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m Paper IF Citations

204 TheJ−roteinJrataJpankXJNucleichAcidshResearchVJ2000VJ]fVJ]acWb] 20.1 24073

203 TheJtowζJuuidingJ−rinciplesJforJscientificJdataJmanagementJandJstewardshipXJScientifichDataVJ2016VJ
aVJ[dZZ[f 8.2 4154

202 TheJ−roteinJrataJpankXJActahCrystallographicahSectionhD:hBiologicalhCrystallographyVJ2002VJcfVJfggWgZe 1553

201 slli−rohJaJnewJstructureWbasedJtoolJforJtheJpredictionJofJantibodyJepitopesXJBMChBioinformaticsVJ
2008VJgVJc[b 3.6 667

200 TheJζqSpJ−roteinJrataJpankhJredesignedJwebJsiteJandJwebJservicesXJNucleichAcidshResearchVJ2011VJ
agVJrag]WbZ[ 20.1 461

199 TheJ−roteinJrataJpankJandJtheJchallengeJofJstructuralJgenomicsXJNaturehStructuralhBiologyVJ2000VJeJ
SupplVJgceWg 424

198 SuperTargetJandJ–atadorhJresourcesJforJexploringJdrugWtargetJrelationshipsXJNucleichAcidshResearchVJ
2008VJadVJrg[gW]] 20.1 416

197 TheJζqSpJ−roteinJrataJpankhJviewsJofJstructuralJbiologyJforJbasicJandJappliedJresearchJandJ
educationXJNucleichAcidshResearchVJ2015VJbaVJrabcWcd 20.1 375

196 TheJζqSpJ−roteinJrataJpankhJnewJresourcesJforJresearchJandJeducationXJNucleichAcidshResearchVJ
2013VJb[VJrbecWf] 20.1 371

195 wmmuneJepitopeJdatabaseJanalysisJresourceXJNucleichAcidshResearchVJ2012VJbZVJWc]cWaZ 20.1 322

194 vowJopenJscienceJhelpsJresearchersJsucceedXJELifeVJ2016VJcVJ 8.9 280

193 TheJζqSpJ−roteinJrataJpankhJaJredesignedJqueryJsystemJandJrelationalJdatabaseJbasedJonJtheJ
mmqwtJschemaXJNucleichAcidshResearchVJ2005VJaaVJr]aaWe 20.1 259

192 TheJζqSpJ−rpJinformationJportalJforJstructuralJgenomicsXJNucleichAcidshResearchVJ2006VJabVJraZ]Wc 20.1 249

191 wmmuneJepitopeJdatabaseJanalysisJresourceJRwsrpWoζSXJNucleichAcidshResearchVJ2008VJadVJWc[aWf 20.1 240

190 rrugJdiscoveryJusingJchemicalJsystemsJbiologyhJrepositioningJtheJsafeJmedicineJqomtanJtoJtreatJ
multiWdrugJandJextensivelyJdrugJresistantJtuberculosisXJPLoShComputationalhBiologyVJ2009VJcVJe[ZZZb]a 5 234

189 TheJ–olecularJpiologyJToolkitJR–pTShJaJmodularJplatformJforJdevelopingJmolecularJvisualizationJ
applicationsXJBMChBioinformaticsVJ2005VJdVJ][ 3.6 227

188 vistoryJofJbiologicalJmetalJutilizationJinferredJthroughJphylogenomicJanalysisJofJproteinJstructuresXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2010VJ[ZeVJ[ZcdeWe] 11.5 210
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187
retectingJevolutionaryJrelationshipsJacrossJexistingJfoldJspaceVJusingJsequenceJorderWindependentJ
profileWprofileJalignmentsXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofh
AmericaVJ2008VJ[ZcVJcbb[Wd

11.5 209

186 TheJ−roteinJrataJpankhJunifyingJtheJarchiveXJNucleichAcidshResearchVJ2002VJaZVJ]bcWf 20.1 208

185 rrugJdiscoveryJusingJchemicalJsystemsJbiologyhJidentificationJofJtheJproteinWligandJbindingJnetworkJ
toJexplainJtheJsideJeffectsJofJqsT−JinhibitorsXJPLoShComputationalhBiologyVJ2009VJcVJe[ZZZafe 5 200

184 StructuralJevolutionJofJtheJproteinJkinaseWlikeJsuperfamilyXJPLoShComputationalhBiologyVJ2005VJ[VJebg 5 191

183 –odernJproteomesJcontainJputativeJimprintsJofJancientJshiftsJinJtraceJmetalJgeochemistryXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2006VJ[ZaVJ[ef]]We 11.5 182

182 −hylogenyJdeterminedJbyJproteinJdomainJcontentXJProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericaVJ2005VJ[Z]VJaeaWf 11.5 174

181 −ζ·–wSqU·UShJaJdatabaseJforJnetworkWbasedJdrugWrepositioningXJNucleichAcidshResearchVJ2011VJagVJr[ZdZWd20.1 172

180 ™ovelJcomputationalJapproachesJtoJpolypharmacologyJasJaJmeansJtoJdefineJresponsesJtoJindividualJ
drugsXJAnnualhReviewhofhPharmacologyhandhToxicologyVJ2012VJc]VJad[Weg 17.9 168

