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j Paper IF Citations

120 TemporalManalysesMofMpostnatalMliverMdevelopmentMandMmaturationMbyMsinglebcellMtranscriptomicsccM
DevelopmentaliCellaM2022aMjlaMhnmbificej 10.2 1

119 yiscoveryMofMgenomicMlociMofMtheMhumanMcerebralMcortexMusingMgeneticallyMinformedMbrainMatlasesccM
ScienceaM2022aMhljaMjggbjgm 33.3 1

118 TzTfsMdeficiencyMexacerbatesMoscillatoryMshearMflowbinducedMatherosclerosisccMInternationaliJournali
ofiBiologicaliSciencesaM2022aMfmaMgfkhbgfme 11.2 2

117 xomparativeMcellularManalysisMofMmotorMcortexMinMhumanaMmarmosetMandMmousecMNatureaM2021aMjnmaMfffbffn50.4 31

116 vMmultimodalMcellMcensusMandMatlasMofMtheMmammalianMprimaryMmotorMcortexcMNatureaM2021aMjnmaMmkbfeg 50.4 44

115 ScalableMdualbomicsMprofilingMwithMsinglebnucleusMchromatinMaccessibilityMandMmRγvMexpressionM
sequencingMgMUSγvRzbseqgVcMNatureiProtocolsaM2021aMfkaMinngbjegn 18.8 2

114
vMmultimodalMandMintegratedMapproachMtoMinterrogateMhumanMkidneyMbiopsiesMwithMrigorMandM
reproducibilityoMguidelinesMfromMtheMΔidneyMPrecisionMβedicineMProjectcMPhysiologicaliGenomicsaM2021
aMjhaMfbff

3.6 21

113 jbvzacytidineMTransientlyMRestoresMyysregulatedMzrythroidMyifferentiationMGeneMzxpressionMinM
TzTgbyeficientMzrythroleukemiaMxellscMMoleculariCanceriResearchaM2021aMfnaMijfbiki 6.6 1

112 xhartingMoncogenicityMofMgenesMandMvariantsMacrossMlineagesMviaMmultiplexedMscreensMinMteratomascM
IScienceaM2021aMgiaMfehfin 6.1 0

111 yefiningMtheMTeratomaMasMaMβodelMforMβultiblineageM₄umanMyevelopmentcMCellaM2020aMfmhaMfiegbfifncefm56.2 12

110 RzTraceoMsimultaneousMretrospectiveMlineageMtracingMandMmethylationMprofilingMofMsingleMcellscM
GenomeiResearchaM2020aMheaMkegbkfe 9.7 8

109 ToolsMforMtheManalysisMofMhighbdimensionalMsinglebcellMRγvMsequencingMdatacMNatureiReviewsi
NephrologyaM2020aMfkaMiembigf 14.9 29

108 GeneticMevidenceMofMgenderMdifferenceMinMautismMspectrumMdisorderMsupportsMtheMfemalebprotectiveM
effectcMTranslationaliPsychiatryaM2020aMfeaMi 8.6 30

107 TheMroleMofMtheMγβyMfactorMUPFhwMinMolfactoryMsensoryMneuronscMELifeaM2020aMnaM 8.9 9

106 γonbinvasiveMearlyMdetectionMofMcancerMfourMyearsMbeforeMconventionalMdiagnosisMusingMaMbloodMtestcM
NatureiCommunicationsaM2020aMffaMhilj 17.4 135

105 PreciseMinMvivoMgenomeMeditingMviaMsingleMhomologyMarmMdonorMmediatedMintronbtargetingMgeneM
integrationMforMgeneticMdiseaseMcorrectioncMCelliResearchaM2019aMgnaMmeibmfn 24.7 26

104 vMcomparativeMstudyMofMtheMgeneticMcomponentsMofMthreeMsubcategoriesMofMautismMspectrumM
disordercMMoleculariPsychiatryaM2019aMgiaMflgebflhf 15.1 18
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103 vMsinglebnucleusMRγvbsequencingMpipelineMtoMdecipherMtheMmolecularManatomyMandMpathophysiologyM
ofMhumanMkidneyscMNatureiCommunicationsaM2019aMfeaMgmhg 17.4 100

102 xellularMRecruitmentMbyMPodocytebyerivedMProbmigratoryMFactorsMinMvssemblyMofMtheM₄umanMRenalM
FiltercMIScienceaM2019aMgeaMiegbifi 6.1 6

