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84 TargetMsiteMselectionMandMremodellingMbyMtypeMVMwRíSPRatransposonMsystemsbMNatureYM2021YMimmYMhmkaidf50.4 2

83 MolecularMarchitectureMofMtheMhumanMtRNuMligaseMcomplexbMELifeYM2021YMedYM 8.9 2

82 ínMvivoMadenineMbaseMeditingMofMPwSKmMinMmacaquesMreducesMLxLMcholesterolMlevelsbMNaturee
BiotechnologyYM2021YMgmYMmhmamik 44.5 50

81 TheMoxidoreductaseMPYROXxeMusesMNuxUPVMasManMantioxidantMtoMsustainMtRNuMligaseMactivityMinM
preatRNuMsplicingMandMunfoldedMproteinMresponsebMMoleculareCellYM2021YMleYMfifdafigfbeej 17.6 2

80 HakaiMisMrequiredMforMstabilizationMofMcoreMcomponentsMofMtheMmuMmRNuMmethylationMmachinerybM
NatureeCommunicationsYM2021YMefYMgkkl 17.4 9

79 wonformationalMcontrolMofMwasmMbyMwRíSPRMhybridMRNuaxNuMguidesMmitigatesMoffatargetMactivityMinM
T´ cellsbMMoleculareCellYM2021YMleYMgjgkagjhmbei 17.6 6

78 MultiplexedMSingleaMoleculeMyxperimentsMRevealMNucleosomeMínvasionMxynamicsMofMtheMwasmM
 enomeMyditorbMJournaleofetheeAmericaneChemicaleSocietyYM2021YMehgYMejgegaejgem 16.4 1

77 uctivationMandMselfainactivationMmechanismsMofMtheMcyclicMoligoadenylateadependentMwRíSPRM
ribonucleaseMwsmjbMNatureeCommunicationsYM2020YMeeYMeimj 17.4 34

76 TwoaMetalMíonMMechanismMofMxNuMwleavageMinMwRíSPRawasmbMBiophysicaleJournalYM2020YMeelYMjha 2.9 2

75 wRíSPRaxirectedMTherapeuticMworrectionMatMtheMLocusMísMwhallengedMbyMzrequentMíncidenceMofM
whromosomalMxeletionsbMMoleculareTherapyeueMethodseandeClinicaleDevelopmentYM2020YMekYMmgjamhg 6.4 3

74 watalyticMMechanismMofMNonaTargetMxNuMwleavageMinMwRíSPRawasmMRevealedMbyMMolecularMxynamicsbM
ACSeCatalysisYM2020YMedYMegimjaegjdi 13.1 24

73 uN yLfMisMaMmemberMofMtheMwwRhMfamilyMofMdeadenylasesMwithMfTYgTacyclicMphosphataseMactivitybM
ScienceYM2020YMgjmYMifhaigd 33.3 8

72 MolecularMxynamicsMRevealsMaMxNuaínducedMxynamicMSwitchMTriggeringMuctivationMofM
wRíSPRawasefabMJournaleofeChemicaleInformationeandeModelingYM2020YMjdYMjhfkajhgk 6.1 13

71 TheMwRíSPRaRNuMWorldnMunMínterviewMwithMMartinMJˆ›nekbMCRISPReJournalYM2020YMgYMjlakf 2.5 1

70 MechanisticMínsightsMintoMtheMcisaMandMtransauctingMxNaseMuctivitiesMofMwasefabMMoleculareCellYM2019YM
kgYMilmajddbeh 17.6 121

69 íntroducingMgeneMdeletionsMbyMmouseMzygoteMelectroporationMofMwasefacwpfebMTransgeniceResearchYM
2019YMflYMifiaigi 3.3 12

68 MechanisticMinsightsMintoMmRNuMgTaendMprocessingbMCurrenteOpinioneineStructuraleBiologyYM2019YMimYMehgaeid8.1 47
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67 StructuralMbasisMforMacceptorMRNuMsubstrateMselectivityMofMtheMgTMterminalMuridylylMtransferaseMTailorbM
NucleiceAcidseResearchYM2019YMhkYMedgdaedhf 20.1 7

66 xNuaguidedMxNuMcleavageMatMmoderateMtemperaturesMbyMwlostridiumMbutyricumMurgonautebMNucleice
AcidseResearchYM2019YMhkYMildmailfe 20.1 34

65 xecipheringMOffaTargetMyffectsMinMwRíSPRawasmMthroughMucceleratedMMolecularMxynamicsbMACSe
CentraleScienceYM2019YMiYMjieajjf 16.8 57