179 rrugJoffWtargetJeffectsJpredictedJusingJstructuralJanalysisJinJtheJcontextJofJaJmetabolicJnetworkJ
modelXJPLoShComputationalhBiologyVJ2010VJdVJe[ZZZgaf 5 165

178 piodiversityJdataJshouldJbeJpublishedVJcitedVJandJpeerJreviewedXJTrendshinhEcologyhandhEvolutionVJ
2013VJ]fVJbcbWd[ 10.9 157

177 −reWcalculatedJproteinJstructureJalignmentsJatJtheJζqSpJ−rpJwebsiteXJBioinformaticsVJ2010VJ]dVJ]gfaWc 7.2 156

176 ontibodyWproteinJinteractionshJbenchmarkJdatasetsJandJpredictionJtoolsJevaluationXJBMChStructuralh
BiologyVJ2007VJeVJdb 2.7 151

175 SuperTargetJgoesJquantitativehJupdateJonJdrugWtargetJinteractionsXJNucleichAcidshResearchVJ2012VJ
bZVJr[[[aWe 20.1 139

174 oJmachineJlearningWbasedJmethodJtoJimproveJdockingJscoringJfunctionsJandJitsJapplicationJtoJdrugJ
repurposingXJJournalhofhChemicalhInformationhandhModelingVJ2011VJc[VJbZfW[g 6.1 138

173 pioxavahJanJopenWsourceJframeworkJforJbioinformaticsJinJ]Z[]XJBioinformaticsVJ2012VJ]fVJ]dgaWc 7.2 136

172 rrugJdiscoveryJusingJchemicalJsystemsJbiologyhJweakJinhibitionJofJmultipleJkinasesJmayJcontributeJ
toJtheJantiWcancerJeffectJofJnelfinavirXJPLoShComputationalhBiologyVJ2011VJeVJe[ZZ]Zae 5 126

171 −rogressJwithJcovalentJsmallWmoleculeJkinaseJinhibitorsXJDrughDiscoveryhTodayVJ2018VJ]aVJe]eWeac 8.8 120

170 StructureWbasedJsystemsJbiologyJforJanalyzingJoffWtargetJbindingXJCurrenthOpinionhinhStructuralh
BiologyVJ2011VJ][VJ[fgWgg 8.1 116

(2011-2008)
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169
™aturalJlanguageJprocessingJofJsymptomsJdocumentedJinJfreeWtextJnarrativesJofJelectronicJhealthJ
recordshJaJsystematicJreviewXJJournalhofhthehAmericanhMedicalhInformaticshAssociation:hJAMIAVJ2019VJ
]dVJadbWaeg

8.6 112

168 –acromolecularJqrystallographicJwnformationJtileXJMethodshinhEnzymologyVJ1997VJ]eeVJce[WgZ 1.7 111

167 oJrobustJandJefficientJalgorithmJforJtheJshapeJdescriptionJofJproteinJstructuresJandJitsJapplicationJ
inJpredictingJligandJbindingJsitesXJBMChBioinformaticsVJ2007VJfJSupplJbVJSg 3.6 96

166 TheJdistributionJandJqueryJsystemsJofJtheJζqSpJ−roteinJrataJpankXJNucleichAcidshResearchVJ2004VJa]VJr]]aWc20.1 95

165 TheJproteinJkinaseJresourceXJTrendshinhBiochemicalhSciencesVJ1997VJ]]VJbbbWd 10.3 89

164 −artitioningJproteinJstructuresJintoJdomainshJwhyJisJitJsoJdifficultmXJJournalhofhMolecularhBiologyVJ
2006VJad[VJcd]WgZ 6.5 88

163 vomologyJmodelingXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJcZgW]a 88

162 qsW–qhJaJmultipleJproteinJstructureJalignmentJserverXJNucleichAcidshResearchVJ2004VJa]VJW[ZZWa 20.1 85

161 TheJ–ycobacteriumJtuberculosisJdrugomeJandJitsJpolypharmacologicalJimplicationsXJPLoSh
ComputationalhBiologyVJ2010VJdVJe[ZZZged 5 82

160 pigJrataJSciencehJ·pportunitiesJandJqhallengesJtoJoddressJ–inorityJvealthJandJvealthJrisparitiesJ
inJtheJ][stJqenturyXJEthnicityhandhDiseaseVJ2017VJ]eVJgcW[Zd 1.8 81

159 onJalternativeJviewJofJproteinJfoldJspaceXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2000VJafVJ]beW]dZ4.2 78

158 oJunifiedJstatisticalJmodelJtoJsupportJlocalJsequenceJorderJindependentJsimilarityJsearchingJforJ
ligandWbindingJsitesJandJitsJapplicationJtoJgenomeWbasedJdrugJdiscoveryXJBioinformaticsVJ2009VJ]cVJiaZcW[]7.2 76

157 −erspectivehJSustainingJtheJbigWdataJecosystemXJNatureVJ2015VJc]eVJS[dWe 50.4 74

156 wnJsilicoJelucidationJofJtheJmolecularJmechanismJdefiningJtheJadverseJeffectJofJselectiveJestrogenJ
receptorJmodulatorsXJPLoShComputationalhBiologyVJ2007VJaVJe][e 5 70

