
Jason Eric Stajich

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:yyexalyxcomyauthorvpdfy6028018yjasonvericvstajichvpublicationsvbyvyearxpdf

Version:h2024v04v20h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalyxcomxhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovex

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlex

213
papers

16,156
citations

55
h-index

125
g-index

280
ext. papers

19,570
ext. citations

7.7
avg, IF

6.2
L-index



k Paper IF Citations

213 secodingJTranscriptionJRegulatoryJMechanismsJpssociatedJwithJ–haseJTransitionJUsingJTotalJR“pXXJ
MSystemsVJ2022VJeZ_cZca_ 7.6 0

212 pJchromosomalWlevelJreferenceJgenomeJofJtheJwidelyJutilizedJroccidioidesJposadasiiJlaboratoryJ
strainJLSilveiraLXXJG3:fGenessfGenomessfGeneticsVJ2022VJ 3.2 1

211 uungiJareJkeyJplayersJinJextremeJecosystemsXXJTrendsfinfEcologyfandfEvolutionVJ2022VJ 10.9 2

210 tfficientJrRxS–RYrashWmediatedJgenomeJmodificationJofJtheJglassyWwingedJsharpshooterJ
womalodiscaJvitripennisJRvermarSXXJScientificfReportsVJ2022VJ_aVJecag 4.9 0

209 wostJLungJtnvironmentJLimitsJpspergillusJfumigatusJverminationJthroughJanJSskpWsependentJ
SignalingJResponseXJMSphereVJ2021VJeZZhaaa_ 5 3

208 uungalJbiodiversityJandJconservationJmycologyJinJlightJofJnewJtechnologyVJbigJdataVJandJchangingJ
attitudesXJCurrentfBiologyVJ2021VJb_VJR_b_aWR_bad 6.3 1

207 UnderstudiedVJunderrepresentedVJandJunknowniJMethodologicalJbiasesJthatJlimitJdetectionJofJearlyJ
divergingJfungiJfromJenvironmentalJsamplesXJMolecularfEcologyfResourcesVJ2021VJ 8.4 2

206 venomicJanalysesJofJtwoJxtalianJoysterJmushroomJ–leurotusJpulmonariusJstrainsXJG3:fGenessf
GenomessfGeneticsVJ2021VJ__VJ 3.2 2

205 venomeJsequenceJofJtheJoysterJmushroomJ–leurotusJostreatusJstrainJ–rhXJG3:fGenessfGenomessf
GeneticsVJ2021VJ__VJ 3.2 8

204 –hylogenomicJpnalysisJofJaJddX_WkbJ_hWveneJsatasetJResolvesJaJMonophyleticJthatJxncludesJtheJ
SpeciesJromplexXJPhytopathologyVJ2021VJ___VJ_ZecW_Zfh 3.8 39

203 venomicJinsightsJintoJtheJhostJspecificJadaptationJofJtheJ–neumocystisJgenusXJCommunicationsf
BiologyVJ2021VJcVJbZd 6.7 5

202 saturaJgenomeJrevealsJduplicationsJofJpsychoactiveJalkaloidJbiosyntheticJgenesJandJhighJmutationJ
rateJfollowingJtissueJcultureXJBMCfGenomicsVJ2021VJaaVJaZ_ 4.5 2

201 xdentificationJandJphylogeneticJanalysisJofJR“pJbindingJdomainJabundantJinJapicomplexansJorJRp–J
proteinsXJMicrobialfGenomicsVJ2021VJfVJ 4.4 3

200 –reWrambrianJrootsJofJnovelJpntarcticJcryptoendolithicJbacterialJlineagesXJMicrobiomeVJ2021VJhVJeb 16.6 3

199
rultureWsependentJandJpmpliconJSequencingJppproachesJRevealJsiversityJandJsistributionJofJ
qlackJuungiJinJpntarcticJrryptoendolithicJrommunitiesXJJournalfoffFungifoBaselsfSwitzerlandpVJ2021VJ
fVJ

5.6 3

198 TheJmitochondrialJgenomesJofJtheJhumanJpathogensJroccidioidesJimmitisJandJrXJposadasiiXJG3:f
GenessfGenomessfGeneticsVJ2021VJ 3.2 3

197 qalancingJ–ositiveJandJ“egativeJSelectioniJtvolutionJofJrandidaJlusitaniaeXJMBioVJ2021VJ_aVJ 7.8 4
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196 TheJgenomeJofJveosiphonJpyriformisJrevealsJancestralJtraitsJlinkedJtoJtheJemergenceJofJtheJ
arbuscularJmycorrhizalJsymbiosisXJCurrentfBiologyVJ2021VJb_VJ_dfZW_dffXec 6.3 7

195 pJgenomeWscaleJphylogenyJofJtheJkingdomJuungiXJCurrentfBiologyVJ2021VJb_VJ_edbW_eedXed 6.3 29

194 TranscriptionalJpnalysisJofJMyceliaJandJSpherulesJbyJR“pJSequencingXJJournalfoffFungifoBaselsf
SwitzerlandpVJ2021VJfVJ 5.6 3

193 wighW ualityJReferenceJvenomeJSequenceJforJtheJ”omyceteJVegetableJ–athogenJ–hytophthoraJ
capsiciJStrainJLT_dbcXJMicrobiologyfResourcefAnnouncementsVJ2021VJ_ZVJeZZahda_ 1.3 1

192 MetagenomeJSequencingJtoJtxploreJ–hylogenomicsJofJTerrestrialJryanobacteriaXJMicrobiologyf
ResourcefAnnouncementsVJ2021VJ_ZVJeZZadga_ 1.3 3

191 pmpliconJSequencingJofJRockWxnhabitingJMicrobialJrommunitiesJfromJyoshuaJTreeJ“ationalJ–arkVJ
USpXJMicrobiologyfResourcefAnnouncementsVJ2021VJ_ZVJeZZchca_ 1.3 0

190 siploidyJwithinJaJwaploidJvenusJofJtntomopathogenicJuungiXJGenomefBiologyfandfEvolutionVJ2021VJ
_bVJ 3.9 1

189 qeyondJtheJextremesiJRocksJasJultimateJrefugeJforJfungiJinJdrylandsXJMycologiaVJ2021VJ__bVJ_ZgW_bb 2.4 18