64 MolecularMmechanismMofMtheMRNuMhelicaseMxHXgkMandMitsMactivationMbyMUTPehuMinMribosomeM
biogenesisbMRnaYM2019YMfiYMjliakde 5.8 16

63  enerationMofMwRíSPRawasmMwomplexesMwithMwovalentlyMvoundMRepairMTemplatesMforM enomeM
yditingMinMMammalianMwellsbMBiouprotocolYM2019YMmYM 0.9 8

62 UncutMbutMPrimedMforMwhangebMCRISPReJournalYM2019YMfYMgifagih 2.5

61 PreparationMandMelectroporationMofMwasefacwpfeaguideMRNuMcomplexesMforMintroducingMlargeMgeneM
deletionsMinMmouseMembryonicMstemMcellsbMMethodseineEnzymologyYM2019YMjejYMfheafjg 1.7 7

60 MolecularMarchitectureMofMLSMehMinteractionsMinvolvedMinMtheMassemblyMofMmRNuMsilencingM
complexesbMEMBOeJournalYM2018YMgkYM 13 27

59 StructuralMbasisMofMuuUuuuMpolyadenylationMsignalMrecognitionMbyMtheMhumanMwPSzMcomplexbMNaturee
StructuraleandeMoleculareBiologyYM2018YMfiYMegiaegl 17.6 57

58 vacteriophageMxNuMglucosylationMimpairsMtargetMxNuMbindingMbyMtypeMíMandMííMbutMnotMbyMtypeMVM
wRíSPRawasMeffectorMcomplexesbMNucleiceAcidseResearchYM2018YMhjYMlkgalli 20.1 34

57 wovalentMlinkageMofMtheMxNuMrepairMtemplateMtoMtheMwRíSPRawasmMnucleaseMenhancesM
homologyadirectedMrepairbMELifeYM2018YMkYM 8.9 88

56 HeterologousMyxpressionMandMPurificationMofMwRíSPRawasefacwpfebMBiouprotocolYM2018YMlYMeflhf 0.9 9

55 uuthorMresponsenMwovalentMlinkageMofMtheMxNuMrepairMtemplateMtoMtheMwRíSPRawasmMnucleaseM
enhancesMhomologyadirectedMrepairM2018YM 2

54 woverMímageYMVolumeMmYMíssueMibMWileyeInterdisciplinaryeReviewseRNAYM2018YMmYMeeidi 9.3

53 HumanMMuRzeMisManMendoribonucleaseMthatMinteractsMwithMtheMxwPenfMdecappingMcomplexMandM
degradesMtargetMmRNusbMNucleiceAcidseResearchYM2018YMhjYMefddlaefdfe 20.1 12

52 KeyMroleMofMtheMRywMlobeMduringMwRíSPRawasmMactivationMbyMTsensingTYMTregulatingTYMandMTlockingTMtheM
catalyticMHNHMdomainbMQuarterlyeReviewseofeBiophysicsYM2018YMieYM 7 42

51 wasmMversusMwasefacwpfenMStructureafunctionMcomparisonsMandMimplicationsMforMgenomeMeditingbM
WileyeInterdisciplinaryeReviewseRNAYM2018YMmYMeehle 9.3 103

50 StructuralMvasisMforM uideMRNuMProcessingMandMSeedaxependentMxNuMTargetingMbyMwRíSPRawasefabM
MoleculareCellYM2017YMjjYMffeafggbeh 17.6 225
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49 SpecializedMWeaponrynMHowMaMTypeMíííauMwRíSPRawasMSystemMyxcelsMatMwombatingMPhagesbMCelleHoste
andeMicrobeYM2017YMffYMfilafim 23.4 4

48 TypeMíííMwRíSPRawasMsystemsMproduceMcyclicMoligoadenylateMsecondMmessengersbMNatureYM2017YMihlYMihgaihl50.4 226

47 ProtospacerMudjacentMMotifaínducedMullosteryMuctivatesMwRíSPRawasmbMJournaleofetheeAmericane
ChemicaleSocietyYM2017YMegmYMejdflaejdge 16.4 66

46 MolecularMarchitecturesMandMmechanismsMofMwlassMfMwRíSPRaassociatedMnucleasesbMCurrenteOpinioneine
StructuraleBiologyYM2017YMhkYMeikaejj 8.1 40