155 βuantifyingJreproducibilityJinJcomputationalJbiologyhJtheJcaseJofJtheJtuberculosisJdrugomeXJPLoSh
ONEVJ2013VJfVJefZ]ef 3.7 69

154 Sqws™TwtwqJq·––U™wTYXJ−reprintsJforJtheJlifeJsciencesXJScienceVJ2016VJac]VJfggWgZ[ 33.3 68

153 sxploitingJsequenceJandJstructureJhomologsJtoJidentifyJproteinWproteinJbindingJsitesXJProteins:h
StructurevhFunctionhandhBioinformaticsVJ2006VJd]VJdaZWbZ 4.2 67

152 SToζYmmqwthJanJontologyJforJmacromolecularJstructureXJBioinformaticsVJ2000VJ[dVJ[cgWdf 7.2 67
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151 reterminingJqysteinesJovailableJforJqovalentJwnhibitionJocrossJtheJvumanJyinomeXJJournalhofh
MedicinalhChemistryVJ2017VJdZVJ]fegW]ffg 8.3 66

150 ζaloxifeneJattenuatesJ−seudomonasJaeruginosaJpyocyaninJproductionJandJvirulenceXJInternationalh
JournalhofhAntimicrobialhAgentsVJ2012VJbZVJ]bdWc[ 14.3 65

149 WillJaJbiologicalJdatabaseJbeJdifferentJfromJaJbiologicalJjournalmXJPLoShComputationalhBiologyVJ2005VJ
[VJ[egWf[ 5 65

148 oJsystematicJreviewJofJnaturalJlanguageJprocessingJandJtextJminingJofJsymptomsJfromJelectronicJ
patientWauthoredJtextJdataXJInternationalhJournalhofhMedicalhInformaticsVJ2019VJ[]cVJaeWbd 5.3 65

147 TheJevolutionaryJhistoryJofJproteinJdomainsJviewedJbyJspeciesJphylogenyXJPLoShONEVJ2009VJbVJefaef 3.7 63

146 oJmultidimensionalJstrategyJtoJdetectJpolypharmacologicalJtargetsJinJtheJabsenceJofJstructuralJandJ
sequenceJhomologyXJPLoShComputationalhBiologyVJ2010VJdVJe[ZZZdbf 5 61

145 toldJrecognitionJmethodsXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJc]cWbd 58

144 S–o−WWShJaJparallelJwebJserviceJforJstructuralJproteomeWwideJligandWbindingJsiteJcomparisonXJ
NucleichAcidshResearchVJ2010VJafVJWbb[Wb 20.1 53

143 svidenceJforJtreatmentJwithJestradiolJforJwomenJwithJSoζSWqoVW]JinfectionXJBMChMedicineVJ2020VJ
[fVJadg 11.4 53

142 TheJ™wvJpigJrataJtoJynowledgeJRpr]ySJinitiativeXJJournalhofhthehAmericanhMedicalhInformaticsh
Association:hJAMIAVJ2015VJ]]VJ[[[b 8.6 51

141 tunctionalJcoverageJofJtheJhumanJgenomeJbyJexistingJstructuresVJstructuralJgenomicsJtargetsVJandJ
homologyJmodelsXJPLoShComputationalhBiologyVJ2005VJ[VJea[ 5 51

140 ·utcomeJofJaJworkshopJonJarchivingJstructuralJmodelsJofJbiologicalJmacromoleculesXJStructureVJ
2006VJ[bVJ[][[We 5.2 49

139 TowardsJstructuralJsystemsJpharmacologyJtoJstudyJcomplexJdiseasesJandJpersonalizedJmedicineXJ
PLoShComputationalhBiologyVJ2014VJ[ZVJe[ZZaccb 5 47

138 varnessingJpigJrataJforJSystemsJ−harmacologyXJAnnualhReviewhofhPharmacologyhandhToxicologyVJ
2017VJceVJ]bcW]d] 17.9 45

137 qloudJcomputingJapplicationsJforJbiomedicalJsciencehJoJperspectiveXJPLoShComputationalhBiologyVJ
2018VJ[bVJe[ZZd[bb 5 42

136 wsrpWarhJstructuralJdataJwithinJtheJimmuneJepitopeJdatabaseXJNucleichAcidshResearchVJ2011VJagVJr[[dbWeZ20.1 42

135 srabutoxinJbXJwnitialJproteinJrefinementJandJsequenceJanalysisJatJZX[bZWnmJresolutionXJFEBShJournalVJ
1985VJ[caVJc][We 42

134 rrugJrepurposingJtoJtargetJsbolaJvirusJreplicationJandJvirulenceJusingJstructuralJsystemsJ
pharmacologyXJBMChBioinformaticsVJ2016VJ[eVJgZ 3.6 41

(2016-2017)
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133 SystemsJbiologyJofJtheJstructuralJproteomeXJBMChSystemshBiologyVJ2016VJ[ZVJ]d 3.5 39

132 TheJqoTvJdomainJstructureJdatabaseXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJ]bgWe[ 39

131 zimitationsJofJobJinitioJpredictionsJofJpeptideJbindingJtoJ–vqJclassJwwJmoleculesXJPLoShONEVJ2010VJcVJeg]e]3.7 39

130 spitopeViewerhJaJxavaJapplicationJforJtheJvisualizationJandJanalysisJofJimmuneJepitopesJinJtheJ
wmmuneJspitopeJratabaseJandJonalysisJζesourceJRwsrpSXJImmunomehResearchVJ2007VJaVJa 37

