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SciencegAdvancesUI2022UIgUIeabiffZZ 14.3
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194 qnalogsIofItheItopamineIMetaboliteIdUeVtihydroxyindoleIrindItirectlyItoIandIqctivateItheINuclearI
ReceptorINurrZWIACSgChemicalgBiologyUI2021UIZeUIZZdhVZZeb 4.9 3

193  ynthesisIandI creeningIofI˛–VΣylosidesIinIxumanIwlioblastomaIsellsWIMoleculargPharmaceuticsUI2021
UIZgUIcdZVceY 5.6 3

192 ±heI ynthesisIandI tructuralIRequirementsIforIMeasuringIwlucocorticoidIReceptorIuxpressionIynI
−ivoIwithIQ´–RVsVαzxYgI”u±WIJournalgofgNucleargMedicineUI2021UIeaUIfabVfbZ 8.9 1
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189 qIsrowdingIrarrierItoI”roteinIynhibitionIinIsolloidalIqggregatesWIJournalgofgMedicinalgChemistryUI
2021UIecUIcZYhVcZZe 8.3 3

188 ~ineticIandIstructuralIinvestigationsIofInovelIinhibitorsIofIhumanIepithelialIZdVlipoxygenaseVaWI
BioorganicgandgMedicinalgChemistryUI2021UIceUIZZebch 3.4 1

187 tockingIandImutagenesisIstudiesIleadItoIimprovedIinhibitorIdevelopmentIofIM†bddIforIhumanI
plateletIZaVlipoxygenaseWIBioorganicgandgMedicinalgChemistryUI2021UIceUIZZebcf 3.4 2

186 surationIofIoverIZYIYYYItranscriptomicIstudiesItoIenableIdataIreuseWIDatabase:gthegJournalgofg
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181 ZdV†ipoxygenaseVZIbiosynthesisIofIf UZc VdixtxqIimplicatesIZdVlipoxygenaseVaIinIbiosynthesisIofI
resolvinItdWIJournalgofgLipidgResearchUI2020UIeZUIZYgfVZZYb 6.3 14

180  yntheticIgroupIqIstreptograminIantibioticsIthatIovercomeI−atIresistanceWINatureUI2020UIdgeUIZcdVZdY 50.4 27

179 ”rogranulinI timulatesItheIynI−itroIMaturationIofI”roVsathepsinItIatIqcidicIpxWIJournalgofg
MoleculargBiologyUI2019UIcbZUIZYbgVZYcf 6.5 27

178 MultiVwranulinItomainI”eptidesIrindItoI”roVsathepsinItIandI timulateIytsIunzymaticIqctivityIMoreI
uffectivelyI±hanI”rogranulinIinI−itroWIBiochemistryUI2019UIdgUIaefYVaefc 3.2 17

177 ±auIrepeatIregionsIcontainIconservedIhistidineIresiduesIthatImodulateImicrotubuleVbindingIinI
responseItoIchangesIinIpxWIJournalgofgBiologicalgChemistryUI2019UIahcUIgffhVgfhY 5.4 8

176 srosstalkIbetweenIRNqI”olIyyIsV±erminalItomainIqcetylationIandI”hosphorylationIviaIR”RtI
”roteinsWIMoleculargCellUI2019UIfcUIZZecVZZfcWec 17.6 12

175 sovalentIModificationIandIRegulationIofItheINuclearIReceptorINurrZIbyIaItopamineIMetaboliteWI
CellgChemicalgBiologyUI2019UIaeUIefcVegdWee 8.2 23

174  tructureVbasedIidentificationIofInovelIs~aIinhibitorsIwithIaIlinearIaVpropenoneIscaffoldIasI
antiVcancerIagentsWIBiochemicalgandgBiophysicalgResearchgCommunicationsUI2019UIdZaUIaYgVaZa 3.4 3

173 sonformationalItynamicsIofItheIxy−V−ifI”roteinIsomplexWIBiophysicalgJournalUI2019UIZZeUIZcbaVZccd 2.9 4

172 qgeVIandIstressVassociatedIsWIelegansIgranulinsIimpairIlysosomalIfunctionIandIinduceIaI
compensatoryIx†xVbYX±vurItranscriptionalIresponseWIPLoSgGeneticsUI2019UIZdUIeZYYgahd 6 11