101 yγvMmethylationMidentifiesMgeneticallyMandMprognosticallyMdistinctMsubtypesMofMmyelodysplasticM
syndromescMBloodiAdvancesaM2019aMhaMgmijbgmjm 7.8 21

100 ₄ighbthroughputMsequencingMofMtheMtranscriptomeMandMchromatinMaccessibilityMinMtheMsameMcellcM
NatureiBiotechnologyaM2019aMhlaMfijgbfijl 44.5 227

99 FeverMPromotesMTMαymphocyteMTraffickingMviaMaMThermalMSensoryMPathwayM₇nvolvingM₄eatMShockM
ProteinMneMandM˛–iM₇ntegrinscMImmunityaM2019aMjeaMfhlbfjfcek 32.3 38

98
zpigeneticallyMSilencedMxandidateMTumorMSuppressorMGenesMinMProstateMxanceroM₇dentifiedMbyM
βodelingMβethylationMStratificationMandMvppliedMtoMProgressionMPredictioncMCanceriEpidemiologyi
BiomarkersiandiPreventionaM2019aMgmaMfnmbgel

4 3

97 VarxardsoManMintegratedMgeneticMandMclinicalMdatabaseMforMcodingMvariantsMinMtheMhumanMgenomecM
NucleiciAcidsiResearchaM2018aMikaMyfehnbyfeim 20.1 86

96 GelbseqoMvMβethodMforMSimultaneousMSequencingMαibraryMPreparationMofMyγvMandMRγvMUsingM
₄ydrogelMβatricescMJournaliofiVisualizediExperimentsaM2018aM 1.6 1

95 SinglebnucleusManalysisMofMaccessibleMchromatinMinMdevelopingMmouseMforebrainMrevealsM
cellbtypebspecificMtranscriptionalMregulationcMNatureiNeuroscienceaM2018aMgfaMihgbihn 25.5 172

94 ReplyMtoMTyγvMmethylationMhaplotypesMasMcancerMmarkersTcMNatureiGeneticsaM2018aMjeaMfekhbfekk 36.3 0

93 PerformanceMevaluationMofMpathogenicitybcomputationMmethodsMforMmissenseMvariantscMNucleiciAcidsi
ResearchaM2018aMikaMllnhblmei 20.1 100

92 PvΔgM₄aploinsufficiencyMResultsMinMSynapticMxytoskeletonM₇mpairmentMandMvutismbRelatedM
wehaviorcMCelliReportsaM2018aMgiaMgegnbgeif 10.6 37

91 TranscriptomicMsignatureMassociatedMwithMcarcinogenesisMandMaggressivenessMofMpapillaryMthyroidM
carcinomacMTheranosticsaM2018aMmaMihijbihjm 12.1 41

90 yγvMβethylationM₇dentifiesMGeneticallyMandMPrognosticallyMyistinctMSubtypesMofMβyScMBloodaM2018aM
fhgaMfekbfek 2.2

89 ₇ntegrativeMsinglebcellManalysisMofMtranscriptionalMandMepigeneticMstatesMinMtheMhumanMadultMbraincM
NatureiBiotechnologyaM2018aMhkaMlebme 44.5 433

88 αargebScaleMTargetedMyγvMβethylationMvnalysisMUsingMwisulfiteMPadlockMProbescMMethodsiini
MoleculariBiologyaM2018aMflemaMhkjbhmg 1.4 1

87 βappingMxellularMReprogrammingMviaMPooledMOverexpressionMScreensMwithMPairedMFitnessMandM
SinglebxellMRγvbSequencingMReadoutcMCelliSystemsaM2018aMlaMjimbjjjcem 10.6 15

86 VisualizingMandM₇nterpretingMSinglebxellMGeneMzxpressionMyatasetsMwithMSimilarityMWeightedM
γonnegativeMzmbeddingcMCelliSystemsaM2018aMlaMkjkbkkkcei 10.6 30
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85 ₇dentificationMofMmethylationMhaplotypeMblocksMaidsMinMdeconvolutionMofMheterogeneousMtissueM
samplesMandMtumorMtissuebofboriginMmappingMfromMplasmaMyγvcMNatureiGeneticsaM2017aMinaMkhjbkig 36.3 237

84 VitaminMybrelatedMgenesMareMsubjectedMtoMsignificantMdeMnovoMmutationMburdensMinMautismMspectrumM
disordercMAmericaniJournaliofiMedicaliGeneticsiPartiB:iNeuropsychiatriciGeneticsaM2017aMfliaMjkmbjll 3.5 15