129 SystematicJdetectionJofJinternalJsymmetryJinJproteinsJusingJqsWSymmXJJournalhofhMolecularhBiologyVJ
2014VJb]dVJ]]ccWdf 6.5 35

128 qonservedJkeyJaminoJacidJpositionsJRqyoo−sSJderivedJfromJtheJanalysisJofJcommonJsubstructuresJ
inJproteinsXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2001VJb]VJ[bfWda 4.2 34

127 onJontologyJforJimmuneJepitopeshJapplicationJtoJtheJdesignJofJaJbroadJscopeJdatabaseJofJimmuneJ
reactivitiesXJImmunomehResearchVJ2005VJ[VJ] 32

126 relineationJofJ−olypharmacologyJacrossJtheJvumanJStructuralJyinomeJUsingJaJtunctionalJSiteJ
wnteractionJtingerprintJopproachXJJournalhofhMedicinalhChemistryVJ2016VJcgVJba]dWb[ 8.3 31

125 revelopingJmultiWtargetJtherapeuticsJtoJfineWtuneJtheJevolutionaryJdynamicsJofJtheJcancerJ
ecosystemXJFrontiershinhPharmacologyVJ2015VJdVJ]Zg 5.6 30

124 SuperimposehJaJarJstructuralJsuperpositionJserverXJNucleichAcidshResearchVJ2008VJadVJWbeWcb 20.1 30

123 ™othingJaboutJproteinJstructureJclassificationJmakesJsenseJexceptJinJtheJlightJofJevolutionXJCurrenth
OpinionhinhStructuralhBiologyVJ2009VJ[gVJa]gWab 8.1 29

122 StructuralJanalysisJofJpolarizingJindelshJanJemergingJconsensusJonJtheJrootJofJtheJtreeJofJlifeXJ
BiologyhDirectVJ2009VJbVJaZ 7.2 27

121 TheJoriginJofJaJderivedJsuperkingdomhJhowJaJgramWpositiveJbacteriumJcrossedJtheJdesertJtoJ
becomeJanJarchaeonXJBiologyhDirectVJ2011VJdVJ[d 7.2 26

120 piozithJintegratingJbiologicalJliteratureJwithJdatabasesXJNucleichAcidshResearchVJ2008VJadVJWafcWg 20.1 26

119 ζethinkingJproteasomeJevolutionhJtwoJnovelJbacterialJproteasomesXJJournalhofhMolecularhEvolutionVJ
2008VJddVJbgbWcZb 3.1 26

118 TowardJeffectiveJsoftwareJsolutionsJforJbigJbiologyXJNaturehBiotechnologyVJ2015VJaaVJdfdWe 44.5 25

117 WiggleWpredictingJfunctionallyJflexibleJregionsJfromJprimaryJsequenceXJPLoShComputationalhBiologyVJ
2006VJ]VJegZ 5 25

116 TheJ−roteinJrataJpankJ2003VJafgWbZc 24
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115 −eptideJidentificationJbyJdatabaseJsearchJofJmixtureJtandemJmassJspectraXJMolecularhandhCellularh
ProteomicsVJ2011VJ[ZVJ–[[[XZ[ZZ[e 7.6 23

114 wnstitutionalJ−rofilehJUniversityJofJqaliforniaJSanJriegoJ−harmacogenomicsJsducationJ−rogramJ
R−harmuensdâ�¢ShJbridgingJtheJgapJbetweenJscienceJandJpracticeXJPharmacogenomicsVJ2011VJ[]VJ[bgWca 2.6 23

113 qomputationalJbiologyJresourcesJlackJpersistenceJandJusabilityXJPLoShComputationalhBiologyVJ2008VJ
bVJe[ZZZ[ad 5 23

112 ZetaJwnhibitoryJ−eptideJrisruptsJslectrostaticJwnteractionsJThatJ–aintainJotypicalJ−roteinJyinaseJqJ
inJwtsJoctiveJqonformationJonJtheJScaffoldJpd]XJJournalhofhBiologicalhChemistryVJ2015VJ]gZVJ][fbcWcd 5.4 22

111 wnsightsJintoJtheJbindingJmodeJofJ–syJtypeWwwwJinhibitorsXJoJstepJtowardsJdiscoveringJandJdesigningJ
allostericJkinaseJinhibitorsJacrossJtheJhumanJkinomeXJPLoShONEVJ2017VJ[]VJeZ[eggad 3.7 22

110 ontibacterialJmechanismsJidentifiedJthroughJstructuralJsystemsJpharmacologyXJBMChSystemsh
BiologyVJ2013VJeVJ[Z] 3.5 20

109 ochievementsJandJchallengesJinJstructuralJbioinformaticsJandJcomputationalJbiophysicsXJ
BioinformaticsVJ2015VJa[VJ[bdWcZ 7.2 20

108 oJnewJscoringJfunctionJandJassociatedJstatisticalJsignificanceJforJstructureJalignmentJbyJqsXJJournalh
ofhComputationalhBiologyVJ2004VJ[[VJefeWgg 1.7 20