171 q±”VsompetitiveIynhibitorsIMidostaurinIandIqvapritinibIxaveItistinctIResistanceI”rofilesIinIuxonI
ZfVMutantI~y±WICancergResearchUI2019UIfhUIcagbVcaha 10.1 13

170 −arisartaiIqIsomprehensiveItatabaseIofIxarmonizedIwenomicI−ariantsIvoundIinIqutismI pectrumI
tisorderI equencingI tudiesWIAutismgResearchUI2019UIZaUIZfagVZfbe 5.1 11

169 ”robingItheIulectrostaticIandI tericIRequirementsIforI ubstrateIrindingIinIxumanI”lateletV±ypeI
ZaV†ipoxygenaseWIBiochemistryUI2019UIdgUIgcgVgdf 3.2 9

168  tructureVbasedItiscoveryIofINovelIs~a˛–VrindingIsyclicI”eptidesIwithIqntiVcancerIqctivityWI
MoleculargInformaticsUI2019UIbgUIeZgYYYgh 3.8 3

167 qIrecurrentIkinaseIdomainImutationIinI”R~sqIdefinesIchordoidIgliomaIofItheIthirdIventricleWI
NaturegCommunicationsUI2018UIhUIgZY 17.4 42

166 xighVthroughputIscreenIforIinhibitorsIofIproteinVproteinIinteractionsIinIaIreconstitutedIheatIshockI
proteinIfYIQxspfYRIcomplexWIJournalgofgBiologicalgChemistryUI2018UIahbUIcYZcVcYad 5.4 24

165 ynhibitorIbindingImodeIandIallostericIregulationIofINaVglucoseIsymportersWINaturegCommunicationsUI
2018UIhUIdacd 17.4 19

164 ”redictionIofIenzymaticIpathwaysIbyIintegrativeIpathwayImappingWIELifeUI2018UIfUI 8.9 22
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163 uxplorationIofIrenzothiazoleIRhodacyaninesIasIqllostericIynhibitorsIofI”roteinV”roteinIynteractionsI
withIxeatI hockI”roteinIfYIQxspfYRWIJournalgofgMedicinalgChemistryUI2018UIeZUIeZebVeZff 8.3 54

162
 tructureVqctivityIRelationshipIandIMolecularIMechanicsIRevealItheIymportanceIofIRingIuntropyIinI
theIriosynthesisIandIqctivityIofIaINaturalI”roductWIJournalgofgthegAmericangChemicalgSocietyUI2017UI
ZbhUIadcZVadcc

16.4 36

161 tiscoveryIofIwr±ccYUIanI“rallyIrioavailableIRV tateI tabilizerIofI ickleIsellIxemoglobinWIACSg
MedicinalgChemistrygLettersUI2017UIgUIbaZVbae 4.3 76

160  ynthesisIofItheIsaVmobilizingImessengersINqqt”IandIcqt”RIbyIintracellularIstbgIenzymeIinItheI
mouseIheartiIRoleIinI˛†VadrenoceptorIsignalingWIJournalgofgBiologicalgChemistryUI2017UIahaUIZbacbVZbadf 5.4 35

159 uvolutionarilyIsonservedIRolesIforIrloodVrrainIrarrierIΣenobioticI±ransportersIinIundogenousI
 teroidI”artitioningIandIrehaviorWICellgReportsUI2017UIaZUIZbYcVZbZe 10.6 35

158 tevelopmentIofIdNVricalutamideUIaIxighVqffinityIReversibleIsovalentIqntiandrogenWIACSgChemicalg
BiologyUI2017UIZaUIahbcVahbh 4.9 4

157 tiscoveryIofI”otentIandI“rallyIrioavailableIMacrocyclicI”eptideV”eptoidIxybridIsΣsRfI
ModulatorsWIJournalgofgMedicinalgChemistryUI2017UIeYUIhedbVheeb 8.3 41

156 sancerVassociatedIarginineVtoVhistidineImutationsIconferIaIgainIinIpxIsensingItoImutantIproteinsWI
SciencegSignalingUI2017UIZYUI 8.8 28

155 ”rominentIfeaturesIofItheIaminoIacidImutationIlandscapeIinIcancerWIPLoSgONEUI2017UIZaUIeYZgbafb 3.7 16