83 GelbseqoMwholebgenomeMandMtranscriptomeMsequencingMbyMsimultaneousMlowbinputMyγvMandMRγvM
libraryMpreparationMusingMsemibpermeableMhydrogelMbarrierscMLabioniAiChipaM2017aMflaMgkfnbgkhe 7.2 2

82 ₄ighbresolutionMRγvMallelotypingMalongMtheMinactiveMXMchromosomeoMevidenceMofMRγvMpolymeraseM₇₇₇M
inMregulatingMchromatinMconfigurationcMScientificiReportsaM2017aMlaMijike 4.9 6

81 UltraaccurateMgenomeMsequencingMandMhaplotypingMofMsingleMhumanMcellscMProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2017aMffiaMfgjfgbfgjfl 11.5 27

80 TargetedMsequencingMandMfunctionalManalysisMrevealMbrainbsizebrelatedMgenesMandMtheirMnetworksMinM
autismMspectrumMdisorderscMMoleculariPsychiatryaM2017aMggaMfgmgbfgne 15.1 53

79 vMcomparativeMstrategyMforMsinglebnucleusMandMsinglebcellMtranscriptomesMconfirmsMaccuracyMinM
predictedMcellbtypeMexpressionMfromMnuclearMRγvcMScientificiReportsaM2017aMlaMkehf 4.9 115

78 ₇nMvivoMgenomeMeditingMviaMxR₇SPRdxasnMmediatedMhomologybindependentMtargetedMintegrationcM
NatureaM2016aMjieaMfiibfin 50.4 645

77 TheMvctionMofMyiscoidinMyomainMReceptorMgMinMwasalMTumorMxellsMandMStromalMxancerbvssociatedM
FibroblastsM₇sMxriticalMforMwreastMxancerMβetastasiscMCelliReportsaM2016aMfjaMgjfebgh 10.6 64

76 QuantitativeMcomparisonMofMyγvMmethylationMassaysMforMbiomarkerMdevelopmentMandMclinicalM
applicationscMNatureiBiotechnologyaM2016aMhiaMlgkbhl 44.5 204

75 γeuronalMsubtypesMandMdiversityMrevealedMbyMsinglebnucleusMRγvMsequencingMofMtheMhumanMbraincM
ScienceaM2016aMhjgaMfjmkbne 33.3 531

74 xharacterizingMtranscriptionalMheterogeneityMthroughMpathwayMandMgeneMsetMoverdispersionM
analysiscMNatureiMethodsaM2016aMfhaMgifbi 21.6 257

73 TargetedMmethylationMsequencingMrevealsMdysregulatedMWntMsignalingMinMParkinsonMdiseasecMJournali
ofiGeneticsiandiGenomicsaM2016aMihaMjmlbjng 4 35

72 xharacterizationMofMchromatinMaccessibilityMwithMaMtransposomeMhypersensitiveMsitesMsequencingM
UT₄SbseqVMassaycMGenomeiBiologyaM2016aMflaMge 18.3 40

71 βechanicalMsignalsMregulateMandMactivateMSγv₇αfMproteinMtoMcontrolMtheMfibrogenicMresponseMofM
cancerbassociatedMfibroblastscMJournaliofiCelliScienceaM2016aMfgnaMfnmnbgeeg 5.3 41

70 vJUwvMα₇βMProteinsMαimitM₄ippoMvctivityMinMProliferatingMxellsMbyMSequesteringMtheM₄ippoMxoreM
ΔinaseMxomplexMinMtheMxytosolcMMoleculariandiCellulariBiologyaM2016aMhkaMgjgkbig 4.8 39

69 TheMlncRγvMyzvγRfMfacilitatesMhumanMendodermMdifferentiationMbyMactivatingMFOXvgMexpressioncM
CelliReportsaM2015aMffaMfhlbim 10.6 102

68 ₄umanizedMβiceMRevealMyifferentialM₇mmunogenicityMofMxellsMyerivedMfromMvutologousM₇nducedM
PluripotentMStemMxellscMCelliStemiCellaM2015aMflaMhjhbn 18 167
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67 FluorescentMinMsituMsequencingMUF₇SSzQVMofMRγvMforMgeneMexpressionMprofilingMinMintactMcellsMandM
tissuescMNatureiProtocolsaM2015aMfeaMiigbjm 18.8 280

66 GlobalMyγvMmethylationMandMtranscriptionalManalysesMofMhumanMzSxbderivedMcardiomyocytescM
ProteiniandiCellaM2014aMjaMjnbkm 7.2 21