107 wntrinsicJevaluationJofJtextJminingJtoolsJmayJnotJpredictJperformanceJonJrealisticJtasksXJPacifich
SymposiumhonhBiocomputinghPacifichSymposiumhonhBiocomputingVJ2008VJdbZWc[ 1.3 20

106 oJcomparativeJproteomicsJresourcehJproteinsJofJorabidopsisJthalianaXJGenomehBiologyVJ2003VJbVJζc[ 18.3 19

105 ossigningJnewJu·JannotationsJtoJproteinJdataJbankJsequencesJbyJcombiningJstructureJandJ
sequenceJhomologyXJProteins:hStructurevhFunctionhandhBioinformaticsVJ2005VJcfVJfccWdc 4.2 18

104 wzW[aJisJaJdriverJofJq·VwrW[gJseverityXJJCIhInsightVJ2021VJdVJ 9.9 18

103 qombinatorialJapproachJforJlargeWscaleJidentificationJofJlinkedJpeptidesJfromJtandemJmassJ
spectrometryJspectraXJMolecularhandhCellularhProteomicsVJ2014VJ[aVJ[[]fWad 7.6 17

102 TheJ−roteinJrataJpankJandJlessonsJinJdataJmanagementXJBriefingshinhBioinformaticsVJ2004VJcVJ]aWaZ 13.4 16

101 puildingJtheJbiomedicalJdataJscienceJworkforceXJPLoShBiologyVJ2017VJ[cVJe]ZZaZf] 9.7 16

100 –ixuthJspectralJprobabilitiesJforJmixtureJspectraJfromJmoreJthanJoneJpeptideXJMolecularhandh
CellularhProteomicsVJ2014VJ[aVJadffWge 7.6 15

99 WhatJdoJwJwantJfromJtheJpublisherJofJtheJfuturemXJPLoShComputationalhBiologyVJ2010VJdVJe[ZZZefe 5 15

98 TranslationalJvealthJrisparitiesJζesearchJinJaJrataWζichJWorldXJHealthhEquityVJ2019VJaVJcffWdZZ 3.1 15

(2019-2011)
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97 TheJSmallJ˛†WparrelJromainhJoJSurveyWpasedJStructuralJonalysisXJStructureVJ2019VJ]eVJdW]d 5.2 15

96 dqonsensushJaJtoolJforJdisplayingJdomainJassignmentsJbyJmultipleJstructureWbasedJalgorithmsJandJ
forJconstructionJofJaJconsensusJassignmentXJBMChBioinformaticsVJ2010VJ[[VJa[Z 3.6 14

95 TheJencyclopediaJofJlifeJprojecthJuridJsoftwareJandJdeploymentXJNewhGenerationhComputingVJ2004VJ
]]VJ[]eW[ad 0.9 14

94 −roteinJstructureJresourcesXJActahCrystallographicahSectionhD:hBiologicalhCrystallographyVJ2002VJcfVJgZfW[c 14

93 onalyzingJtheJsymmetricalJarrangementJofJstructuralJrepeatsJinJproteinsJwithJqsWSymmXJPLoSh
ComputationalhBiologyVJ2019VJ[cVJe[ZZdfb] 5 13

92 StructuralJwnsightsJintoJqharacterizingJpindingJSitesJinJspidermalJurowthJtactorJζeceptorJyinaseJ
–utantsXJJournalhofhChemicalhInformationhandhModelingVJ2019VJcgVJbcaWbd] 6.1 13

91 qoS−JandJqotoS−JexperimentsJandJtheirJfindingsXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJcZ[We 13

90 qomputationalJ−redictionJofJ−otentialJwnhibitorsJofJtheJ–ainJ−roteaseJofJSoζSWqoVW]XJFrontiershinh
ChemistryVJ2020VJfVJcgZ]da 5 12

89 StructuralJβualityJossuranceXJMethodshofhBiochemicalhAnalysisVJ2005VJ]eaWaZa 11

88 qonWStructJ–aphJaJcomparativeJcontactJmapJanalysisJtoolXJBioinformaticsVJ2007VJ]aVJ]bg[W] 7.2 10

87 ζqSpJ−rpJ–obilehJi·SJandJondroidJmobileJappsJtoJprovideJdataJaccessJandJvisualizationJtoJtheJ
ζqSpJ−roteinJrataJpankXJBioinformaticsVJ2015VJa[VJ[]dWe 7.2 9

86 TheJ−rpJtormatVJmmqwtJtormatsVJandJ·therJrataJtormatsXJMethodshofhBiochemicalhAnalysisVJ2005VJ[cgW[eg 9

85 onalysisJofJtheJhumanJkinomeJusingJmethodsJincludingJfoldJrecognitionJrevealsJtwoJnovelJkinasesXJ
PLoShONEVJ2008VJaVJe[cge 3.7 9

84 ontiWinfectiousJdrugJrepurposingJusingJanJintegratedJchemicalJgenomicsJandJstructuralJsystemsJ
biologyJapproachXJPacifichSymposiumhonhBiocomputinghPacifichSymposiumhonhBiocomputingVJ2014VJ[adWbe 1.3 9

83 outhorJresponsehJvowJopenJscienceJhelpsJresearchersJsucceedJ2016VJ 9

82
StructuralJwnsightsJintoJtheJpindingJ–odesJofJViralJζ™oWrependentJζ™oJ−olymerasesJUsingJaJ
tunctionWSiteJwnteractionJtingerprintJ–ethodJforJζ™oJVirusJrrugJriscoveryXJJournalhofhProteomeh
ResearchVJ2020VJ[gVJbdgfWbeZc