154
qssignmentIofIfunctionItoIaIdomainIofIunknownIfunctioniItÃvZdbfIisIaInewIkinaseIfamilyIinI
catabolicIpathwaysIforIacidIsugarsWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaUI2016UIZZbUIucZeZVh

11.5 35

153 tihedralIqngleVrasedI amplingIofINaturalI”roductI”olyketideIsonformationsiIqpplicationItoI
”ermeabilityI”redictionWIJournalgofgChemicalgInformationgandgModelingUI2016UIdeUIaZhcVaaYe 6.1 10

152 qIpotentIandIselectiveIinhibitorItargetingIhumanIandImurineIZaXZdV†“ΣWIBioorganicgandgMedicinalg
ChemistryUI2016UIacUIZZgbVhY 3.4 13

151 NonVdegradativeIÃbiquitinationIofI”roteinI~inasesWIPLoSgComputationalgBiologyUI2016UIZaUIeZYYcghg 5 23

150 tefiningItheI”roductIshemicalI paceIofIMonoterpenoidI ynthasesWIPLoSgComputationalgBiologyUI
2016UIZaUIeZYYdYdb 5 15

149  tructureVrioactivityIRelationshipIforIrenzimidazoleI±hiopheneIynhibitorsIofI”oloV†ikeI~inaseIZI
Q”†~ZRUIaI”otentialItrugI±argetIinI chistosomaImansoniWIPLoSgNeglectedgTropicalgDiseasesUI2016UIZYUIeYYYcbde4.8 40

148 tisulfideV±rappingIydentifiesIaINewUIuffectiveIshemicalI”robeIforIqctivatingItheINuclearIReceptorI
xumanI†RxVZIQNRdqaRWIPLoSgONEUI2016UIZZUIeYZdhbZe 3.7 9

147  impleI”redictiveIModelsIofI”assiveIMembraneI”ermeabilityIyncorporatingI izeVtependentI
MembraneVWaterI”artitionWIJournalgofgChemicalgInformationgandgModelingUI2016UIdeUIhacVh 6.1 31

146 wluqZIsignalIpeptideIdeterminesItheIspatialIassemblyIofIheteromericIqM”qIreceptorsWIProceedingsg
ofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2016UIZZbUIudecdVdc 11.5 10
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145 xumanIZdV†“ΣVZIactiveIsiteImutationsIalterIinhibitorIbindingIandIdecreaseIpotencyWIBioorganicgandg
MedicinalgChemistryUI2016UIacUIdbgYVdbgf 3.4 3

144 uxhaustiveIsonformationalI amplingIofIsomplexIvusedIRingIMacrocyclesIÃsingIynverseI~inematicsWI
JournalgofgChemicalgTheorygandgComputationUI2016UIZaUIcefcVgf 6.4 39

143
somputationalVguidedIdiscoveryIandIcharacterizationIofIaIsesquiterpeneIsynthaseIfromI
 treptomycesIclavuligerusWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaUI2015UIZZaUIdeeZVe

11.5 36

142 qIvragmentVrasedI†igandI creenIqgainstI”artIofIaI†argeI”roteinIMachineiI±heINtZItomainsIofItheI
qqqTIq±”aseIphfX−s”WIJournalgofgBiomoleculargScreeningUI2015UIaYUIfggVgYY 11

141  ynthesisIandIenzymaticIstudiesIofIbisubstrateIanaloguesIforIfarnesylIdiphosphateIsynthaseWI
JournalgofgOrganicgChemistryUI2015UIgYUIbhYaVZb 4.2 2

140 reyondIcyclosporineIqiIconformationVdependentIpassiveImembraneIpermeabilitiesIofIcyclicI
peptideInaturalIproductsWIFuturegMedicinalgChemistryUI2015UIfUIaZaZVbY 4.1 100

139 ”robingItheI”hysicochemicalIroundariesIofIsellI”ermeabilityIandI“ralIrioavailabilityIinI†ipophilicI
MacrocyclesIynspiredIbyINaturalI”roductsWIJournalgofgMedicinalgChemistryUI2015UIdgUIcdgZVh 8.3 91

138 ”eptideItoI”eptoidI ubstitutionsIyncreaseIsellI”ermeabilityIinIsyclicIxexapeptidesWIOrganicgLettersUI
2015UIZfUIahagVbZ 6.2 59