45 wRíSPRawasmMconformationalMactivationMasMelucidatedMfromMenhancedMmolecularMsimulationsbM
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaYM2017YMeehYMkfjdakfji 11.5 91

44 StructuralMinsightsMintoMtheMassemblyMandMpolyuMsignalMrecognitionMmechanismMofMtheMhumanMwPSzM
complexbMELifeYM2017YMjYM 8.9 52

43 StrikingMPlasticityMofMwRíSPRawasmMandMKeyMRoleMofMNonatargetMxNuYMasMRevealedMbyMMolecularM
SimulationsbMACSeCentraleScienceYM2016YMfYMkijakjg 16.8 67

42 MolecularMbasisMforMcytoplasmicMRNuMsurveillanceMbyMuridylationatriggeredMdecayMinMxrosophilabM
EMBOeJournalYM2016YMgiYMfhekafhgh 13 39

41 xataacollectionMstrategyMforMchallengingMnativeMSuxMphasingbMActaeCrystallographicaeSectioneD:e
StructuraleBiologyYM2016YMkfYMhfeam 5.5 35

40 StructuralMbasisMforMtheMendoribonucleaseMactivityMofMtheMtypeMíííauMwRíSPRaassociatedMproteinMwsmjbM
RnaYM2016YMffYMgelafm 5.8 95

39 StructuralMPlasticityMofMPuMMRecognitionMbyMyngineeredMVariantsMofMtheMRNua uidedMyndonucleaseM
wasmbMMoleculareCellYM2016YMjeYMlmiamdf 17.6 120

38 StructuralMinsightsMintoMtheMmolecularMmechanismMofMtheMmUjVuMwriterMcomplexbMELifeYM2016YMiYM 8.9 256

37 wrispRVariantsMchartsMtheMmutationMspectrumMofMgenomeMengineeringMexperimentsbMNaturee
BiotechnologyYM2016YMghYMkdeaf 44.5 101

36 MaximizingMmutagenesisMwithMsolubilizedMwRíSPRawasmMribonucleoproteinMcomplexesbMDevelopmente
oCambridgepYM2016YMehgYMfdfiagk 6.6 163

35 viotechnologybMuMprudentMpathMforwardMforMgenomicMengineeringMandMgermlineMgeneMmodificationbM
ScienceYM2015YMghlYMgjal 33.3 413

34 wrystalMstructureMofMtheMwaterminalMfTYiTaphosphodiesteraseMdomainMofMgroupMuMrotavirusMproteinM
VPgbMProteins:eStructureteFunctioneandeBioinformaticsYM2015YMlgYMmmkaeddf 4.2 9

33 unMinternalMpromoterMunderliesMtheMdifferenceMinMdiseaseMseverityMbetweenMNaMandMwaterminalM
truncationMmutationsMofMTitinMinMzebrafishbMELifeYM2015YMhYMedmhdj 8.9 61

32 ínMVitroMReconstitutionMandMwrystallizationMofMwasmMyndonucleaseMvoundMtoMaM uideMRNuMandMaMxNuM
TargetbMMethodseineEnzymologyYM2015YMiilYMieiaigk 1.7 19
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31 StructuresMofMwasmMendonucleasesMrevealMRNuamediatedMconformationalMactivationbMScienceYM2014YM
ghgYMefhkmmk 33.3 701

30 xNuMinterrogationMbyMtheMwRíSPRMRNuaguidedMendonucleaseMwasmbMNatureYM2014YMidkYMjfak 50.4 1171

29 StructuralMbasisMofMPuMadependentMtargetMxNuMrecognitionMbyMtheMwasmMendonucleasebMNatureYM
2014YMiegYMijmakg 50.4 783

28 yvolutionMofMwRíSPRMRNuMrecognitionMandMprocessingMbyMwasjMendonucleasesbMNucleiceAcidseResearch
YM2014YMhfYMegheaig 20.1 58

27 ínMvitroMenzymologyMofMwasmbMMethodseineEnzymologyYM2014YMihjYMeafd 1.7 66

26 RNuaprogrammedMgenomeMeditingMinMhumanMcellsbMELifeYM2013YMfYMeddhke 8.9 1443

25 StructuralMmimicryMinMtranscriptionMregulationMofMhumanMRNuMpolymeraseMííMbyMtheMxNuMhelicaseM
RywQLibMNatureeStructuraleandeMoleculareBiologyYM2013YMfdYMlmfam 17.6 25