5.6 9

81 pioxavaW–odtinderhJidentificationJofJproteinJmodificationsJinJarJstructuresJfromJtheJ−roteinJrataJ
pankXJBioinformaticsVJ2017VJaaVJ]ZbeW]Zbg 7.2 8

80 retectionJofJcircularJpermutationsJwithinJproteinJstructuresJusingJqsWq−XJBioinformaticsVJ2015VJa[VJ[a[dWf7.2 8
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79 wJamJnotJaJscientistVJwJamJaJnumberXJPLoShComputationalhBiologyVJ2008VJbVJe[ZZZ]be 5 8

78 vighWthroughputJidentificationJofJinteractingJproteinWproteinJbindingJsitesXJBMChBioinformaticsVJ
2007VJfVJ]]a 3.6 8

77 StructuralJbioinformaticsJinJdrugJdiscoveryXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJbeeWge 8

76 resignJandJimplementationJofJaJcollaborativeJmolecularJgraphicsJenvironmentXJJournalhofh
MolecularhGraphicshandhModellingVJ2001VJ[gVJ]fZWeVJadgWea 2.8 8

75 WillJwidgetsJandJsemanticJtaggingJchangeJcomputationalJbiologymXJPLoShComputationalhBiologyVJ
2010VJdVJe[ZZZdea 5 7

74 qobwebhJaJxavaJappletJforJnetworkJexplorationJandJvisualisationXJBioinformaticsVJ2011VJ]eVJ[e]cWd 7.2 7

73 wntegrationJofJopenJaccessJliteratureJintoJtheJζqSpJ−roteinJrataJpankJusingJpiozitXJBMCh
BioinformaticsVJ2010VJ[[VJ]]Z 3.6 7

72 SaveJtheJtreeJofJlifeJorJgetJlostJinJtheJwoodsXJBiologyhDirectVJ2010VJcVJbb 7.2 7

71 obJinitioJmethodsXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJcbeWce 7

70 −redictionJinJ[rhJSecondaryJStructureVJ–embraneJvelicesVJandJoccessibilityXJMethodshofhBiochemicalh
AnalysisVJ2005VJccgWcfe 7

69 onnouncementJofJtheJpioSyncJwebJsiteXJNaturehStructuralhBiologyVJ2001VJfVJdda 7

68 –ultiscaleJmodelingJofJtheJcausalJfunctionalJrolesJofJnsS™−sJinJaJgenomeWwideJassociationJstudyhJ
applicationJtoJhypoxiaXJBMChGenomicsVJ2013VJ[bJSupplJaVJSg 4.5 6

67 TheJevolutionJofJtheJζqSpJ−roteinJrataJpankJwebsiteXJWileyhInterdisciplinaryhReviews:h
ComputationalhMolecularhScienceVJ2011VJ[VJef]Wefg 7.9 6

66 βualityJassuranceJforJtheJqueryJandJdistributionJsystemsJofJtheJζqSpJ−roteinJrataJpankXJDatabase:h
thehJournalhofhBiologicalhDatabaseshandhCurationVJ2011VJ]Z[[VJbarZZa 5 6

65 oJturnWkeyJapproachJforJlargeWscaleJidentificationJofJcomplexJposttranslationalJmodificationsXJ
JournalhofhProteomehResearchVJ2014VJ[aVJ[[gZWg 5.6 5

64 zetQsJ–akeJuenderJriversityJinJrataJScienceJaJ−riorityJζightJfromJtheJStartXJPLoShBiologyVJ2015VJ[aVJe[ZZ]]Zd9.7 5

63 ζealWworldJevidenceJforJimprovedJoutcomesJwithJhistamineJantagonistsJandJaspirinJinJ]]VcdZJ
q·VwrW[gJpatientsXJSignalhTransductionhandhTargetedhTherapyVJ2021VJdVJ]de 21 5

62 StructuralJbiologyJmeetsJdataJsciencehJdoesJanythingJchangemXJCurrenthOpinionhinhStructuralhBiologyVJ
2018VJc]VJgcW[Z] 8.1 5

(2018-2008)
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61 TheJUrfoldhJStructuralJsimilarityJjustJaboveJtheJsuperfoldJlevelmXJProteinhScienceVJ2019VJ]fVJ][[gW][]d 6.3 4

60 r·wsJforJrwq·–JrawJimageshJenablingJscienceJreproducibilityXJRadiologyVJ2015VJ]ecVJaWb 20.5 4

59 ζeceptorJdatabasesJandJcomputationalJwebsitesJforJligandJbindingXJMethodshinhMolecularhBiologyVJ
2012VJfgeVJ[W[a 1.4 4

58 −redictingJtheJ−olypharmacologyJofJrrugshJwdentifyingJ™ewJUsesJthroughJqhemoinformaticsVJ
StructuralJwnformaticsVJandJ–olecularJ–odelingWpasedJopproachesJ2012VJ[daW]Zc 4

57 −redictionJofJ−roteinW−roteinJwnteractionsJfromJsvolutionaryJwnformationXJMethodshofhBiochemicalh
AnalysisVJ2005VJbZgWb]d 4