188 romparativeJgenomicsJrevealsJdynamicJgenomeJevolutionJinJhostJspecialistJectomycorrhizalJfungiXJ
NewfPhytologistVJ2021VJabZVJffcWfha 9.8 9

187 pspergillusJfumigatusJStrainWSpecificJronidiaJLungJ–ersistenceJrausesJanJpllergicJ
qronchoW–ulmonaryJpspergillosisWLikeJsiseaseJ–henotypeXJMSphereVJ2021VJeVJ 5 3

186 pJweterogeneouslyJtxpressedJveneJuamilyJModulatesJtheJqiofilmJprchitectureJandJwypoxicJ
vrowthJofXJMBioVJ2021VJ_aVJ 7.8 3

185 venomeWscaleJphylogeneticJanalysesJconfirmJ”lpidiumJasJtheJclosestJlivingJzoosporicJfungusJtoJtheJ
nonWflagellatedVJterrestrialJfungiXJScientificfReportsVJ2021VJ__VJba_f 4.9 9

184 tffectsJofJSimulatedJMicrogravityJonJtheJ–roteomeJandJSecretomeJofJtheJ–olyextremotolerantJ
qlackJuungusXJFrontiersfinfGeneticsVJ2021VJ_aVJebgfZg 4.5 3

183 xmprovedJdraftJreferenceJgenomeJforJtheJvlassyWwingedJSharpshooterJRwomalodiscaJvitripennisSVJaJ
vectorJforJ–ierceQsJdiseaseXJG3:fGenessfGenomessfGeneticsVJ2021VJ__VJ 3.2 1

182 pspergillusJfumigatusJxnWwostJw”vJ–athwayJMutationJforJrysticJuibrosisJLungJMicroenvironmentJ
–ersistenceXJMBioVJ2021VJ_aVJeZa_dba_ 7.8 4

181 rrowdsourcedJanalysisJofJfungalJgrowthJandJbranchingJonJmicrofluidicJplatformsXJPLoSfONEVJ2021VJ
_eVJeZadfgab 3.7 2

180 SevenJYearsJatJwighJSalinityWtxperimentalJtvolutionJofJtheJtxtremelyJwalotolerantJqlackJYeastXJ
JournalfoffFungifoBaselsfSwitzerlandpVJ2021VJfVJ 5.6 4

179 ThreatsJ–osedJbyJtheJuungalJzingdomJtoJwumansVJWildlifeVJandJpgricultureXJMBioVJ2020VJ__VJ 7.8 94

(2020-2021)
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178 tvolutionaryJrelationshipsJamongJsppXJRtntomophthoralesSVJobligateJpathogensJofJcicadasXJ
MycologiaVJ2020VJ__aVJ_ZeZW_Zfc 2.4 6

177 qehavioralJbetrayaliJwowJselectJfungalJparasitesJenlistJlivingJinsectsJtoJdoJtheirJbiddingXJPLoSf
PathogensVJ2020VJ_eVJe_ZZgdhg 7.6 9

176
“aturalJdiversityJinJtheJpredatoryJbehaviorJfacilitatesJtheJestablishmentJofJaJrobustJmodelJstrainJ
forJnematodeWtrappingJfungiXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesf
offAmericaVJ2020VJ__fVJefeaWeffZ

11.5 34

175 UncoveredJMicrobialJsiversityJinJpntarcticJrryptoendolithicJrommunitiesJSamplingJthreeJ
RepresentativeJLocationsJofJtheJVictoriaJLandXJMicroorganismsVJ2020VJgVJ 4.9 8

174 xnsightsJintoJdrylandJbiocrustJmicrobiomeiJgeographyVJsoilJdepthJandJcrustJtypeJaffectJbiocrustJ
microbialJcommunitiesJandJnetworksJinJMojaveJsesertVJUSpXJFEMSfMicrobiologyfEcologyVJ2020VJheVJ 4.3 11

173 SamplingJstrategiesJtoJassessJmicrobialJdiversityJofJpntarcticJcryptoendolithicJcommunitiesXJPolarf
BiologyVJ2020VJcbVJaadWabd 2 5

172 tndolithicJuungalJSpeciesJMarkersJforJwarshestJronditionsJinJtheJMcMurdoJsryJValleysVJpntarcticaXJ
LifeVJ2020VJ_ZVJ 3 10

171 SunJexposureJdrivesJpntarcticJcryptoendolithicJcommunityJstructureJandJcompositionXJPolarfBiology
VJ2020VJcbVJeZfWe_d 2 3

170 MetagenomesJinJtheJqorderlineJtcosystemsJofJtheJpntarcticJrryptoendolithicJrommunitiesXJ
MicrobiologyfResourcefAnnouncementsVJ2020VJhVJ 1.3 3

169 sraftJvenomeJSequenceJofJtheJYeastJspXJStrainJrruttJdZbeVJxsolatedJfromJMcMurdoJsryJValleysVJ
pntarcticaXJMicrobiologyfResourcefAnnouncementsVJ2020VJhVJ 1.3 2

168 TheJmonophyleticJSarcogyneJcanadensisâ��wheeleriJcladeVJaJnewlyJrecognizedJgroupJsisterJtoJtheJ
turopeanJpcarosporaJglaucocarpaJgroupXJBryologistVJ2020VJ_abVJ__ 0.7 0

167 pirborneJfungiJsporesJdistributionJinJvariousJlocationsJinJLagosVJ“igeriaXJEnvironmentalfMonitoringf
andfAssessmentVJ2020VJ_haVJgf 3.1 8

166
venomicJdiversityJgeneratedJbyJaJtransposableJelementJburstJinJaJriceJrecombinantJinbredJ
populationXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2020VJ
__fVJaeaggWaeahf

11.5 3

165 TowardJaJuullyJResolvedJuungalJTreeJofJLifeXJAnnualfReviewfoffMicrobiologyVJ2020VJfcVJah_Wb_b 17.5 61

164 pJnovelJgenomicJvariantJinJMidwesternJqraziliJevidenceJforJanJolderJandJwiderJsporotrichosisJ
epidemicXJEmergingfMicrobesfandfInfectionsVJ2020VJhVJad_dWadad 18.9 7