65 xomparableMfrequenciesMofMcodingMmutationsMandMlossMofMimprintingMinMhumanMpluripotentMcellsM
derivedMbyMnuclearMtransferMandMdefinedMfactorscMCelliStemiCellaM2014aMfjaMkhibig 18 93

64 vdvancesMinMtheMprofilingMofMyγvMmodificationsoMcytosineMmethylationMandMbeyondcMNatureiReviewsi
GeneticsaM2014aMfjaMkilbkf 30.1 183

63 βodellingMFanconiManemiaMpathogenesisMandMtherapeuticsMusingMintegrationbfreeMpatientbderivedM
iPSxscMNatureiCommunicationsaM2014aMjaMihhe 17.4 84

62 yistinctMchemokineMsignalingMregulatesMintegrinMligandMspecificityMtoMdictateMtissuebspecificM
lymphocyteMhomingcMDevelopmentaliCellaM2014aMheaMkfble 10.2 45

61 βouseMSxγTMzSxsMhaveMlowerMsomaticMmutationMloadMthanMsyngeneicMiPSxscMStemiCelliReportsaM2014aM
gaMhnnbiej 8 17

60 xharacterizationMofMgenomebmethylomeMinteractionsMinMggMnuclearMpedigreescMPLoSiONEaM2014aMnaMennhfh3.7 9

59 yevelopmentMandMbiasMassessmentMofMaMmethodMforMtargetedMmetagenomicMsequencingMofMmarineM
cyanobacteriacMAppliediandiEnvironmentaliMicrobiologyaM2014aMmeaMfffkbgj 4.8 11

58 vnalysisMofMproteinbcodingMmutationsMinMhiPSxsMandMtheirMpossibleMroleMduringMsomaticMcellM
reprogrammingcMNatureiCommunicationsaM2013aMiaMfhmg 17.4 51

57 TheMpresenilinbfM˛�znMmutationMresultsMinMreducedM˛‡bsecretaseMactivityaMbutMnotMtotalMlossMofMPSfM
functionaMinMisogenicMhumanMstemMcellscMCelliReportsaM2013aMjaMnlibmj 10.6 133

56 βassivelyMparallelMpolymeraseMcloningMandMgenomeMsequencingMofMsingleMcellsMusingMnanoliterM
microwellscMNatureiBiotechnologyaM2013aMhfaMffgkbhg 44.5 188

55 OnMtheMdesignMofMclonebbasedMhaplotypingcMGenomeiBiologyaM2013aMfiaMRfee 18.3 17

54 GenomebwideManalysisMrevealsMTzTbMandMTyGbdependentMjbmethylcytosineMoxidationMdynamicscMCellaM
2013aMfjhaMkngblek 56.2 390

53 βicrofluidicMdevicesMwithMpermeableMpolymerMbarriersMforMcaptureMandMtransportMofMbiomoleculesM
andMcellscMLabioniAiChipaM2013aMfhaMhhmnbnl 7.2 11

52 TheMuniqueMdisulfideMbondbstabilizedMWfM˛†ib˛†fMloopMinMtheM˛–iM˛†bpropellerMdomainMregulatesMintegrinM
˛–i˛†lMaffinityMandMsignalingcMJournaliofiBiologicaliChemistryaM2013aMgmmaMfiggmbfighl 5.4 6

51 yisruptionMofMdisulfideMrestrictionMatMintegrinMkneesMinducesMactivationMandMligandbindependentM
signalingMofM˛–â��˛† â��cMJournaliofiCelliScienceaM2013aMfgkaMjehebif 5.3 6

50 yynamicsMofMjbmethylcytosineMandMjbhydroxymethylcytosineMduringMgermMcellMreprogrammingcMCelli
ResearchaM2013aMghaMhgnbhn 24.7 125

(2013-2015)
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49 xhromatinMsignatureMofMwidespreadMmonoallelicMexpressioncMELifeaM2013aMgaMeefgjk 8.9 55

48 GlobalMyγvMmethylationMandMtranscriptionalManalysesMofMhumanMzSxbderivedMcardiomyocytescM
ProteiniandiCellaM2013aMjaMjn 7.2 2

47 TetfMcontrolsMmeiosisMbyMregulatingMmeioticMgeneMexpressioncMNatureaM2012aMingaMiihbl 50.4 207

46 WholebgenomeMsequencingMinMautismMidentifiesMhotMspotsMforMdeMnovoMgermlineMmutationcMCellaM2012aM
fjfaMfihfbig 56.2 392