56 slectrostaticJwnteractionsXJMethodshofhBiochemicalhAnalysisVJ2005VJb]eWbbZ 4

55 qyoo−sJrphJaJconservedJkeyJaminoJacidJpositionsJdatabaseXJNucleichAcidshResearchVJ2001VJ]gVJa]gWa[ 20.1 4

54 StructureJofJaJpotentJneuromuscularJblockingJagenthJqaracurineWwwJdimethochlorideJoctahydrateVJ
[qbZvbb™b·]]]U´•]qwâ��´•fv]·XJJournalhofhCrystallographichandhSpectroscopichResearchVJ1985VJ[cVJbcaWbe[ 4

53 TheJstructureJandJheavyWmetalWionWbindingJsitesJofJhorseJspleenJapoferritinXJBiochemicalhSocietyh
TransactionsVJ1980VJfVJdcbWc 5.1 4

52 w™Tζw™SwqJsVozUoTw·™J·tJTsXTJ–w™w™uJT··zSJ–oYJ™·TJ−ζsrwqTJ−sζt·ζ–o™qsJ·™J
ζsozwSTwqJToSySJ2007VJ 4

51 wsJLbioinformaticsLJdeadmXJPLoShBiologyVJ2021VJ[gVJeaZZ[[dc 9.7 4

50
ζevealingJocquiredJζesistanceJ–echanismsJofJyinaseWTargetedJrrugsJUsingJanJonWtheWtlyVJ
tunctionWSiteJwnteractionJtingerprintJopproachXJJournalhofhChemicalhTheoryhandhComputationVJ2020VJ
[dVJa[c]Wa[d[

6.4 3

49 qoarseWgrainingJtheJelectrostaticJpotentialJviaJdistributedJmultipoleJexpansionsXJComputerhPhysicsh
CommunicationsVJ2011VJ[f]VJ[bccW[bd] 4.2 3

48 –acromolecularJstructureJdatabaseshJpastJprogressJandJfutureJchallengesXJActahCrystallographicah
SectionhD:hBiologicalhCrystallographyVJ1998VJcbVJ[ZfcWgb 3

47 ζesolvingJaJdistributionJofJchargeJintoJintrinsicJmultipoleJmomentshJaJrankwiseJdistributedJ
multipoleJanalysisXJPhysicalhReviewhEVJ2008VJefVJZdddZ[ 2.4 3

46 wnferringJ−roteinJtunctionJfromJStructureXJMethodshofhBiochemicalhAnalysisVJ2005VJafeWbZe 3

45 –acromolecularJStructureJreterminationJbyJ™–ζJSpectroscopyXJMethodshofhBiochemicalhAnalysisVJ
2005VJfgW[[a 3

44 TheJ−roteinJrataJpankXJMethodshofhBiochemicalhAnalysisVJ2005VJ[f[W[gf 3

Philip E Bourne
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43 TheJ™ewJpiologyJandJtheJuridgZeWg]] 3

42 wdentifyingJStructuralJromainsJinJ−roteinsXJMethodshofhBiochemicalhAnalysisVJ2005VJadcWafc 3

41 SecondaryJStructureJossignmentXJMethodshofhBiochemicalhAnalysisVJ2005VJaagWada 3

40 StructuralJsvolutionJofJtheJ−roteinJyinaseWzikeJSuperfamilyXJPLoShComputationalhBiologyVJ2005VJ
preprintVJebg 5 3

39 oJpirdsWsyeJRζeSViewJofJocidWSuppressionJrrugsVJq·VwrW[gVJandJtheJvighlyJVariableJziteratureXJ
FrontiershinhPharmacologyVJ2021VJ[]VJeZZeZa 5.6 3

38 ShouldJbiomedicalJresearchJbeJlikeJoirbnbmXJPLoShBiologyVJ2017VJ[cVJe]ZZ[f[f 9.7 2

37 o™TwWw™tsqTw·USJrζUuJζs−Uζ−·Sw™uJUSw™uJo™Jw™TsuζoTsrJqvs–wqozJus™·–wqSJo™rJ
STζUqTUζozJSYSTs–SJpw·z·uYJo−−ζ·oqvJ2013VJ 2

36 refiningJpioinformaticsJandJStructuralJpioinformaticsXJMethodshofhBiochemicalhAnalysisVJ2005VJ[W[b 2

35 tundamentalsJofJ−roteinJStructureXJMethodshofhBiochemicalhAnalysisVJ2005VJ[cWag 2

34 StatisticalJandJvisualJmorphJmovieJanalysisJofJcrystallographicJmutantJselectionJbiasJinJproteinJ
mutationJresourceJdataXJJournalhofhBioinformaticshandhComputationalhBiologyVJ2004VJ]VJd[Wec 1 2

33 StructuralJuenomicsXJMethodshofhBiochemicalhAnalysisVJ2005VJcfgWd[] 2

32 qoS−JandJqotoS−JsxperimentsJandJTheirJtindingsXJMethodshofhBiochemicalhAnalysisVJ2005VJbggWcZe 2

31 −rinciplesJandJ–ethodsJofJrockingJandJzigandJresignXJMethodshofhBiochemicalhAnalysisVJ2005VJbb[Wbed 2