137 sellVpermeableIcyclicIpeptidesIfromIsyntheticIlibrariesIinspiredIbyInaturalIproductsWIJournalgofgtheg
AmericangChemicalgSocietyUI2015UIZbfUIfZdVaZ 16.4 152

136 uxperimentalIstrategiesIforIfunctionalIannotationIandImetabolismIdiscoveryiItargetedIscreeningIofI
soluteIbindingIproteinsIandIunbiasedIpanningIofImetabolomesWIBiochemistryUI2015UIdcUIhYhVbZ 3.2 65

135 qIuniqueIcisVbVhydroxyVlVprolineIdehydrataseIinItheIenolaseIsuperfamilyWIJournalgofgthegAmericang
ChemicalgSocietyUI2015UIZbfUIZbggVhZ 16.4 13

134 NovelIcompoundsIloweringItheIcellularIisoformIofItheIhumanIprionIproteinIinIculturedIhumanIcellsWI
BioorganicgandgMedicinalgChemistryUI2014UIaaUIZheYVfa 3.4 16

133 tesignIofIreversibleUIcysteineVtargetedIMichaelIacceptorsIguidedIbyIkineticIandIcomputationalI
analysisWIJournalgofgthegAmericangChemicalgSocietyUI2014UIZbeUIZaeacVbY 16.4 154

132 †everagingIstructureIforIenzymeIfunctionIpredictioniImethodsUIopportunitiesUIandIchallengesWI
TrendsgingBiochemicalgSciencesUI2014UIbhUIbebVfZ 10.3 26

131 qIcomparativeIrrownianIdynamicsIinvestigationIbetweenIsmallIlinearIandIcircularItNqiI calingIofI
diffusionIcoefficientIwithIsizeIandItopologyIofItNqWIChemicalgPhysicsgLettersUI2014UIdhZUIadbVadg 2.5 4

130 uvolutionIofIenzymaticIactivitiesIinItheIenolaseIsuperfamilyiIgalactarateIdehydrataseIyyyIfromI
qgrobacteriumItumefaciensIsdgWIBiochemistryUI2014UIdbUIcZhaVaYb 3.2 15

129 ”redictionIofIsubstratesIforIglutathioneItransferasesIbyIcovalentIdockingWIJournalgofgChemicalg
InformationgandgModelingUI2014UIdcUIZegfVhh 6.1 15

128 qIstructureVbasedImodelIforIpredictingIserumIalbuminIbindingWIPLoSgONEUI2014UIhUIehbbab 3.7 49
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127 ±heIfreeIenergyIprofileIofItubulinIstraightVbentIconformationalIchangesUIwithIimplicationsIforI
microtubuleIassemblyIandIdrugIdiscoveryWIPLoSgComputationalgBiologyUI2014UIZYUIeZYYbcec 5 27

126 sorrectionItoIâ��tesignIofIReversibleUIsysteineV±argetedIMichaelIqcceptorsIwuidedIbyI~ineticIandI
somputationalIqnalysisâ��WIJournalgofgthegAmericangChemicalgSocietyUI2014UIZbeUIZfehYVZfehY 16.4 1

125 ”redictionIandIbiochemicalIdemonstrationIofIaIcatabolicIpathwayIforItheIosmoprotectantIprolineI
betaineWIMBioUI2014UIdUIeYYhbbVZb 7.8 14

124 ”redictingItheIfunctionsIandIspecificityIofItriterpenoidIsynthasesiIaImechanismVbasedI
multiVintermediateIdockingIapproachWIPLoSgComputationalgBiologyUI2014UIZYUIeZYYbgfc 5 19

123 qIhighIthroughputIscreenIidentifiesIpotentIandIselectiveIinhibitorsItoIhumanIepithelialI
ZdVlipoxygenaseVaWIPLoSgONEUI2014UIhUIeZYcYhc 3.7 14

122 qInewIcoarseVgrainedImodelIforIuWIcoliIcytoplasmiIaccurateIcalculationIofItheIdiffusionIcoefficientI
ofIproteinsIandIobservationIofIanomalousIdiffusionWIPLoSgONEUI2014UIhUIeZYecee 3.7 27

121 ”redictionIandIcharacterizationIofIenzymaticIactivitiesIguidedIbyIsequenceIsimilarityIandIgenomeI
neighborhoodInetworksWIELifeUI2014UIbUI 8.9 64

