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o Paper IF Citations

222 MolecularLecologicalLnetworkLanalysesbLBMCcBioinformaticsYL2012YLegYLeeg 3.6 975

221 xeepaseaLoilLplumeLenrichesLindigenousLoiladegradingLbacteriabLScienceYL2010YLggdYLfdhal 33.3 906

220 PhylogeneticLmolecularLecologicalLnetworkLofLsoilLmicrobialLcommunitiesLinLresponseLtoLelevatedL
wOfbLMBioYL2011YLfYL 7.8 497

219 zunctionalLmolecularLecologicalLnetworksbLMBioYL2010YLeYL 7.8 431

218 worrelationLdetectionLstrategiesLinLmicrobialLdataLsetsLvaryLwidelyLinLsensitivityLandLprecisionbLISMEc
JournalYL2016YLedYLejjmale 11.9 365

217 StochasticityYLsuccessionYLandLenvironmentalLperturbationsLinLaLfluidicLecosystembLProceedingscofc
thecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaYL2014YLeeeYLylgjahi 11.5 363

216 MicrobialLmediationLofLcarbonacycleLfeedbacksLtoLclimateLwarmingbLNaturecClimatecChangeYL2012YLfYLedjaeed21.4 348

215 ReproducibilityLandLquantitationLofLampliconLsequencingabasedLdetectionbLISMEcJournalYL2011YLiYLegdgaeg11.9 294

214 TemperatureLmediatesLcontinentalascaleLdiversityLofLmicrobesLinLforestLsoilsbLNaturec
CommunicationsYL2016YLkYLefdlg 17.4 271

213  ighathroughputLmetagenomicLtechnologiesLforLcomplexLmicrobialLcommunityLanalysisnLopenLandL
closedLformatsbLMBioYL2015YLjYL 7.8 265

212 MetagenomicLinsightsLintoLevolutionLofLaLheavyLmetalacontaminatedLgroundwaterLmicrobialL
communitybLISMEcJournalYL2010YLhYLjjdakf 11.9 249

211 –eowhipLgbdLasLaLhighathroughputLtoolLforLanalyzingLmicrobialLcommunityLcompositionYLstructureL
andLfunctionalLactivitybLISMEcJournalYL2010YLhYLeejkakm 11.9 249

210 –lobalLdiversityLandLbiogeographyLofLbacterialLcommunitiesLinLwastewaterLtreatmentLplantsbL
NaturecMicrobiologyYL2019YLhYLeelgaeemi 26.6 248

209 MicrobialLgeneLfunctionsLenrichedLinLtheLxeepwaterL orizonLdeepaseaLoilLplumebLISMEcJournalYL
2012YLjYLhieajd 11.9 212

208 MetagenomicLanalysisLrevealsLaLmarkedLdivergenceLinLtheLstructureLofLbelowgroundLmicrobialL
communitiesLatLelevatedLwOfbLEcologycLettersYL2010YLegYLijhaki 10 211

207 NetworkLsuccessionLrevealsLtheLimportanceLofLcompetitionLinLresponseLtoLemulsifiedLvegetableLoilL
amendmentLforLuraniumLbioremediationbLEnvironmentalcMicrobiologyYL2016YLelYLfdiael 5.2 194

206 StochasticLassemblyLleadsLtoLalternativeLcommunitiesLwithLdistinctLfunctionsLinLaLbioreactorL
microbialLcommunitybLMBioYL2013YLhYL 7.8 192
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205 TheLmicrobialLgeneLdiversityLalongLanLelevationLgradientLofLtheLTibetanLgrasslandbLISMEcJournalYL
2014YLlYLhgdahd 11.9 166

204 TundraLsoilLcarbonLisLvulnerableLtoLrapidLmicrobialLdecompositionLunderLclimateLwarmingbLNaturec
ClimatecChangeYL2016YLjYLimiajdd 21.4 164

203 zunctionalLgeneLdiversityLofLsoilLmicrobialLcommunitiesLfromLfiveLoilacontaminatedLfieldsLinLwhinabL
ISMEcJournalYL2011YLiYLhdgaeg 11.9 161