30 revelopmentJofJwnternetWbasedJmultimediaJapplicationsXJTrendshinhBiochemicalhSciencesVJ1999VJ]bVJa][Wb 10.3 2

29 −ζ·™UqhJaJsoftwareJpackageJforJtheJanalysisJofJproteinJandJnucleicJacidJsequencesXJComputerh
MethodshandhProgramshinhBiomedicineVJ1987VJ]bVJ]eWad 6.9 2

28 SelectingJaJprocessorJforJcomputationsJinJmolecularJbiophysicsXJComputershinhBiologyhandhMedicineVJ
1988VJ[fVJab[Wg 7 2

27 StructureJcomparisonJandJalignmentXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJa][Wae 2

26 qommunicationJofJscientificJinformationhJisJitJtimeJtoJreassessmXJClinicalhChemistryVJ2013VJcgVJdZbW[[ 5.5 1

(2013-)
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25 uenomeJsvolutionJStudiedJThroughJ−roteinJStructureJ2010VJ[caW[db 1

24 StructureJqomparisonJandJolignmentXJMethodshofhBiochemicalhAnalysisVJ2005VJa][Waae 1

23 qomputationalJaspectsJofJhighWthroughputJcrystallographicJmacromolecularJstructureJ
determinationXJMethodshofhBiochemicalhAnalysisVJ2003VJbbVJecWfe 1

22 tundamentalsJofJr™oJandJζ™oJStructureXJMethodshofhBiochemicalhAnalysisVJ2005VJb[Wea 1

21 –olecularJVisualizationXJMethodshofhBiochemicalhAnalysisVJ2005VJ[acW[cf 1

20 TheJ™ucleicJocidJratabaseXJMethodshofhBiochemicalhAnalysisVJ2005VJ[ggW][d 1

19 ollWotomJqontactshJoJ™ewJopproachJtoJStructureJValidationXJMethodshofhBiochemicalhAnalysisVJ2005VJaZcWa]Z 1

18 oJq−UJbenchmarkJforJproteinJcrystallographicJrefinementXJComputershinhBiologyhandhMedicineVJ1990VJ
]ZVJ][gWaZ 7 1

17 revelopingJinternationalJopenJscienceJcollaborationshJtunderJreflectionsJonJtheJ·penJScienceJ
−rizeXJPLoShBiologyVJ2017VJ[cVJe]ZZ]d[e 9.7 1

16 ·verviewJofJqurrentJTypeJwYwwJyinaseJwnhibitorsJ2020VJ[aW]f 1

15 wnsightsJintoJtheJbindingJmodeJofJ–syJtypeWwwwJinhibitorsXJoJstepJtowardsJdiscoveringJandJdesigningJ
allostericJkinaseJinhibitorsJacrossJtheJhumanJkinome 1

14 TheJSmallJ˛†WbarrelJromainhJoJSurveyWbasedJStructuralJonalysis 1

13 onalyzingJtheJsymmetricalJarrangementJofJstructuralJrepeatsJinJproteinsJwithJqsWSymm 1

12 zifeJisJthreeWdimensionalVJandJitJbeginsJwithJmoleculesXJPLoShBiologyVJ2017VJ[cVJe]ZZ]Zb[ 9.7 1

11 TenJsimpleJrulesJforJwritingJscientificJopWedJarticlesXJPLoShComputationalhBiologyVJ2020VJ[dVJe[ZZf[fe 5 1

10 wnformaticsWenabledJcitizenJscienceJtoJadvanceJhealthJequityXJJournalhofhthehAmericanhMedicalh
InformaticshAssociation:hJAMIAVJ2021VJ]fVJ]ZZgW]Z[] 8.6 1

9 TheJreamingJofJlifehJbasedJonJtheJ]Z[ZJximJurayJeScienceJowardJzectureXJConcurrencyhComputationh
PracticehandhExperienceVJ2013VJ]cVJbbcWbca 1.4 0

8 −roteinJStructureJsvolutionJandJtheJScopJratabaseXJMethodshofhBiochemicalhAnalysisVJ2005VJ]aeW]bf 0
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7 ·therJStructureWpasedJratabasesXJMethodshofhBiochemicalhAnalysisVJ2005VJ][eW]ad

6 ·verviewJofJStructuralJpioinformaticsJ2005VJ[cWbb

5 −roteinJrataJζesourcesJ2004VJbefWbfa

4 tunctionalJqoverageJofJtheJvumanJuenomeJbyJsxistingJStructuresVJStructuralJuenomicsJTargetsJ
andJvomologyJ–odelsXJPLoShComputationalhBiologyVJ2005VJpreprintVJea[ 5

3 wnJSilicoJslucidationJofJtheJ–olecularJ–echanismJrefiningJtheJodverseJsffectJofJSelectiveJsstrogenJ
ζeceptorJ–odulatorsXJPLoShComputationalhBiologyVJ2005VJpreprintVJe][e 5

2 rigitalJresearchYanalogJpublishingJâ��JoneJscientistQsJviewXJSerialsVJ2011VJ]bVJ[[gW[]]

1 riscrepanciesJinJpurifiedJandJcellularJ−y–˛¶JinhibitionJprofilesJinvalidateJitsJproposedJroleJasJaJ
mediatorJofJmemoryXJFASEBhJournalVJ2012VJ]dVJedfXc 0.9
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