicHautoimmuneHdiseasesWHCurrenthOpinionhinhImmunologyUH2010
UHaaUHehgVfYd 7.8 67

61 xdentificationHofHaHnewHputativeHfunctionalHx–ZgHgeneHvariantHthroughHanHassociationHstudyHinH
systemicHlupusHerythematosusWHHumanhMolecularhGeneticsUH2009UHZgUHbfbhVcg 5.6 45

60
tvaluationHofHimputationVbasedHassociationHinHandHaroundHtheHintegrinValphaVMHQxTvpMRHgeneHandH
replicationHofHrobustHassociationHbetweenHaHnonVsynonymousHfunctionalHvariantHwithinHxTvpMHandH
systemicHlupusHerythematosusHQκ–tRWHHumanhMolecularhGeneticsUH2009UHZgUHZZfZVgY

5.6 88

59 pncestryHinformativeHmarkerHsetsHforHdeterminingHcontinentalHoriginHandHadmixtureHproportionsHinH
commonHpopulationsHinHpmericaWHHumanhMutationUH2009UHbYUHehVfg 4.7 413

58 κtudyHofHfunctionalHvariantsHofHtheHqp´zZHgeneHinHrheumatoidHarthritisWHArthritishandhRheumatismUH
2009UHeYUHbfaVh 44

57
VariantsHwithinHMtröaUHaHkeyHtranscriptionHregulatorUHareHassociatedHwithHincreasedHsusceptibilityHtoH
lupusHandHdifferentialHgeneHexpressionHinHpatientsHwithHsystemicHlupusHerythematosusWHArthritishandh
RheumatismUH2009UHeYUHZYfeVgc

69

56 wighVdensityHgenotypingHofHκTpTcHrevealsHmultipleHhaplotypicHassociationsHwithHsystemicHlupusH
erythematosusHinHdifferentHracialHgroupsWHArthritishandhRheumatismUH2009UHeYUHZYgdVhd 73

55 pHpolymorphismHwithinHx–aZζHconfersHriskHforHsystemicHlupusHerythematosusWHArthritishandh
RheumatismUH2009UHeYUHacYaVf 97

54 pssociationHofHκTpTcHandHq–zUHbutHnotHqp´zZHorHxζudUHwithHprimaryHantiphospholipidHsyndromeWH
ArthritishandhRheumatismUH2009UHeYUHacegVfZ 52

53 turopeanHpopulationHsubstructureHisHassociatedHwithHmucocutaneousHmanifestationsHandH
autoantibodyHproductionHinHsystemicHlupusHerythematosusWHArthritishandhRheumatismUH2009UHeYUHaccgVde 24

52 pnHancestryHinformativeHmarkerHsetHforHdeterminingHcontinentalHoriginiHvalidationHandHextensionH
usingHhumanHgenomeHdiversityHpanelsWHBMChGeneticsUH2009UHZYUHbh 2.6 123

51 ζeplicationHofHtheHT´uκucHQçXcY–RHpromoterHregionHassociationHwithHsystemicHlupusH
erythematosusWHGeneshandhImmunityUH2009UHZYUHacgVdb 4.4 34

50 pHlossVofVfunctionHvariantHofHöTö´aaHisHassociatedHwithHreducedHriskHofHsystemicHlupusH
erythematosusWHHumanhMolecularhGeneticsUH2009UHZgUHdehVfh 5.6 92

49 zallikreinHgenesHareHassociatedHwithHlupusHandHglomerularHbasementHmembraneVspecificH
antibodyVinducedHnephritisHinHmiceHandHhumansWHJournalhofhClinicalhInvestigationUH2009UHZZhUHhZZVab 15.9 100

(2009-2010)
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48 pHnonsynonymousHfunctionalHvariantHinHintegrinValphaQMRHQencodedHbyHxTvpMRHisHassociatedHwithH
systemicHlupusHerythematosusWHNaturehGeneticsUH2008UHcYUHZdaVc 36.3 247

