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72 wnalysesLofLnonbcodingLsomaticLdriversLinLgalkn´ cancerLwholeLgenomescLNatureaL2020aLkmnaLfegbfff 50.4 220

71
POL–LandLPOLzfLmutationsLinLkgoLkindredLwithLfamilialLcolorectalLcancerLanddorLpolyposispLreviewL
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GastroenterologyaL2015aLfioaLklhbl 13.3 75
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57 PathwayLandLnetworkLanalysisLofLmoreLthanLgkeeLwholeLcancerLgenomescLNaturegCommunicationsaL
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proteinbproteinLinterfacescLBioinformaticsaL2015aLhfaLghombo 7.2 31
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aLnovelLtheoreticalLmodelLbasedLonLmolecularLdynamicLsimulationscLColloidsgandgSurfacesgB:g
BiointerfacesaL2014aLfflaLmgebl
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45 ValidationLofLaLmutantLofLtheLporebformingLtoxinLsticholysinbILforLtheLconstructionLofL
proteinasebactivatedLimmunotoxinscLProteingEngineeringvgDesigngandgSelectionaL2011aLgiaLinkboh 1.9 19

44 –lucidatingLtheLmolecularLbasisLofLMSégbdeficientLtumorsLbyLcombinedLgermlineLandLsomaticL
analysiscLInternationalgJournalgofgCanceraL2017aLfifaLfhlkbfhne 7.5 18
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42 yombinedLburdenLandLfunctionalLimpactLtestsLforLcancerLdriverLdiscoveryLusingLzriverPowercL
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39 SomaticL–mbryonicL G RgLMutationsLin´ KeratinocyticL–pidermalLNevicLJournalgofgInvestigativeg
DermatologyaL2016aLfhlaLfmfnbfmgf 4.3 15
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substitutionsLinLtheLsubstratebbindingLpocketcLFEBSgJournalaL2010aLgmmaLhinobkef 5.7 14

37 NewLparameterizationLapproachesLofLtheLLI–LmethodLtoLimproveLfreeLenergyLcalculationsLofL
PlmIIbInhibitorsLcomplexescLJournalgofgComputationalgChemistryaL2010aLhfaLgmghbhi 3.5 14

36
NewLaspectsLconcerningLtoLtheLcharacterizationLandLtheLrelationshipLwithLtheLimmuneLresponseLinL
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35
 lgMLantibsigmaLfactorspLidentificationLofLnovelLmembersLofLtheLfamilyaLevolutionaryLanalysisaL
homologyLmodelingaLandLanalysisLofLsequencebstructurebfunctionLrelationshipscLJournalgofg
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2 13

34 SubstitutionLofLwspbheoLbyLwsnLinLtheLwrgbwspbProLTRzPULmotifLofLwcetobacterLdiazotrophicusL
levansucraseLaffectsLsucroseLhydrolysisaLbutLnotLenzymeLspecificitycLBiochemicalgJournalaL1999aLhhmaLkeh 3.8 13

33 GermlineLvariationLinLObmethylguaninebzNwLmethyltransferaseLTMGMTULasLcauseLofLhereditaryL
colorectalLcancercLCancergLettersaL2019aLiimaLnlbog 9.9 12

32 TwoLaspartateLresiduesLatLtheLputativeLpfeLsubunitLofLaLtypeLIILmetacaspaseLfromLNicotianaL
tabacumLLcLmayLcontributeLtoLtheLsubstratebbindingLpocketcLPlantaaL2014aLghoaLfimble 4.7 12
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–videnceLforLantimicrobialLandLanticancerLactivityLofLpituitaryLadenylateLcyclasebactivatingL
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therapeuticLagentLinLfishLandLhumanscLFishgandgShellfishgImmunologyaL2019aLnlaLkkobkme
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29  unctionalLanalysisLofLarchaealLMx fLbyLcomplementationLstudiesLinLyeastcLBiologygDirectaL2011aLlaLfn 7.2 10

28 wkirinsLinLseaLlicepLfirstLstepsLtowardsLaLdeeperLunderstandingcLExperimentalgParasitologyaL2013aLfhkaLfnnboo2.1 9

27 KinMutR pLaLrandomLforestLclassifierLofLsequenceLvariantsLinLtheLhumanLproteinLkinaseLsuperfamilycL
BMCgGenomicsaL2016aLfmLSupplLgaLhol 4.5 7

26 wKinMutbgpLIdentificationLandLInterpretationLofLPathogenicLVariantsLinLéumanLProteinLKinasescL
HumangMutationaL2016aLhmaLhlbig 4.7 7

25
StructureLofLtheLrecombinantLxPTIdKunitzbtypeLinhibitorLrShPIbfwLfromLtheLmarineLinvertebrateL
StichodactylaLhelianthuscLActagCrystallographicagSectiongF:gStructuralgBiologygCommunicationsaL2012aL
lnaLfgnoboh

7

24 TheLcattleLtickLantigenaLxmokaLexpressedLinLPichiaLpastorisLcontainsLshortLchainsLofLNbLandL
ObglycanscLArchivesgofgBiochemistrygandgBiophysicsaL2004aLihgaLgekbff 4.1 7