120 ”redictingIenzymeVsubstrateIspecificityIwithI–MXMMImethodsiIaIcaseIstudyIofItheI
stereospecificityIofIQtRVglucarateIdehydrataseWIBiochemistryUI2013UIdaUIddZZVb 3.2 6

119 tesignIofIaIphosphorylatableI”tβIdomainIwithIpeptideVspecificIaffinityIchangesWIStructureUI2013UI
aZUIdcVec 5.2 14

118 qIcysteineIproteaseIinhibitorIrescuesImiceIfromIaIlethalIsryptosporidiumIparvumIinfectionWI
AntimicrobialgAgentsgandgChemotherapyUI2013UIdfUIeYebVfb 5.9 40

117 pxIsensingIbyIvq~VxisdgIregulatesIfocalIadhesionIremodelingWIJournalgofgCellgBiologyUI2013UIaYaUIgchVdh7.3 59

116  yR±dIregulatesItheImitochondrialIlysineIsuccinylomeIandImetabolicInetworksWICellgMetabolismUI
2013UIZgUIhaYVbb 24.6 399

115 tiscoveryIofInewIenzymesIandImetabolicIpathwaysIbyIusingIstructureIandIgenomeIcontextWINatureUI
2013UIdYaUIehgVfYa 50.4 99

114 qctiveIsiteIconformationalIdynamicsIareIcoupledItoIcatalysisIinItheImRNqIdecappingIenzymeItcpaWI
StructureUI2013UIaZUIZdfZVgY 5.2 18

113 ”harmacokineticsIandImetabolismIofIaVaminothiazolesIwithIantiprionIactivityIinImiceWI
PharmaceuticalgResearchUI2013UIbYUIhbaVdY 4.5 28

112 ”redictingIeffluxIratiosIandIbloodVbrainIbarrierIpenetrationIfromIchemicalIstructureiIcombiningI
passiveIpermeabilityIwithIactiveIeffluxIbyI”VglycoproteinWIACSgChemicalgNeuroscienceUI2013UIcUIbeZVf 5.7 22

111 aVqminothiazolesIwithIimprovedIpharmacotherapeuticIpropertiesIforItreatmentIofIprionIdiseaseWI
ChemMedChemUI2013UIgUIgcfVdf 3.7 20

110 sonsideringIprotonationIasIaIposttranslationalImodificationIregulatingIproteinIstructureIandI
functionWIAnnualgReviewgofgBiophysicsUI2013UIcaUIaghVbZc 21.1 93
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109  tructureVguidedIdiscoveryIofItheImetaboliteIcarboxyV qMIthatImodulatesItRNqIfunctionWINatureUI
2013UIchgUIZabVe 50.4 62

108 qntiprionIcompoundsIthatIreduceI”r”Q cRIlevelsIinIdividingIandIstationaryVphaseIcellsWIBioorganicg
andgMedicinalgChemistryUI2013UIaZUIfhhhVgYZa 3.4 14

107  ubstrateIandIinhibitorVinducedIdimerizationIandIcooperativityIinIcaspaseVZIbutInotIcaspaseVbWI
JournalgofgBiologicalgChemistryUI2013UIaggUIhhfZVhhgZ 5.4 30

106
”redictionIofIfunctionIforItheIpolyprenylItransferaseIsubgroupIinItheIisoprenoidIsynthaseI
superfamilyWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2013UI
ZZYUIuZZheVaYa

11.5 55

105 riarylIamidesIandIhydrazonesIasItherapeuticsIforIprionIdiseaseIinItransgenicImiceWIJournalgofg
PharmacologygandgExperimentalgTherapeuticsUI2013UIbcfUIbadVbg 4.7 34

104 shemicalVbiologicalIcharacterizationIofIaIcruzainIinhibitorIrevealsIaIsecondItargetIandIaImammalianI
offVtargetWIBeilsteingJournalgofgOrganicgChemistryUI2013UIhUIZdVad 2.5 31

103 ynIsilicoIpredictionIofIbrainIexposureiIdrugIfreeIfractionUIunboundIbrainItoIplasmaIconcentrationI
ratioIandIequilibriumIhalfVlifeWICurrentgTopicsgingMedicinalgChemistryUI2013UIZbUIgZbVaY 3 21