163 rlusteringJanalysisJofJlargeWscaleJphenotypicJdataJinJtheJmodelJfilamentousJfungusJ“eurosporaJ
crassaXJBMCfGenomicsVJ2020VJa_VJfdd 4.5 1

162
–hylogenomicJpnalysesJofJ“onWsikaryaJuungiJSupportsJworizontalJveneJTransferJsrivingJ
siversificationJofJSecondaryJMetabolismJinJtheJpmphibianJvastrointestinalJSymbiontVXJG3:fGenessf
GenomessfGeneticsVJ2020VJ_ZVJbc_fWbcbb

3.2 10

161 –eculiarJgenomicJtraitsJinJtheJstressWadaptedJcryptoendolithicJpntarcticJfungusJuriedmanniomycesJ
endolithicusXJFungalfBiologyVJ2020VJ_acVJcdgWcef 2.8 16
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160 “oJtoJiJ–hylogenomicJandJ–racticalJReasonsJforJrontinuedJxnclusionJofJtheJuusariumJsolaniJSpeciesJ
romplexJinJtheJvenusXJMSphereVJ2020VJdVJ 5 32

159 ResolvingJtheJMortierellaceaeJphylogenyJthroughJsynthesisJofJmultiWgeneJphylogeneticsJandJ
phylogenomicsXJFungalfDiversityVJ2020VJ_ZcVJaefWagh 17.6 18

158 qelowgroundJimpactsJofJalpineJwoodyJencroachmentJareJdeterminedJbyJplantJtraitsVJlocalJclimateVJ
andJsoilJconditionsXJGlobalfChangefBiologyVJ2020VJaeVJf__aWf_af 11.4 7

157 SurveyJofJtarlyWsivergingJLineagesJofJuungiJRevealsJpbundantJandJsiverseJMycovirusesXJMBioVJ2020
VJ__VJ 7.8 9

156 ShedJLightJinJtheJsaRkJLineagtSJofJtheJuungalJTreeJofJLifeWSTRtSXJLifeVJ2020VJ_ZVJ 3 4

155 –robeWqasedJMultiplexJRealWTimeJ–rRJasJaJsiagnosticJToolJtoJsistinguishJsistinctJuungalJSymbiontsJ
pssociatedJWithJandJinJraliforniaXJPlantfDiseaseVJ2020VJ_ZcVJaafWabg 1.5 7

154 ReproductionJandJsispersalJofJqiologicalJSoilJrrustJ”rganismsXJFrontiersfinfEcologyfandfEvolutionVJ
2019VJfVJ 3.7 16

153 uungalJbiofilmJmorphologyJimpactsJhypoxiaJfitnessJandJdiseaseJprogressionXJNaturefMicrobiologyVJ
2019VJcVJacbZWacc_ 26.6 46

152 sraftJvenomeJSequenceJofJanJpntarcticJxsolateJofJtheJqlackJYeastJuungusXJMicrobiologyfResourcef
AnnouncementsVJ2019VJgVJ 1.3 6

151 worizontalJveneJTransferJasJanJxndispensableJsriverJforJtvolutionJofJ“eocallimastigomycotaJintoJaJ
sistinctJvutWswellingJuungalJLineageXJAppliedfandfEnvironmentalfMicrobiologyVJ2019VJgdVJ 4.8 35

150 –sychoactiveJplantWJandJmushroomWassociatedJalkaloidsJfromJtwoJbehaviorJmodifyingJcicadaJ
pathogensXJFungalfEcologyVJ2019VJc_VJ_cfW_ec 4.1 27

149 –roteomicJandJMetabolomicJrharacteristicsJofJtxtremophilicJuungiJUnderJSimulatedJMarsJ
ronditionsXJFrontiersfinfMicrobiologyVJ2019VJ_ZVJ_Z_b 5.7 17

148 uvM–iJassessingJfungalJgenomeJcompletenessXJBMCfBioinformaticsVJ2019VJaZVJ_gc 3.6 14

147 uungiJinJtheJMarineJtnvironmentiJ”penJ uestionsJandJUnsolvedJ–roblemsXJMBioVJ2019VJ_ZVJ 7.8 107

146 venomeJSequenceJofJaJLethalJVascularJWiltJuungusVJVerticilliumJnonalfalfaeVJaJqiologicalJrontrolJ
UsedJpgainstJtheJxnvasiveJpilanthusJaltissimaXJMicrobiologyfResourcefAnnouncementsVJ2019VJgVJ 1.3 4

145 TrackingJtheJoriginJofJtwoJgeneticJcomponentsJassociatedJwithJtransposableJelementJburstsJinJ
domesticatedJriceXJNaturefCommunicationsVJ2019VJ_ZVJec_ 17.4 15

144 pltitudeJandJfungalJdiversityJinfluenceJtheJstructureJofJpntarcticJcryptoendolithicJqacteriaJ
communitiesXJEnvironmentalfMicrobiologyfReportsVJ2019VJ__VJf_gWfae 3.7 15

143 siversityJandJfunctionJofJfungiJassociatedJwithJtheJfungivorousJmillipedeVXJFungalfEcologyVJ2019VJc_VJ_gfW_hf4.1 10

(2019-2020)
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142 MicrofluidicsJandJMetabolomicsJRevealJSymbioticJqacterialWuungalJxnteractionsJqetweenJandJ
xncludeJMetaboliteJtxchangeXJFrontiersfinfMicrobiologyVJ2019VJ_ZVJa_eb 5.7 16

141 –yriculariaJgraminisWtriticiJisJnotJtheJcorrectJspeciesJnameJforJtheJwheatJblastJfungusiJresponseJtoJ
reresiniJet´ alXJRM––JaZiaSXJMolecularfPlantfPathologyVJ2019VJaZVJ_fbW_fh 5.7 25

140 xmprovedJReferenceJvenomeJSequenceJofJStrainJWp_a__VJxsolatedJinJWashingtonJStateXJ
MicrobiologyfResourcefAnnouncementsVJ2019VJgVJ 1.3 2