202 viodiversityLandLspeciesLcompetitionLregulateLtheLresilienceLofLmicrobialLbiofilmLcommunitybL
MolecularcEcologyYL2017YLfjYLjekdajelf 5.7 156

201 uLgeneralLframeworkLforLquantitativelyLassessingLecologicalLstochasticitybLProceedingscofcthec
NationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaYL2019YLeejYLejlmfaejlml 11.5 142

200 –eowhipLhnLaLfunctionalLgeneaarrayabasedLhighathroughputLenvironmentalLtechnologyLforLmicrobialL
communityLanalysisbLMolecularcEcologycResourcesYL2014YLehYLmehafl 8.4 134

199 TropicalLagriculturalLlandLmanagementLinfluencesLonLsoilLmicrobialLcommunitiesLthroughLitsLeffectL
onLsoilLorganicLcarbonbLSoilcBiologycandcBiochemistryYL2013YLjiYLggagl 7.5 127

198 PhasingLampliconLsequencingLonLIlluminaLMiseqLforLrobustLenvironmentalLmicrobialLcommunityL
analysisbLBMCcMicrobiologyYL2015YLeiYLefi 4.5 125

197 PlantLdiversityLrepresentsLtheLprevalentLdeterminantLofLsoilLfungalLcommunityLstructureLacrossL
temperateLgrasslandsLinLnorthernLwhinabLSoilcBiologycandcBiochemistryYL2017YLeedYLefafe 7.5 124

196
–eowhipabasedLanalysisLofLmetabolicLdiversityLofLmicrobialLcommunitiesLatLtheL₂uanLdeLzucaLRidgeL
hydrothermalLventbLProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaYL
2009YLedjYLhlhdai

11.5 124

195 ThirtyaoneLyearsLofLriceariceagreenLmanureLrotationsLshapeLtheLrhizosphereLmicrobialLcommunityL
andLenrichLbeneficialLbacteriabLSoilcBiologycandcBiochemistryYL2017YLedhYLfdlafek 7.5 119

194 PhylogeneticLandLfunctionalLgeneLstructureLshiftsLofLtheLoralLmicrobiomesLinLperiodontitisLpatientsbL
ISMEcJournalYL2014YLlYLelkmame 11.9 114

193  abitataspecificLpatternsLandLdriversLofLbacterialL˛†adiversityLinLwhinaSsLdrylandsbLISMEcJournalYL2017YL
eeYLeghiaegil 11.9 111

192 ImpactsLofLtheLThreeL–orgesLxamLonLmicrobialLstructureLandLpotentialLfunctionbLScientificcReportsYL
2015YLiYLljdi 4.9 106

191 TheLphylogeneticLcompositionLandLstructureLofLsoilLmicrobialLcommunitiesLshiftsLinLresponseLtoL
elevatedLcarbonLdioxidebLISMEcJournalYL2012YLjYLfimakf 11.9 95

190 SoilLmicrobialLcommunityLresponsesLtoLaLdecadeLofLwarmingLasLrevealedLbyLcomparativeL
metagenomicsbLAppliedcandcEnvironmentalcMicrobiologyYL2014YLldYLekkkalj 4.8 94

189 MeteorologicalLfactorsLhadLmoreLimpactLonLairborneLbacterialLcommunitiesLthanLairLpollutantsbL
SciencecofcthecTotalcEnvironmentYL2017YLjdeajdfYLkdgakef 10.2 92

188 βandLuseLchangeLaltersLfunctionalLgeneLdiversityYLcompositionLandLabundanceLinLumazonLforestLsoilL
microbialLcommunitiesbLMolecularcEcologyYL2014YLfgYLfmllamm 5.7 91

(2014-2014)
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187 ResponsesLofLmicrobialLcommunityLfunctionalLstructuresLtoLpilotascaleLuraniumLinLsituL
bioremediationbLISMEcJournalYL2010YLhYLedjdakd 11.9 89

186 –eowhipabasedLanalysisLofLfunctionalLmicrobialLcommunitiesLduringLtheLreoxidationLofLaLbioreducedL
uraniumacontaminatedLaquiferbLEnvironmentalcMicrobiologyYL2009YLeeYLfjeeafj 5.2 87