47 uunctionalHvariantsHinHtheHqVcellHgeneHqp´zZHareHassociatedHwithHsystemicHlupusHerythematosusWH
NaturehGeneticsUH2008UHcYUHaZZVe 36.3 361

46 venomeVwideHassociationHscanHinHwomenHwithHsystemicHlupusHerythematosusHidentifiesH
susceptibilityHvariantsHinHxTvpMUHöXzUHzxppZdcaHandHotherHlociWHNaturehGeneticsUH2008UHcYUHaYcVZY 36.3 1021

45 xu´VregulatoryHfactorHdHgeneHvariantsHinteractHwithHtheHclassHxHMwrHlocusHinHtheHκwedishHpsoriasisH
populationWHJournalhofhInvestigativehDermatologyUH2008UHZagUHZfYcVh 4.3 12

44 pssociationHofHκTpTcHwithHrheumatoidHarthritisiHaHreplicationHstudyHinHthreeHturopeanHpopulationsWH
ArthritishandhRheumatismUH2008UHdgUHZhfcVgY 85

43
pssociationHofHthreeHsystemicHlupusHerythematosusHsusceptibilityHfactorsUHösVZWbpUHrcpQYUHandHlowH
levelsHofHmannanVbindingHlectinUHwithHautoimmuneHmanifestationsHinHxcelandicHmulticaseHsystemicH
lupusHerythematosusHfamiliesWHArthritishandhRheumatismUH2008UHdgUHbgedVfa

8

42 rommonHvariantsHwithinHMtröaHconferHriskHofHsystemicHlupusHerythematosusWHPLoShONEUH2008UHbUHeZfaf 3.7 112

41 pssociationHofHaHhaplotypeHofHxζudHgeneHwithHsystemicHlupusHerythematosusHinHrhineseWHJournalhofh
RheumatologyUH2008UHbdUHbeYVa 4.1 37

40
κtructuralHinsertionXdeletionHvariationHinHxζudHisHassociatedHwithHaHriskHhaplotypeHandHdefinesHtheH
preciseHxζudHisoformsHexpressedHinHsystemicHlupusHerythematosusWHArthritishandhRheumatismUH2007UH
deUHZabcVcZ

91

39 pssociationHofHaHrsacHgeneHpolymorphismHwithHsusceptibilityHtoHsystemicHlupusHerythematosusWH
ArthritishandhRheumatismUH2007UHdeUHbYgYVe 41

38 prgentineHpopulationHgeneticHstructureiHlargeHvarianceHinHpmerindianHcontributionWHAmericanh
JournalhofhPhysicalhAnthropologyUH2007UHZbaUHcddVea 2.5 64

37 ζecentHadvancesHinHtheHgeneticsHofHautoimmuneHdiseasesWHAnnalshofhthehNewhYorkhAcademyhofh
SciencesUH2007UHZZZYUHZVh 6.5 13

36 veneticHassociationHofHxζudHwithHκ–tHinHMexicansiHhigherHfrequencyHofHtheHriskHhaplotypeHandHitsH
homozygozityHthanHturopeansWHHumanhGeneticsUH2007UHZaZUHfaZVf 6.3 63

35 TheHgeneticsHandHbiologyHofHxrfdVmediatedHsignalingHinHlupusWHAutoimmunityUH2007UHcYUHdhZVeYZ 3 52

34 TheHgeneticsHofHsystemicHlupusHerythematosusiHunderstandingHhowHκ´ösHconferHdiseaseH
susceptibilityWHSeminarshinhImmunopathologyUH2006UHagUHZYhVZf 10

33 pnalysisHofHxζudHgeneHfunctionalHpolymorphismsHinHrheumatoidHarthritisWHArthritishandhRheumatismUH
2006UHdcUHbgZdVh 46

32 secreasedHriskHforHmyocardialHinfarctionHandHlowerHtumorHnecrosisHfactorValphaHlevelsHinHcarriersHofH
variantsHofHtheHösrsZHgeneWHHumanhImmunologyUH2006UHefUHfYYVd 2.3 10