139 siversityJofJcytosineJmethylationJacrossJtheJfungalJtreeJofJlifeXJNaturefEcologyfandfEvolutionVJ2019VJ
bVJcfhWchZ 12.3 57

138 MolecularJsatingJofJtheJtmergenceJofJpnaerobicJRumenJuungiJandJtheJxmpactJofJLaterallyJ
pcquiredJvenesXJMSystemsVJ2019VJcVJ 7.6 12

137 MembersJofJtheJtuwallaceaJfornicatusJspeciesJcomplexJexhibitJpromiscuousJmutualismJwithJ
ambrosiaJfungiJinJTaiwanXJFungalfGeneticsfandfBiologyVJ2019VJ_bbVJ_Zbaeh 3.9 11

136 venomeWscaleJphylogeneticsJrevealsJaJmonophyleticJZoopagalesJRZoopagomycotaVJuungiSXJ
MolecularfPhylogeneticsfandfEvolutionVJ2019VJ_bbVJ_daW_eb 4.1 13

135 –arasitoidJyewelJWaspJMountsJMultiprongedJ“eurochemicalJpttackJtoJwijackJaJwostJqrainXJ
MolecularfandfCellularfProteomicsVJ2019VJ_gVJhhW__c 7.6 13

134 xnternationalJSpaceJStationJconditionsJalterJgenomicsVJproteomicsVJandJmetabolomicsJinJpspergillusJ
nidulansXJAppliedfMicrobiologyfandfBiotechnologyVJ2019VJ_ZbVJ_bebW_bff 5.7 15

133 –hylogenomicsJofJtndogonaceaeJandJevolutionJofJmycorrhizasJwithinJMucoromycotaXJNewf
PhytologistVJ2019VJaaaVJd__Wdad 9.8 37

132 ShrubJrangeJexpansionJaltersJdiversityJandJdistributionJofJsoilJfungalJcommunitiesJacrossJanJalpineJ
elevationJgradientXJMolecularfEcologyVJ2018VJafVJace_Wacfe 5.7 25

131 –hylogeneticJandJ–hylogenomicJsefinitionJofJSpeciesXJG3:fGenessfGenomessfGeneticsVJ2018VJgVJaZZfWaZ_g 3.2 27

130 UltraWlowJinputJtranscriptomicsJrevealJtheJsporeJfunctionalJcontentJandJphylogeneticJaffiliationsJofJ
poorlyJstudiedJarbuscularJmycorrhizalJfungiXJDNAfResearchVJ2018VJadVJa_fWaaf 4.5 19

129
TwoJ“ovelJuungalJSymbiontsJuusariumJkuroshiumJspXJnovXJandJvraphiumJkuroshiumJspXJnovXJofJ
zuroshioJShotJwoleJqorerJRtuwallaceaJspXJnrXJfornicatusSJrauseJuusariumJsiebackJonJWoodyJwostJ
SpeciesJinJraliforniaXJPlantfDiseaseVJ2018VJ_ZaVJ__dcW__ec

1.5 41

128 romparativeJgenomicJanalysisJofJtheJQpseudofungusQXJOpenfBiologyVJ2018VJgVJ 7 20

127 venomicJevidenceJforJintraspecificJhybridizationJinJaJclonalJandJextremelyJhalotolerantJyeastXJBMCf
GenomicsVJ2018VJ_hVJbec 4.5 24

126 pntarcticJrryptoendolithicJuungalJrommunitiesJpreJwighlyJpdaptedJandJsominatedJbyJ
LecanoromycetesJandJsothideomycetesXJFrontiersfinfMicrobiologyVJ2018VJhVJ_bha 5.7 36

125 pnalysisJofJTransposableJtlementsJinJroccidioidesJSpeciesXJJournalfoffFungifoBaselsfSwitzerlandpVJ
2018VJcVJ 5.6 9
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124 SunJtxposureJShapesJuunctionalJvroupingJofJuungiJinJrryptoendolithicJpntarcticJrommunitiesXJLifeVJ
2018VJgVJ 3 26

123 romparativeJanalysisJrevealsJunexpectedJgenomeJfeaturesJofJnewlyJisolatedJThraustochytridsJ
strainsiJonJecologicalJfunctionJandJ–UupsJbiosynthesisXJBMCfGenomicsVJ2018VJ_hVJdc_ 4.5 20

122 romparativeJ–opulationJvenomicsJpnalysisJofJtheJMammalianJuungalJ–athogenXJMBioVJ2018VJhVJ 7.8 19

121 tvolutionJofJdrugJresistanceJinJanJantifungalWnaiveJchronicJinfectionXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2018VJ__dVJ_aZcZW_aZcd 11.5 28

120 tarlyJsivergingJxnsectW–athogenicJuungiJofJtheJ”rderJtntomophthoralesJ–ossessJsiverseJandJ
UniqueJSubtilisinWLikeJSerineJ–roteasesXJG3:fGenessfGenomessfGeneticsVJ2018VJgVJbb__Wbb_h 3.2 8

119 rharacterizationJofJpspergillusJnigerJxsolatedJfromJtheJxnternationalJSpaceJStationXJMSystemsVJ2018
VJbVJ 7.6 27

118 romparativeJvenomicsJRevealsJtheJroreJveneJToolboxJforJtheJuungusWxnsectJSymbiosisXJMBioVJ2018
VJhVJ 7.8 8

117 xnnovationJandJconstraintJleadingJtoJcomplexJmulticellularityJinJtheJpscomycotaXJNaturef
CommunicationsVJ2017VJgVJ_cccc 17.4 52

116 xnsightJintoJtheJRecentJvenomeJsuplicationJofJtheJwalophilicJYeastJiJrombiningJanJxmprovedJ
venomeJwithJveneJtxpressionJandJrhromatinJStructureXJG3:fGenessfGenomessfGeneticsVJ2017VJfVJaZ_dWaZaa3.2 31

115 WidespreadJadenineJ“eWmethylationJofJactiveJgenesJinJfungiXJNaturefGeneticsVJ2017VJchVJhecWheg 36.3 181

114 –rRJMultiplexesJsiscriminateJuusariumJSymbiontsJofJxnvasiveJtuwallaceaJpmbrosiaJqeetlesJthatJ
xnflictJsamageJonJ“umerousJTreeJSpeciesJThroughoutJtheJUnitedJStatesXJPlantfDiseaseVJ2017VJ_Z_VJabbWacZ1.5 13