23 MIxgLvariantsLalteringLNOTyéLsignallingLresultLinLleftLventricleLhypertrabeculationdnonbcompactionL
andLareLassociatedLwithLMˆ'nˆ'trierblikeLgastropathycLHumangMoleculargGeneticsaL2017aLglaLhhbih 5.6 7

22 GermlineLvariationLinLtheLoxidativeLzNwLrepairLgenesLNUzTfLandLOGGfLisLnotLassociatedLwithL
hereditaryLcolorectalLcancerLorLpolyposiscLHumangMutationaL2018aLhoaLfgfibfggk 4.7 6
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21 –ffectLofLdivalentLcationsLonLtheLporcineLkidneyLcortexLmembranebboundLformLofLdipeptidylL
peptidaseLIVcLInternationalgJournalgofgBiochemistrygandgCellgBiologyaL2011aLihaLhlhbmf 5.6 6

20 yomputationalLperspectivesLintoLplasmepsinsLstructurebfunctionLrelationshippLimplicationsLtoL
inhibitorsLdesigncLJournalgofgTropicalgMedicineaL2011aLgeffaLlkminh 2.4 6

19 yomputationalLbiologyLinLyubapLanLopportunityLtoLpromoteLscienceLinLaLdevelopingLcountrycLPLoSg
ComputationalgBiologyaL2007aLhaLeggm 5 6

18 MolecularLcloningLofLanLalphabglucosidaseblikeLgeneLfromLPenicilliumLminioluteumLandLstructureL
predictionLofLitsLgeneLproductcLBiochemicalgandgBiophysicalgResearchgCommunicationsaL2001aLgnfaLfkfbn 3.4 6

17 GeleophysicLdysplasiapLnovelLmissenseLvariantsLandLinsightsLintoLwzwMTSLgLintracellularLtraffickingcL
MoleculargGeneticsgandgMetabolismgReportsaL2019aLgfaLfeekei 1.8 5

16 PhcrTxgaLaLNewLyrabbParalyzingLPeptideLToxinLfromLtheLSeaLwnemoneLPhymanthusLcrucifercLToxinsaL
2018aLfeaL 4.9 5
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mechanismLofLcatalysiscLProteins:gStructurevgFunctiongandgBioinformaticsaL1998aLhfaLhikbki 4.2 5
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pastoriscLBiotechnologygandgAppliedgBiochemistryaL2003aLhnaLgffbgf 2.8 5
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JournalgofgStructuralgBiologyaL2016aLfokaLgkobgmf

3.4 4
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ScienceaL2015aLgiLSupplLfaLfbhfh 6.3 4

11 –ffectLofLzincLandLcalciumLionsLonLtheLratLkidneyLmembranebboundLformLofLdipeptidylLpeptidaseLIVcL
JournalgofgBiosciencesaL2013aLhnaLilfbo 2.3 3

10 SystematicLwnalysisLofL wSTKLGeneL amilyLwlterationsLinLyancercLInternationalgJournalgofgMolecularg
SciencesaL2021aLggaL 6.3 3

9 NMRLstructureLandLdynamicsLofLQizekoaLaLkinetoplastidbspecificLandLconservedLproteinLfromL
TrypanosomaLcruzicLJournalgofgStructuralgBiologyaL2015aLfoeaLffbge 3.4 2

8
PredictingLProteinLRelationshipsLtoLéumanLPathwaysLthroughLaLRelationalLLearningLwpproachL
xasedLonLSimpleLSequenceL eaturescLIEEE/ACMgTransactionsgongComputationalgBiologygandg
BioinformaticsaL2014aLffaLmkhblk

3 2

7 wLcommonLstructuralLscaffoldLinLyTzLphosphatasesLthatLsupportsLdistinctLcatalyticLmechanismscL
Proteins:gStructurevgFunctiongandgBioinformaticsaL2014aLngaLfehbfn 4.2 2

6
PredictingLfunctionalLresiduesLofLtheLSolanumLlycopersicumLasparticLproteaseLinhibitorLTSLwPIULbyL
combiningLsequenceLandLstructuralLanalysisLwithLmolecularLdockingcLJournalgofgMoleculargModelingaL
2012aLfnaLglmhbnm

2 2

5 wLcomputationalLandLstructuralLanalysisLofLgermlineLandLsomaticLvariantsLaffectingLtheLzzRL
mechanismaLandLtheirLimpactLonLhumanLdiseasescLScientificgReportsaL2021aLffaLfigln 4.9 2

4
PoorlyLyonservedLPfkLProteinsLofLyilevirusesLRetainL–lementsLofLyommonLwncestryLandLPutativeL
 unctionalitypLwLTheoreticalLwssessmentLonLtheL–volutionLofLyilevirusLGenomescLFrontiersgingPlantg
ScienceaL2021aLfgaLmmfonh

6.2 1
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3 ImpairedLstemLcellLdifferentiationLandLsomaticLcellLreprogrammingLinLzIzOhLmutantsLwithLalteredL
RNwLprocessingLandLincreasedLRbloopLlevelscLCellgDeathgandgDiseaseaL2021aLfgaLlhm 9.8 1

2 yloningLandLsequenceLanalysisLofLtheLgeneLencodingLinvertaseLTINVfULfromLtheLyeastLyandidaLutilisL
1998aLfiaLfggh 1
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