45 αibrarybfreeMmethylationMsequencingMwithMbisulfiteMpadlockMprobescMNatureiMethodsaM2012aMnaMglebg 21.6 84

44 zvolutionaryMhistoryMandMadaptationMfromMhighbcoverageMwholebgenomeMsequencesMofMdiverseM
vfricanMhunterbgathererscMCellaM2012aMfjeaMijlbkn 56.2 226

43
₇dentificationMofMaMspecificMreprogrammingbassociatedMepigeneticMsignatureMinMhumanMinducedM
pluripotentMstemMcellscMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaaM2012aMfenaMfkfnkbgef

11.5 129

42 TheMmetabolomeMofMinducedMpluripotentMstemMcellsMrevealsMmetabolicMchangesMoccurringMinMsomaticM
cellMreprogrammingcMCelliResearchaM2012aMggaMfkmbll 24.7 388

41 TheMregulationMofMintegrinMfunctionMbyMdivalentMcationscMCelliAdhesioniandiMigrationaM2012aMkaMgebn 3.2 126

40 vMpublicMresourceMfacilitatingMclinicalMuseMofMgenomescMProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaaM2012aMfenaMffngebl 11.5 154

39 SpecificMsortingMofMsingleMbacterialMcellsMwithMmicrofabricatedMfluorescencebactivatedMcellMsortingMandM
tyramideMsignalMamplificationMfluorescenceMinMsituMhybridizationcMAnalyticaliChemistryaM2011aMmhaMlgknblj 7.8 42

38 ₇ncreasedMmethylationMvariationMinMepigeneticMdomainsMacrossMcancerMtypescMNatureiGeneticsaM2011aM
ihaMlkmblj 36.3 825

37 GenomebwideMregulationMofMjhmxaMjmxaMandMgeneMexpressionMbyMTetfMhydroxylaseMinMmouseM
embryonicMstemMcellscMMoleculariCellaM2011aMigaMijfbki 17.6 493

36 TargetedMgeneMcorrectionMofMlaminopathybassociatedMαβγvMmutationsMinMpatientbspecificMiPSxscMCelli
StemiCellaM2011aMmaMkmmbni 18 188

35 ₄umanMoocytesMreprogramMsomaticMcellsMtoMaMpluripotentMstatecMNatureaM2011aMilmaMlebj 50.4 169

34 SomaticMcodingMmutationsMinMhumanMinducedMpluripotentMstemMcellscMNatureaM2011aMilfaMkhbl 50.4 998

33 RecapitulationMofMprematureMageingMwithMiPSxsMfromM₄utchinsonbGilfordMprogeriaMsyndromecMNature
aM2011aMilgaMggfbj 50.4 428

32 βediatorsMandMdynamicsMofMyγvMmethylationcMWileyiInterdisciplinaryiReviews:iSystemsiBiologyiandi
MedicineaM2011aMhaMgmfbnm 6.6 7
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31 GenomebwideMmappingMofMtheMsixthMbasecMGenomeiBiologyaM2011aMfgaMffk 18.3

30 TargetedMbisulfiteMsequencingMbyMsolutionMhybridMselectionMandMmassivelyMparallelMsequencingcM
NucleiciAcidsiResearchaM2011aMhnaMefgl 20.1 54

29 GeneticMcorrectionMandManalysisMofMinducedMpluripotentMstemMcellsMfromMaMpatientMwithMgyrateM
atrophycMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2011aMfemaMkjhlbig11.5 136

28 RapidMidentificationMofMheterozygousMmutationsMinMyrosophilaMmelanogasterMusingMgenomicMcaptureM
sequencingcMGenomeiResearchaM2010aMgeaMnmfbm 9.7 21

27 vllelebspecificMmethylationMisMprevalentMandMisMcontributedMbyMxpGbSγPsMinMtheMhumanMgenomecM
GenomeiResearchaM2010aMgeaMmmhbn 9.7 273

26 βultiplexMpadlockMtargetedMsequencingMrevealsMhumanMhypermutableMxpGMvariationscMGenomei
ResearchaM2009aMfnaMfkekbfj 9.7 59

25 TargetedMbisulfiteMsequencingMrevealsMchangesMinMyγvMmethylationMassociatedMwithMnuclearM
reprogrammingcMNatureiBiotechnologyaM2009aMglaMhjhbke 44.5 409

24 yigitalMRγvMallelotypingMrevealsMtissuebspecificMandMallelebspecificMgeneMexpressionMinMhumancMNaturei
MethodsaM2009aMkaMkfhbm 21.6 136