113 uungalJvenomesJandJxnsightsJintoJtheJtvolutionJofJtheJzingdomXJMicrobiologyfSpectrumVJ2017VJdVJ 8.9 47

112 MicrobialJassociatesJofJtheJsouthernJmoleJcricketJRScapteriscusJborelliiSJareJhighlyJpathogenicXJ
JournalfoffInvertebratefPathologyVJ2017VJ_dZVJdcWea 2.6 5

111 TheJuungalJTreeJofJLifeiJfromJMolecularJSystematicsJtoJvenomeWScaleJ–hylogeniesXJMicrobiologyf
SpectrumVJ2017VJdVJ 8.9 104

110 sraftJvenomeJSequencesJofJtheJpntarcticJtndolithicJuungiJrruttJddafJandJspXJrruttJdZ_gXJ
GenomefAnnouncementsVJ2017VJdVJ 15

109 qifiguratusJadelaidaeVJgenXJetJspXJnovXVJaJnewJmemberJofJMucoromycotinaJinJendophyticJandJ
soilWdwellingJhabitatsXJMycologiaVJ2017VJ_ZhVJbebWbfg 2.4 20

108
TrackingJtheJgenomeWwideJoutcomesJofJaJtransposableJelementJburstJoverJdecadesJofJ
amplificationXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2017VJ
__cVJt_ZddZWt_Zddh

11.5 25

107 TheJuungalJTreeJofJLifeiJuromJMolecularJSystematicsJtoJvenomeWScaleJ–hylogeniesJ2017VJ_Wbc 16

(2017-2018)
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106 uungalJvenomesJandJxnsightsJintoJtheJtvolutionJofJtheJzingdomJ2017VJe_hWebb 9

105 rhlorophyteJaspartylJaminopeptidasesiJpncientJoriginsVJexpandedJfamiliesVJnewJlocationsVJandJ
secondaryJfunctionsXJPLoSfONEVJ2017VJ_aVJeZ_gdcha 3.7 2

104 RelocaTtaiJaJhighJresolutionJtransposableJelementJinsertionJsiteJmappingJtoolJforJpopulationJ
resequencingXJPeerJVJ2017VJdVJeahca 3.1 18

103 txploringJtheJbindingJpropertiesJandJstructuralJstabilityJofJanJopsinJinJtheJchytridJusingJ
comparativeJandJmolecularJmodelingXJPeerJVJ2017VJdVJebaZe 3.1 5

102 seacetylationJofJuungalJtxopolysaccharideJMediatesJpdhesionJandJqiofilmJuormationXJMBioVJ2016VJ
fVJeZZadaW_e 7.8 65

101 rontributionsJofJ“orthJpmericanJendophytesJtoJtheJphylogenyVJecologyVJandJtaxonomyJofJ
XylariaceaeJRSordariomycetesVJpscomycotaSXJMolecularfPhylogeneticsfandfEvolutionVJ2016VJhgVJa_ZWba 4.1 70

100 SmallJgenomeJofJtheJfungusJtscovopsisJweberiVJaJspecializedJdiseaseJagentJofJantJagricultureXJ
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2016VJ__bVJbdefWfa 11.5 49

99 TransposableJtlementsJversusJtheJuungalJvenomeiJxmpactJonJWholeWvenomeJprchitectureJandJ
TranscriptionalJ–rofilesXJPLoSfGeneticsVJ2016VJ_aVJe_ZZe_Zg 6 103

98 uungalJtvolutioniJMucorJandJ–hycomycesJSeeJsoubleXJCurrentfBiologyVJ2016VJaeVJRffdWf 6.3 3

97 pJphylumWlevelJphylogeneticJclassificationJofJzygomyceteJfungiJbasedJonJgenomeWscaleJdataXJ
MycologiaVJ2016VJ_ZgVJ_ZagW_Zce 2.4 684

96 rharacterizationJofJtheJrarbohydrateJqindingJModuleJ_gJgeneJfamilyJinJtheJamphibianJpathogenJ
qatrachochytriumJdendrobatidisXJFungalfGeneticsfandfBiologyVJ2015VJffVJb_Wh 3.9 19

95 TheJlowJinformationJcontentJofJ“eurosporaJsplicingJsignalsiJimplicationsJforJR“pJsplicingJandJ
intronJoriginXJRnaVJ2015VJa_VJhhfW_ZZc 5.8 2

94 rellularJSubcompartmentsJthroughJrytoplasmicJStreamingXJDevelopmentalfCellVJ2015VJbcVJc_ZWaZ 10.2 30

93 secipheringJtheJuniquenessJofJMucoromycotinaJcellJwallsJbyJcombiningJbiochemicalJandJ
phylogenomicJapproachesXJEnvironmentalfMicrobiologyVJ2015VJ_fVJ_echWea 5.2 36

92 pnalysisJofJtheJrandidaJalbicansJ–hosphoproteomeXJEukaryoticfCellVJ2015VJ_cVJcfcWgd 31

91 tndogenousJSmallJR“pJMediatesJMeioticJSilencingJofJaJ“ovelJs“pJTransposonXJG3:fGenessf
GenomessfGeneticsVJ2015VJdVJ_hchWeZ 3.2 28

90 __J–hylogenomicsJtnablingJvenomeWqasedJMycologyJ2015VJafhWahc 2

89 tvolutionaryJoriginsJandJdiversificationJofJproteobacterialJmutualistsXJProceedingsfoffthefRoyalf
SocietyfB:fBiologicalfSciencesVJ2014VJag_VJaZ_ba_ce 4.4 42
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88 tvolutionaryJhistoriesJofJsoilJfungiJareJreflectedJinJtheirJlargeWscaleJbiogeographyXJEcologyfLettersVJ
2014VJ_fVJ_ZgeWhb 10 60

87 MxxSWqtiJaJMxxSJextensionJdefiningJaJminimumJinformationJstandardJforJsequenceJdataJfromJtheJ
builtJenvironmentXJISMEfJournalVJ2014VJgVJ_Wb 11.9 109