31 pHcommonHhaplotypeHofHinterferonHregulatoryHfactorHdHQxζudRHregulatesHsplicingHandHexpressionHandH
isHassociatedHwithHincreasedHriskHofHsystemicHlupusHerythematosusWHNaturehGeneticsUH2006UHbgUHddYVd 36.3 528
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30 TheHgeneticsHofHsharedHautoimmunityWHAutoimmunityUH2005UHbgUHaYdVg 3 10

29 κharedHautoimmunityiHTheHconceptHandHintroductionWHAutoimmunityUH2005UHbgUHZhhVZhh 3 1

28 çbituarysonatoHplarconVκegovianUHMWsWMexicoHrityUHMayHeUHZhbdâ��secemberHaZUHaYYcWH
AutoimmunityUH2005UHbgUHZhfVZhg 3

27 TheHgeneticsHofHsystemicHlupusHerythematosusWHJournalhofhAutoimmunityUH2005UHadHκupplUHceVg 15.5 21

26 xgvHucHreceptorHpolymorphismsHandHassociationHwithHautoimmuneHdiseaseWHEuropeanhJournalhofh
ImmunologyUH2005UHbdUHbYaYVh 6.1 9

25
örogrammedHdeathHZHgeneHpolymorphismHandHsystemicHlupusHerythematosusHinHdifferentHethnicH
populationsiHcommentHonHtheHarticleHbyH–inHetHalWHArthritishandhRheumatismUH2005UHdaUHbebjHauthorH
replyHbebVc

1

24 pHnewHhaplotypeHofHösrsZHisHassociatedHwithHrheumatoidHarthritisHinHwongHzongHrhineseWHArthritish
andhRheumatismUH2005UHdaUHZYdgVea 109

23 uamilialHaggregationHofHsystemicHlupusHerythematosusUHrheumatoidHarthritisUHandHotherHautoimmuneH
diseasesHinHZUZffHlupusHpatientsHfromHtheHv–pst–HcohortWHArthritishandhRheumatismUH2005UHdaUHZZbgVcf 287

22
txaminationHofHancestryHandHethnicHaffiliationHusingHhighlyHinformativeHdiallelicHs´pHmarkersiH
applicationHtoHdiverseHandHadmixedHpopulationsHandHimplicationsHforHclinicalHepidemiologyHandH
forensicHmedicineWHHumanhGeneticsUH2005UHZZgUHbgaVha

6.3 121

21 tTxçöpTwçvt´tκxκHçuHκYκTtMxrH–UöUκHtζYTwtMpTçκUκiHxtinerariesHofHThreeHTroikasH2004UHhbVZYf 6

20 ζegulatoryHκ´ösHinHcomplexHdiseasesiHtheirHidentificationHandHfunctionalHvalidationWHExperthReviewsh
inhMolecularhMedicineUH2004UHeUHZVZd 6.7 67

19 TheHgeneticHbasisHofHsystemicHlupusHerythematosusVVknowledgeHofHtodayHandHthoughtsHforH
tomorrowWHHumanhMolecularhGeneticsUH2004UHZbHκpecH´oHZUHζZcbVg 5.6 43

18 rhromosomeHZfpZaVqZZHharborsHsusceptibilityHlociHforHsystemicHlupusHerythematosusWHHumanh
GeneticsUH2004UHZZdUHabYVg 6.3 27

17 TheHsystemicHlupusHerythematosusVassociatedHösrsZHpolymorphismHösZWbpHinHlupusHnephritisWH
ArthritishandhRheumatismUH2004UHdYUHbafVg 70

16 pssociationHofHtheHösVZWbpHalleleHofHtheHösrsZHgeneHinHpatientsHwithHrheumatoidHarthritisHnegativeH
forHrheumatoidHfactorHandHtheHsharedHepitopeWHArthritishandhRheumatismUH2004UHdYUHZffYVb 133