185 βongatermLsoilLtransplantLsimulatingLclimateLchangeLwithLlatitudeLsignificantlyLaltersLmicrobialL
temporalLturnoverbLISMEcJournalYL2015YLmYLfijeakf 11.9 84

184  igherLprecipitationLstrengthensLtheLmicrobialLinteractionsLinLsemiaaridLgrasslandLsoilsbLGlobalc
EcologycandcBiogeographyYL2018YLfkYLikdaild 6.1 83

183 WarmingLenhancesLoldLorganicLcarbonLdecompositionLthroughLalteringLfunctionalLmicrobialL
communitiesbLISMEcJournalYL2017YLeeYLelfiaelgi 11.9 80

182 zunctionalLgeneLdifferencesLinLsoilLmicrobialLcommunitiesLfromLconventionalYLlowainputYLandL
organicLfarmlandsbLAppliedcandcEnvironmentalcMicrobiologyYL2013YLkmYLeflhamf 4.8 73

181 ImpactLofLmetalLpollutionLandLThlaspiLcaerulescensLgrowthLonLsoilLmicrobialLcommunitiesbLAppliedc
andcEnvironmentalcMicrobiologyYL2010YLkjYLklhgaig 4.8 73

180 SoilLorganicLmatterLquantityLandLqualityLshapeLmicrobialLcommunityLcompositionsLofLsubtropicalL
broadleavedLforestsbLMolecularcEcologyYL2015YLfhYLiekiali 5.7 72

179 –eowhipabasedLanalysisLofLtheLfunctionalLgeneLdiversityLandLmetabolicLpotentialLofLmicrobialL
communitiesLinLacidLmineLdrainagebLAppliedcandcEnvironmentalcMicrobiologyYL2011YLkkYLmmeam 4.8 71

178 –eochipabasedLfunctionalLgeneLanalysisLofLanodophilicLcommunitiesLinLmicrobialLelectrolysisLcellsL
underLdifferentLoperationalLmodesbLEnvironmentalcScienceciamp;cTechnologyYL2010YLhhYLkkfmagi 10.3 70

177 SoilLbacterialLquantificationLapproachesLcouplingLwithLrelativeLabundancesLreflectingLtheLchangesL
ofLtaxabLScientificcReportsYL2017YLkYLhlgk 4.9 69

176
xevelopmentLofLaLcommonLoligonucleotideLreferenceLstandardLforLmicroarrayLdataLnormalizationL
andLcomparisonLacrossLdifferentLmicrobialLcommunitiesbLAppliedcandcEnvironmentalcMicrobiologyYL
2010YLkjYLedllamh

4.8 69

175 ResponseLofLchloramphenicolareducingLbiocathodeLresistomeLtoLcontinuousLelectricalLstimulationbL
WatercResearchYL2019YLehlYLgmlahdj 12.5 69

174 yvaluationLofLtheLreproducibilityLofLampliconLsequencingLwithLIlluminaLMiSeqLplatformbLPLoScONEYL
2017YLefYLedekjkej 3.7 66

173 ylevatedLcarbonLdioxideLaltersLtheLstructureLofLsoilLmicrobialLcommunitiesbLAppliedcandc
EnvironmentalcMicrobiologyYL2012YLklYLfmmeai 4.8 66

172 MicroarrayabasedLanalysisLofLmicrobialLfunctionalLdiversityLalongLanLoilLcontaminationLgradientLinLoilL
fieldbLFEMScMicrobiologycEcologyYL2009YLkdYLgfhagg 4.3 65

171 xevelopmentLofLfunctionalLgeneLmicroarraysLforLmicrobialLcommunityLanalysisbLCurrentcOpinioncinc
BiotechnologyYL2012YLfgYLhmaii 11.4 64

170
uLmultiplayerLgamenLspeciesLofLwlostridiumYLucinetobacterYLandLPseudomonasLareLresponsibleLforL
theLpersistenceLofLantibioticLresistanceLgenesLinLmanureatreatedLsoilsbLEnvironmentalcMicrobiologyYL
2016YLelYLghmhagidl

5.2 64
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169 xeterministicLussemblyLandLxiversityL–radientLulteredLtheLviofilmLwommunityLPerformancesLofL
vioreactorsbLEnvironmentalcScienceciamp;cTechnologyYL2019YLigYLegeiaegfh 10.3 64