86 MicroR“psJsuppressJ“qJdomainJgenesJinJtomatoJthatJconferJresistanceJtoJuusariumJoxysporumXJ
PLoSfPathogensVJ2014VJ_ZVJe_ZZccec 7.6 111

85 pnalysisJofJtheJgenomeJandJtranscriptomeJofJrryptococcusJneoformansJvarXJgrubiiJrevealsJcomplexJ
R“pJexpressionJandJmicroevolutionJleadingJtoJvirulenceJattenuationXJPLoSfGeneticsVJ2014VJ_ZVJe_ZZcae_6 260

84 LiteratureWbasedJgeneJcurationJandJproposedJgeneticJnomenclatureJforJcryptococcusXJEukaryoticf
CellVJ2014VJ_bVJgfgWgb 13

83 romparativeJgenomicsJofJtheJmajorJfungalJagentsJofJhumanJandJanimalJSporotrichosisiJSporothrixJ
schenckiiJandJSporothrixJbrasiliensisXJBMCfGenomicsVJ2014VJ_dVJhcb 4.5 78

82 TowardJgenomeWenabledJmycologyXJMycologiaVJ2013VJ_ZdVJ_bbhWch 2.4 29

81 SharedJsignaturesJofJparasitismJandJphylogenomicsJuniteJrryptomycotaJandJmicrosporidiaXJCurrentf
BiologyVJ2013VJabVJ_dcgWdb 6.3 227

80 dQWSerialJpnalysisJofJveneJtxpressionJstudiesJrevealJaJtranscriptomicJswitchJduringJfruitingJbodyJ
developmentJinJroprinopsisJcinereaXJBMCfGenomicsVJ2013VJ_cVJ_hd 4.5 46

79 romplexJhistoryJofJtheJamphibianWkillingJchytridJfungusJrevealedJwithJgenomeJresequencingJdataXJ
ProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2013VJ__ZVJhbgdWhZ 11.5 202

78 venomicJinsightsJintoJtheJatopicJeczemaWassociatedJskinJcommensalJyeastJMalasseziaJsympodialisXJ
MBioVJ2013VJcVJeZZdfaW_a 7.8 89

77 TheJgenomeJandJdevelopmentWdependentJtranscriptomesJofJ–yronemaJconfluensiJaJwindowJintoJ
fungalJevolutionXJPLoSfGeneticsVJ2013VJhVJe_ZZbgaZ 6 65

76 TheJuseJofJRelocaTtJandJunassembledJshortJreadsJtoJproduceJhighWresolutionJsnapshotsJofJ
transposableJelementJgeneratedJdiversityJinJriceXJG3:fGenessfGenomessfGeneticsVJ2013VJbVJhchWdf 3.2 32

75 RegionalJcontrolJofJhistoneJwbJlysineJafJmethylationJinJ“eurosporaXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2013VJ__ZVJeZafWba 11.5 103

74 tmergenceJofJtheJrhytridJuungusJqatrachochytriumJsendrobatidisJandJvlobalJpmphibianJseclinesJ
2013VJce_Wcfa 1

73 MeetingJreportiJfungalJitsJworkshopJRoctoberJaZ_aSXJStandardsfinfGenomicfSciencesVJ2013VJgVJ__gWab 26

72 “eurosporaJandJtheJdeadWendJhypothesisiJgenomicJconsequencesJofJselfingJinJtheJmodelJgenusXJ
Evolution;fInternationalfJournalfoffOrganicfEvolutionVJ2013VJefVJbeZZW_e 3.8 24

71 SequentialJutilizationJofJhostsJfromJdifferentJflyJfamiliesJbyJgeneticallyJdistinctVJsympatricJ
populationsJwithinJtheJtntomophthoraJmuscaeJspeciesJcomplexXJPLoSfONEVJ2013VJgVJef__eg 3.7 10

(2013-2014)
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70 pnalysesJofJexpressedJsequenceJtagsJinJ“eurosporaJrevealJrapidJevolutionJofJgenesJassociatedJ
withJtheJearlyJstagesJofJsexualJreproductionJinJfungiXJBMCfEvolutionaryfBiologyVJ2012VJ_aVJaah 3 9

69 UnidirectionalJevolutionaryJtransitionsJinJfungalJmatingJsystemsJandJtheJroleJofJtransposableJ
elementsXJMolecularfBiologyfandfEvolutionVJ2012VJahVJba_dWae 8.3 76

68 uungisqiJanJintegratedJfunctionalJgenomicsJdatabaseJforJfungiXJNucleicfAcidsfResearchVJ2012VJcZVJsefdWg_20.1 235

67 SpeciesWspecificJchitinWbindingJmoduleJ_gJexpansionJinJtheJamphibianJpathogenJqatrachochytriumJ
dendrobatidisXJMBioVJ2012VJbVJeZZ_dZW_a 7.8 33

66 venomeJvariationJinJrryptococcusJgattiiVJanJemergingJpathogenJofJimmunocompetentJhostsXJMBioVJ
2011VJaVJeZZbcaW_Z 7.8 137

65 MassiveJchangesJinJgenomeJarchitectureJaccompanyJtheJtransitionJtoJselfWfertilityJinJtheJ
filamentousJfungusJ“eurosporaJtetraspermaXJGeneticsVJ2011VJ_ghVJddWeh 4 61

64 venomicJtransitionJtoJpathogenicityJinJchytridJfungiXJPLoSfPathogensVJ2011VJfVJe_ZZabbg 7.6 83

63 venomeJsequenceJofJtheJmodelJmushroomJSchizophyllumJcommuneXJNaturefBiotechnologyVJ2010VJ
agVJhdfWeb 44.5 381

62 TranscriptionJfactorsJinJlightJandJcircadianJclockJsignalingJnetworksJrevealedJbyJgenomewideJ
mappingJofJdirectJtargetsJforJneurosporaJwhiteJcollarJcomplexXJEukaryoticfCellVJ2010VJhVJ_dchWde 160

61 UsingJtheJvenericJSyntenyJqrowserJRvqrowse_synSXJCurrentfProtocolsfinfBioinformaticsVJ2010VJ
rhapterJhVJUnitJhX_a 24.2 47