15 ζoleHofHζU´XHinHautoimmuneHdiseasesHlinkingHrheumatoidHarthritisUHpsoriasisHandHlupusWHArthritish
ResearchUH2004UHeUHZehVfb 43

14 uunctionalHgenomicsHinHtheHstudyHofHautoimmuneHdiseasesWHAutoimmunityhReviewsUH2003UHaUHZffVgY 13.6 1

13
xncreasedHsalivaryHglandHtissueHexpressionHofHuasUHuasHligandUHcytotoxicHTHlymphocyteVassociatedH
antigenHcUHandHprogrammedHcellHdeathHZHinHprimaryHκjˆ¶grenPsHsyndromeWHArthritishandhRheumatismUH
2003UHcgUHZfcVgd

80

(2003-2005)
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12 uindingHgenesHforHκ–tiHcomplexHinteractionsHandHcomplexHpopulationsWHJournalhofhAutoimmunityUH
2003UHaZUHZZfVaY 15.5 7

11 TheHgeneticHcontrolHofHsialadenitisHversusHarthritisHinHaH´çsWQxqZYWQHuaHcrossWHEuropeanhJournalhofh
ImmunologyUH2002UHbaUHacbVdY 6.1 19

10 pHregulatoryHpolymorphismHinHösrsZHisHassociatedHwithHsusceptibilityHtoHsystemicHlupusH
erythematosusHinHhumansWHNaturehGeneticsUH2002UHbaUHeeeVh 36.3 609

9 pHmajorHsusceptibilityHlocusHforHsystemicHlupusHerythemathosusHmapsHtoHchromosomeHZqbZWH
AmericanhJournalhofhHumanhGeneticsUH2002UHfZUHZYeYVfZ 11 88

8
veneticHcontrolHofHcollagenVinducedHarthritisHinHaHcrossHwithH´çsHandHrdfq–XZYHmiceHisHdependentH
onHgeneHregionsHencodingHcomplementHfactorHdHandHucgammaζxxbHandHisHnotHassociatedHwithHlociH
controllingHdiabetesWHEuropeanhJournalhofhImmunologyUH2001UHbZUHZgcfVde

6.1 80

7 pHsusceptibilityHlocusHforHhumanHsystemicHlupusHerythematosusHQhκ–tZRHonHchromosomeHaqWHJournalh
ofhAutoimmunityUH2000UHZcUHZehVfg 15.5 165

6 pHcomparisonHofHgenomeVscansHperformedHinHmulticaseHfamiliesHwithHsystemicHlupusHerythematosusH
fromHdifferentHpopulationHgroupsWHJournalhofhAutoimmunityUH1999UHZbUHZbfVcZ 15.5 21

5 pgeVdependentHresponsivenessHtoHinterleukinVeHinHqHlymphocytesHfromHaHsystemicHlupusH
erythematosusVproneHQ´ZqHxH´ZWRuZHhybridWHClinicalhImmunologyhandhImmunopathologyUH1992UHeaUHaecVh 29

4
pctivationHmarkersHonHperipheralHbloodHTHcellsHfromHpatientsHwithHactiveHorHinactiveHsystemicHlupusH
erythematosusWHrorrelationHwithHproliferativeHresponsesHandHproductionHofHx–VaWHJournalhofh
AutoimmunityUH1991UHcUHhbdVcd

15.5 19

3
THlymphocyteHsubsetsUHsuppressorHandHcontrasuppressorHcellHfunctionsUHandHproductionHofH
interleukinVaHinHtheHperipheralHbloodHofHrheumaticHfeverHpatientsHandHtheirHapparentlyHhealthyH
siblingsWHClinicalhImmunologyhandhImmunopathologyUH1990UHddUHZaYVg

11

2 xntegrativeHpnalysisHζevealsHaHMolecularHκtratificationHofHκystemicHputoimmuneHsiseases 1

1 TheHgenomicHimpactHofHturopeanHcolonizationHofHtheHpmericas 1
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