102 “ptimizingI”~IpropertiesIofIcyclicIpeptidesiItheIeffectIofIsideIchainIsubstitutionsIonIpermeabilityI
andIclearanceQRWIMedChemCommUI2012UIbUIZagaVZagh 5 102

101 somputerVaidedIantibodyIdesignWIProteingEngineeringvgDesigngandgSelectionUI2012UIadUIdYfVaZ 1.9 173

100
xomologyImodelsIguideIdiscoveryIofIdiverseIenzymeIspecificitiesIamongIdipeptideIepimerasesIinI
theIenolaseIsuperfamilyWIProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaUI2012UIZYhUIcZaaVf

11.5 48

99 ”redictingIandIimprovingItheImembraneIpermeabilityIofIpeptidicIsmallImoleculesWIJournalgofg
MedicinalgChemistryUI2012UIddUIbZebVh 8.3 83

98 somparingIsonformationalIunsemblesIÃsingItheI~ullbackV†eiblerItivergenceIuxpansionWIJournalgofg
ChemicalgTheorygandgComputationUI2012UIgUIaZZdVaZae 6.4 58

97 ±estingIphysicalImodelsIofIpassiveImembraneIpermeationWIJournalgofgChemicalgInformationgandg
ModelingUI2012UIdaUIZeaZVbe 6.1 76

96 ynvestigationIofItheIproteolyticIfunctionsIofIanIexpandedIcercarialIelastaseIgeneIfamilyIinI
 chistosomaImansoniWIPLoSgNeglectedgTropicalgDiseasesUI2012UIeUIeZdgh 4.8 29

95
MultisiteIphosphorylationIdisruptsIarginineVglutamateIsaltIbridgeInetworksIrequiredIforIbindingIofI
cytoplasmicIlinkerVassociatedIproteinIaIQs†q ”aRItoIendVbindingIproteinIZIQurZRWIJournalgofg
BiologicalgChemistryUI2012UIagfUIZfYdYVZfYec

5.4 59

94 tivergentIevolutionIinIenolaseIsuperfamilyiIstrategiesIforIassigningIfunctionsWIJournalgofgBiologicalg
ChemistryUI2012UIagfUIahVbc 5.4 106

93 qImolecularImechanicsIapproachItoImodelingIproteinVligandIinteractionsiIrelativeIbindingIaffinitiesI
inIcongenericIseriesWIJournalgofgChemicalgInformationgandgModelingUI2011UIdZUIaYgaVh 6.1 39

92 tysregulatedIpxiIaIperfectIstormIforIcancerIprogressionWINaturegReviewsgCancerUI2011UIZZUIefZVf 31.3 1283
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91 “nVresinINVmethylationIofIcyclicIpeptidesIforIdiscoveryIofIorallyIbioavailableIscaffoldsWINatureg
ChemicalgBiologyUI2011UIfUIgZYVf 11.7 264

90 uffectsIofIsomaticImutationsIonIstRIloopIflexibilityIduringIaffinityImaturationWIProteins:gStructurevg
FunctiongandgBioinformaticsUI2011UIfhUIgaZVh 4.2 33

89 qssessmentIofIproteinIstructureIrefinementIinIsq ”hWIProteins:gStructurevgFunctiongandg
BioinformaticsUI2011UIfhI upplIZYUIfcVhY 4.2 79

88 qssessingIproteinIloopIflexibilityIbyIhierarchicalIMonteIsarloIsamplingWIJournalgofgChemicalgTheoryg
andgComputationUI2011UIfUIZdecVZdfc 6.4 22

87 ±heIunzymeIvunctionIynitiativeWIBiochemistryUI2011UIdYUIhhdYVea 3.2 140

86 ±urningIaIproteinIkinaseIonIorIoffIfromIaIsingleIallostericIsiteIviaIdisulfideItrappingWIProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaUI2011UIZYgUIeYdeVeZ 11.5 108

85 ”hosphorylationIofItheIqrpaIsubunitIrelievesIautoVinhibitoryIinteractionsIforIqrpaXbIcomplexI
activationWIPLoSgComputationalgBiologyUI2011UIfUIeZYYaaae 5 14

84 qInewIviewIofItheIbacterialIcytosolIenvironmentWIPLoSgComputationalgBiologyUI2011UIfUIeZYYaYee 5 34
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