60 TheJdeadlyJchytridJfungusiJaJstoryJofJanJemergingJpathogenXJPLoSfPathogensVJ2010VJeVJe_ZZZddZ 7.6 37

59 seJnovoJassemblyJofJaJcZJMbJeukaryoticJgenomeJfromJshortJsequenceJreadsiJSordariaJmacrosporaVJ
aJmodelJorganismJforJfungalJmorphogenesisXJPLoSfGeneticsVJ2010VJeVJe_ZZZgh_ 6 152

58
xnsightsJintoJevolutionJofJmulticellularJfungiJfromJtheJassembledJchromosomesJofJtheJmushroomJ
roprinopsisJcinereaJRroprinusJcinereusSXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ2010VJ_ZfVJ__gghWhc

11.5 322

57
ronflictJbetweenJreproductiveJgeneJtreesJandJspeciesJphylogenyJamongJheterothallicJandJ
pseudohomothallicJmembersJofJtheJfilamentousJascomyceteJgenusJ“eurosporaXJFungalfGeneticsf
andfBiologyVJ2010VJcfVJgehWfg

3.9 28

56 venomeJsequenceJofJtheJnecrotrophicJplantJpathogenJ–ythiumJultimumJrevealsJoriginalJ
pathogenicityJmechanismsJandJeffectorJrepertoireXJGenomefBiologyVJ2010VJ__VJRfb 18.3 280

55 –opulationJgenomicJsequencingJofJroccidioidesJfungiJrevealsJrecentJhybridizationJandJtransposonJ
controlXJGenomefResearchVJ2010VJaZVJhbgWce 9.7 140

54 pJmolecularJperspectiveiJbiologyJofJtheJemergingJpathogenJqatrachochytriumJdendrobatidisXJ
DiseasesfoffAquaticfOrganismsVJ2010VJhaVJ_b_Wcf 1.7 22

53 pnalysisJofJtheJqasidiomyceteJroprinopsisJcinereaJrevealsJconservationJofJtheJcoreJmeioticJ
expressionJprogramJoverJhalfJaJbillionJyearsJofJevolutionXJPLoSfGeneticsVJ2010VJeVJe_ZZ__bd 6 28
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52 romparativeJgenomicJanalysesJofJtheJhumanJfungalJpathogensJroccidioidesJandJtheirJrelativesXJ
GenomefResearchVJ2009VJ_hVJ_faaWb_ 9.7 229

51 TheJfungiXJCurrentfBiologyVJ2009VJ_hVJRgcZWd 6.3 226

50 –roteomicJandJphenotypicJprofilingJofJtheJamphibianJpathogenJqatrachochytriumJdendrobatidisJ
showsJthatJgenotypeJisJlinkedJtoJvirulenceXJMolecularfEcologyVJ2009VJ_gVJc_dWah 5.7 120

49 s“pJSequenceJsatabasesJ2009VJ_W__ 3

48 TheJgenomeJofJLaccariaJbicolorJprovidesJinsightsJintoJmycorrhizalJsymbiosisXJNatureVJ2008VJcdaVJggWha 50.4 823

47 pnJexpandedJfamilyJofJfungalysinJextracellularJmetallopeptidasesJofJroprinopsisJcinereaXJ
MycologicalfResearchVJ2008VJ__aVJbghWhg 20

46 romparativeJhybridizationJrevealsJextensiveJgenomeJvariationJinJtheJpxsSWassociatedJpathogenJ
rryptococcusJneoformansXJGenomefBiologyVJ2008VJhVJRc_ 18.3 52

45 ResolvingJarthropodJphylogenyiJexploringJphylogeneticJsignalJwithinJc_JkbJofJproteinWcodingJ
nuclearJgeneJsequenceXJSystematicfBiologyVJ2008VJdfVJhaZWbg 8.4 162

44
vlobalJgeneJexpressionJprofilesJforJlifeJstagesJofJtheJdeadlyJamphibianJpathogenJqatrachochytriumJ
dendrobatidisXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ
2008VJ_ZdVJ_fZbcWh

11.5 89

43 pnJxntroductionJtoJqio–erlXJMethodsfinfMolecularfBiologyVJ2007VJcZeVJdbdWcg 1.4 35

42 tvolutionJofJtheJmatingJtypeJlocusiJinsightsJgainedJfromJtheJdimorphicJprimaryJfungalJpathogensJ
wistoplasmaJcapsulatumVJroccidioidesJimmitisVJandJroccidioidesJposadasiiXJEukaryoticfCellVJ2007VJeVJeaaWh 82

41 qpSriJanJintegratedJbioinformaticsJsystemJforJqrassicaJresearchXJNucleicfAcidsfResearchVJ2007VJbdVJsgfZWb20.1 17

40 tvolutionJofJbuddingJyeastJprionWdeterminantJsequencesJacrossJdiverseJfungiXJJournalfoffMolecularf
BiologyVJ2007VJbegVJafbWga 6.5 55

39 romparativeJgenomicJanalysisJofJfungalJgenomesJrevealsJintronWrichJancestorsXJGenomefBiologyVJ
2007VJgVJRaab 18.3 100

38 pJfungalJphylogenyJbasedJonJcaJcompleteJgenomesJderivedJfromJsupertreeJandJcombinedJgeneJ
analysisXJBMCfEvolutionaryfBiologyVJ2006VJeVJhh 3 371

37 tvidenceJofJmR“pWmediatedJintronJlossJinJtheJhumanWpathogenicJfungusJrryptococcusJ
neoformansXJEukaryoticfCellVJ2006VJdVJfghWhb 46

36 TheJrryptococcusJneoformansJcatalaseJgeneJfamilyJandJitsJroleJinJantioxidantJdefenseXJEukaryoticf
CellVJ2006VJdVJ_ccfWdh 76

35 romparativeJanalysisJofJSaccharomycesJcerevisiaeJWWJdomainsJandJtheirJinteractingJproteinsXJ
GenomefBiologyVJ2006VJfVJRbZ 18.3 48

(2006-2009)

11



34 ”penJsourceJtoolsJandJtoolkitsJforJbioinformaticsiJsignificanceVJandJwhereJareJwenXJBriefingsfinf
BioinformaticsVJ2006VJfVJagfWhe 13.4 33