23 OptimalMtimingMofMinnerMcellMmassMisolationMincreasesMtheMefficiencyMofMhumanMembryonicMstemMcellM
derivationMandMallowsMgenerationMofMsiblingMcellMlinescMCelliStemiCellaM2009aMiaMfehbk 18 148

22 GenomebwideMidentificationMofMhumanMRγvMeditingMsitesMbyMparallelMyγvMcapturingMandMsequencingcM
ScienceaM2009aMhgiaMfgfebh 33.3 415

21 vMrobustMapproachMtoMidentifyingMtissuebspecificMgeneMexpressionMregulatoryMvariantsMusingM
personalizedMhumanMinducedMpluripotentMstemMcellscMPLoSiGeneticsaM2009aMjaMefeeelfm 6 46

20 βultiplexMamplificationMofMlargeMsetsMofMhumanMexonscMNatureiMethodsaM2007aMiaMnhfbk 21.6 357

19 FindingMtheMneedlesMinMtheMmetagenomeMhaystackcMMicrobialiEcologyaM2007aMjhaMiljbmj 4.4 60

18 SequencingMgenomesMfromMsingleMcellsMbyMpolymeraseMcloningcMNatureiBiotechnologyaM2006aMgiaMkmebk 44.5 353

17 αongbrangeMpolonyMhaplotypingMofMindividualMhumanMchromosomeMmoleculescMNatureiGeneticsaM2006aM
hmaMhmgbl 36.3 80

16 vccurateMmultiplexMpolonyMsequencingMofManMevolvedMbacterialMgenomecMScienceaM2005aMhenaMflgmbhg 33.3 1011

15 ₄aplowlockFinderoMhaplotypeMblockManalysescMBioinformaticsaM2003aMfnaMfheebf 7.2 108

14 RandomlyMdistributedMcrossoversMmayMgenerateMblockblikeMpatternsMofMlinkageMdisequilibriumoManMactM
ofMgeneticMdriftcMHumaniGeneticsaM2003aMffhaMjfbn 6.3 38

(2003-2011)
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13 TheMeffectMofMsingleMnucleotideMpolymorphismMidentificationMstrategiesMonMestimatesMofMlinkageM
disequilibriumcMMoleculariBiologyiandiEvolutionaM2003aMgeaMghgbig 8.3 59

12 ₇nterrogatingMaMhighbdensityMSγPMmapMforMsignaturesMofMnaturalMselectioncMGenomeiResearchaM2002aM
fgaMfmejbfi 9.7 678

11 yistributionMofMrecombinationMcrossoversMandMtheMoriginMofMhaplotypeMblocksoMtheMinterplayMofM
populationMhistoryaMrecombinationaMandMmutationcMAmericaniJournaliofiHumaniGeneticsaM2002aMlfaMfgglbhi11 351

10 TheMeffectMthatMgenotypingMerrorsMhaveMonMtheMrobustnessMofMcommonMlinkagebdisequilibriumM
measurescMAmericaniJournaliofiHumaniGeneticsaM2001aMkmaMfiilbjk 11 97

9 VisualizingMandMinterpretingMsinglebcellMgeneMexpressionMdatasetsMwithMSimilarityMWeightedM
γonnegativeMzmbedding 1

8 ₇ntegrativeMsinglebcellManalysisMbyMtranscriptionalMandMepigeneticMstatesMinMhumanMadultMbrain 5

7 SingleMnucleusManalysisMofMtheMchromatinMlandscapeMinMmouseMforebrainMdevelopment 2

6 zvolutionMofMcellularMdiversityMinMprimaryMmotorMcortexMofMhumanaMmarmosetMmonkeyaMandMmouse 33

5 vMreferenceMtissueMatlasMforMtheMhumanMkidney 2

4 vMmultimodalMcellMcensusMandMatlasMofMtheMmammalianMprimaryMmotorMcortex 12

3 αinkingMtranscriptomeMandMchromatinMaccessibilityMinMnanoliterMdropletsMforMsinglebcellMsequencing 3

2 vMβultimodalMandM₇ntegratedMvpproachMtoM₇nterrogateM₄umanMΔidneyMwiopsiesMwithMRigorMandM
ReproducibilityoMTheMΔidneyMPrecisionMβedicineMProject 1

1 vnMatlasMofMhealthyMandMinjuredMcellMstatesMandMnichesMinMtheMhumanMkidney 10
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