24 uMprogrammableMdualaRNuaguidedMxNuMendonucleaseMinMadaptiveMbacterialMimmunitybMScienceYM2012
YMggkYMlejafe 33.3 9062

23 woupledMiTMnucleotideMrecognitionMandMprocessivityMinMXrneamediatedMmRNuMdecaybMMoleculareCellYM
2011YMheYMjddal 17.6 114

22 unMRNuainducedMconformationalMchangeMrequiredMforMwRíSPRMRNuMcleavageMbyMtheM
endoribonucleaseMwsegbMNatureeStructuraleandeMoleculareBiologyYM2011YMelYMjldak 17.6 149

21 StructuralMinsightsMintoMtheMhumanM WelfaPuvwMinteractionMinMmicroRNuamediatedMdeadenylationbM
NatureeStructuraleandeMoleculareBiologyYM2010YMekYMfglahd 17.6 83

20 StructuralMandMbiochemicalMstudiesMofMaMfluoroacetylawouaspecificMthioesteraseMrevealMaMmolecularM
basisMforMfluorineMselectivitybMBiochemistryYM2010YMhmYMmfjmakm 3.2 24

19 UseMofMRNuMtertiaryMinteractionMmodulesMforMtheMcrystallisationMofMtheMspliceosomalMsnRNPMcoreM
domainbMJournaleofeMoleculareBiologyYM2010YMhdfYMeihajh 6.5 11

18 SequenceaMandMstructureaspecificMRNuMprocessingMbyMaMwRíSPRMendonucleasebMScienceYM2010YMgfmYMegiial 33.3 504

17 StructuralMbasisMforMxNaseMactivityMofMaMconservedMproteinMimplicatedMinMwRíSPRamediatedMgenomeM
defensebMStructureYM2009YMekYMmdhaef 5.2 198

16 uMthreeadimensionalMviewMofMtheMmolecularMmachineryMofMRNuMinterferencebMNatureYM2009YMhikYMhdiaef 50.4 565

15 StructuresMofMtheMtRNuMexportMfactorMinMtheMnuclearMandMcytosolicMstatesbMNatureYM2009YMhjeYMjdai 50.4 94

14 MammalianMmiRNuMRíSwMrecruitsMwuzeMandMPuvPMtoMaffectMPuvPadependentMdeadenylationbM
MoleculareCellYM2009YMgiYMljlald 17.6 301
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13 TheMwaterminalMregionMofM eaeMpresentsMconservedMstructuralMfeaturesMrequiredMforMPabodyM
localizationbMRnaYM2008YMehYMemmeal 5.8 23

12 StructuralMbiologyMofMnucleocytoplasmicMtransportbMAnnualeRevieweofeBiochemistryYM2007YMkjYMjhkake 29.1 422

11 yukaryoticMexpressionYMpurificationYMcrystallizationMandMpreliminaryMXarayManalysisMofMmurineMManicM
zringebMActaeCrystallographicaeSectioneF:eStructuraleBiologyeCommunicationsYM2006YMjfYMkkhak

10 StructuralMinsightsMintoMtheMNotchamodifyingMglycosyltransferaseMzringebMNatureeStructuraleande
MoleculareBiologyYM2006YMegYMmhiaj 17.6 31

9 TheMsuperhelicalMTPRarepeatMdomainMofMOalinkedM lcNucMtransferaseMexhibitsMstructuralMsimilaritiesM
toMimportinMalphabMNatureeStructuraleandeMoleculareBiologyYM2004YMeeYMeddeak 17.6 219

8 StructuralMbasisMforMwasmMoffatargetMactivity 1

7 wrispRVariantsnMpreciselyMchartingMtheMmutationMspectrumMinMgenomeMengineeringMexperiments 2

6 wovalentMlinkageMofMtheMxNuMrepairMtemplateMtoMtheMwRíSPRcwasmMcomplexMenhancesM
homologyadirectedMrepair 4

5 MechanisticMínsightsMintoMthewisaandTransaactingMxeoxyribonucleaseMuctivitiesMofMwasefa 3

4 MolecularMmechanismMofMoffatargetMeffectsMinMwRíSPRawasm 4

3 xNuaguidedMxNuMcleavageMatMmoderateMtemperaturesMbyMwlostridiumMbutyricumMurgonaute 4

2 TypeMíííMwRíSPRawasMsystemsMgenerateMcyclicMoligoadenylateMsecondMmessengersMtoMactivateMwsmjMRNases 2

1 MechanismMofMRaloopMformationMandMconformationalMactivationMofMwasm 3
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