33 –hylogenomicJanalysisJofJnonWribosomalJpeptideJsynthetasesJinJtheJgenusJpspergillusXJGeneVJ2006VJ
bgbVJacWba 3.8 60

32 TheJevolutionJofJmammalianJgeneJfamiliesXJPLoSfONEVJ2006VJ_VJegd 3.7 228

31 ReconstructingJtheJearlyJevolutionJofJuungiJusingJaJsixWgeneJphylogenyXJNatureVJ2006VJccbVJg_gWaa 50.4 1392

30 xnsightsJfromJtheJgenomeJofJtheJbiotrophicJfungalJplantJpathogenJUstilagoJmaydisXJNatureVJ2006VJ
cccVJhfW_Z_ 50.4 867

29 sisentanglingJtheJeffectsJofJdemographyJandJselectionJinJhumanJhistoryXJMolecularfBiologyfandf
EvolutionVJ2005VJaaVJebWfb 8.3 165

28 SameWsexJmatingJandJtheJoriginJofJtheJVancouverJxslandJrryptococcusJgattiiJoutbreakXJNatureVJ2005
VJcbfVJ_beZWc 50.4 409

27 xnvestigatingJhookwormJgenomesJbyJcomparativeJanalysisJofJtwoJpncylostomaJspeciesXJBMCf
GenomicsVJ2005VJeVJdg 4.5 46

26 LikelihoodsJfromJsummaryJstatisticsiJrecentJdivergenceJbetweenJspeciesXJGeneticsVJ2005VJ_f_VJ_c_hWbe 4 20

25 tstimatingJtheJtempoJandJmodeJofJgeneJfamilyJevolutionJfromJcomparativeJgenomicJdataXJGenomef
ResearchVJ2005VJ_dVJ__dbWeZ 9.7 193

24 xdentificationJofJrryptococcusJneoformansJtemperatureWregulatedJgenesJwithJaJgenomicWs“pJ
microarrayXJEukaryoticfCellVJ2004VJbVJ_achWeZ 89

23 TheJeffectsJofJselectionJagainstJspuriousJtranscriptionJfactorJbindingJsitesXJMolecularfBiologyfandf
EvolutionVJ2003VJaZVJhZ_We 8.3 66

22 TheJgenomeJsequenceJofJraenorhabditisJbriggsaeiJaJplatformJforJcomparativeJgenomicsXJPLoSf
BiologyVJ2003VJ_VJtcd 9.7 677

21 vangliosideWinducedJdifferentiationWassociatedJproteinW_JisJmutantJinJrharcotWMarieWToothJdiseaseJ
typeJcpYgqa_XJNaturefGeneticsVJ2002VJbZVJa_Wa 36.3 302

20 TheJgenericJgenomeJbrowseriJaJbuildingJblockJforJaJmodelJorganismJsystemJdatabaseXJGenomef
ResearchVJ2002VJ_aVJ_dhhWe_Z 9.7 929

19 TheJqioperlJtoolkitiJ–erlJmodulesJforJtheJlifeJsciencesXJGenomefResearchVJ2002VJ_aVJ_e__Wg 9.7 1234

18 rombinedJ–anWVJ–opulationWVJandJ–hyloWvenomicJpnalysisJofJpspergillusJfumigatusJRevealsJ
–opulationJStructureJandJLineageWSpecificJsiversity 2

17 uungalJrTpqJs“pJtxtractionJv_ 4
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16 venomeWscaleJphylogeneticJanalysesJconfirmJ”lpidiumJasJtheJclosestJlivingJzoosporicJfungusJtoJtheJ
nonWflagellatedVJterrestrialJfungi 1

15 tarlyJdivergingJinsectJpathogenicJfungiJofJtheJorderJtntomophthoralesJpossessJdiverseJandJuniqueJ
subtilisinWlikeJserineJproteases 1

14 siversityJandJfunctionJofJfungiJassociatedJwithJtheJfungivorousJmillipedeVJqrachycybeJlecontii 1

13 MetagenomesJinJtheJborderlineJecosystemsJofJtheJpntarcticJcryptoendolithicJcommunities 1

12 pntarcticJcryptoendolithicJbacterialJlineagesJofJpreWrambrianJoriginJasJproxyJforJMarsJcolonization 2

11 pJgenomeWscaleJphylogenyJofJuungijJinsightsJintoJearlyJevolutionVJradiationsVJandJtheJrelationshipJ
betweenJtaxonomyJandJphylogeny 6

10 VolatilesJfromSerratiaJmarcescensVJSXJproteamaculansVJandqacillusJsubtilisxnhibitJvrowthJ
ofRhizopusJstoloniferandJ”therJuungi 1

9 StructuralJcharacterizationJandJevolutionaryJanalysesJofJtheJroccidioidesJimmitisJandJroccidioidesJ
posadasiiJmitochondrialJgenomes 1

8 MolecularJdatingJofJtheJemergenceJofJanaerobicJrumenJfungiJandJtheJimpactJofJlaterallyJacquiredJgenes 3

7 SunJexposureJdrivesJpntarcticJcryptoendolithicJcommunityJstructureJandJcomposition 2

6 xnsightsJintoJtheJdesertJlivingJskinJmicrobiomeiJgeographyVJsoilJdepthVJandJcrustJtypeJaffectJ
biocrustJmicrobialJcommunitiesJandJnetworksJinJMojaveJsesertVJUSp 1

5 “aturalJdiversityJinJtheJpredatoryJbehaviorJfacilitatesJtheJestablishmentJofJaJnewJrobustJmodelJ
strainJforJnematodeWtrappingJfungi 1

4 ShallowJvenomeJSequencingJforJ–hylogenomicsJofJMycorrhizalJuungiJfromJtndangeredJ”rchids 4

3 uvM–iJassessingJfungalJgenomeJcompletenessJandJgeneJcontent 1

2 venomicJ–erspectivesJonJtheJuungalJzingdomedfWeee

1 pJchromosomalWlevelJreferenceJgenomeJofJtheJwidelyJutilizedJroccidioidesJposadasiiJlaboratoryJ
strainJâ��Silveiraâ�� 1

ListuofuPublications

13