168 xistinctLmicrobialLcommunitiesLinLtheLactiveLandLpermafrostLlayersLonLtheLTibetanLPlateaubL
MolecularcEcologyYL2017YLfjYLjjdlajjfd 5.7 61

167 IntegratedLmetagenomicsLandLnetworkLanalysisLofLsoilLmicrobialLcommunityLofLtheLforestL
timberlinebLScientificcReportsYL2015YLiYLkmmh 4.9 61

166 mcruLsequencingLrevealsLtheLroleLofLbasophilicLmethanogensLinLaLcathodicLmethanogenicL
communitybLWatercResearchYL2018YLegjYLemfaemm 12.5 60

165 RandomLsamplingLprocessLleadsLtoLoverestimationLofL˛†adiversityLofLmicrobialLcommunitiesbLMBioYL
2013YLhYLeddgfhaeg 7.8 58

164 ResponsesLofLbacterialLcommunityLtoLdibutylLphthalateLpollutionLinLaLsoilavegetableLecosystembL
JournalcofcHazardouscMaterialsYL2018YLgigYLehfaeid 12.8 57

163 viogeographicLpatternsLofLsoilLdiazotrophicLcommunitiesLacrossLsixLforestsLinLNorthLumericabL
MolecularcEcologyYL2016YLfiYLfmgkahl 5.7 57

162 βongaTermLOilLwontaminationLultersLtheLMolecularLycologicalLNetworksLofLSoilLMicrobialLzunctionalL
–enesbLFrontierscincMicrobiologyYL2016YLkYLjd 5.7 57

161 ScaleadependentLeffectsLofLclimateLandLgeographicLdistanceLonLbacterialLdiversityLpatternsLacrossL
northernLwhinaSsLgrasslandsbLFEMScMicrobiologycEcologyYL2015YLmeYL 4.3 56

160
QuorumLsensingLaltersLtheLmicrobialLcommunityLofLelectrodearespiringLbacteriaLandLhydrogenL
scavengersLtowardLimprovingLhydrogenLyieldLinLmicrobialLelectrolysisLcellsbLAppliedcEnergyYL2016YL
elgYLeeggaeehe

10.7 52

159 NearlyLaLdecadealongLrepeatableLseasonalLdiversityLpatternsLofLbacterioplanktonLcommunitiesLinL
theLeutrophicLβakeLxonghuLTWuhanYLwhinaUbLMolecularcEcologyYL2017YLfjYLglgmaglid 5.7 51

158 xistinctLresponsesLofLsoilLmicrobialLcommunitiesLtoLelevatedLwOfLandLOgLinLaLsoybeanL
agroaecosystembLISMEcJournalYL2014YLlYLkehakfj 11.9 51

157 wombinedLuseLofLnetworkLinferenceLtoolsLidentifiesLecologicallyLmeaningfulLbacterialLassociationsL
inLaLpaddyLsoilbLSoilcBiologycandcBiochemistryYL2017YLediYLffkafgi 7.5 50

156 TheLdivergenceLbetweenLfungalLandLbacterialLcommunitiesLinLseasonalLandLspatialLvariationsLofL
wastewaterLtreatmentLplantsbLSciencecofcthecTotalcEnvironmentYL2018YLjflajfmYLmjmamkl 10.2 50

155 womparativeLmetagenomicsLrevealsLimpactLofLcontaminantsLonLgroundwaterLmicrobiomesbL
FrontierscincMicrobiologyYL2015YLjYLefdi 5.7 50

154 upplicationLofLorganicLfertilizerLimprovesLmicrobialLcommunityLdiversityLandLaltersLmicrobialL
networkLstructureLinLteaLTwamelliaLsinensisULplantationLsoilsbLSoilcandcTillagecResearchYL2019YLemiYLedhgij6.5 49

153 vacterioplanktonLcommunityLresilienceLtoLoceanLacidificationnLevidenceLfromLmicrobialLnetworkL
analysisbLICEScJournalcofcMarinecScienceYL2016YLkgYLljialki 2.7 48

152 –eowhipabasedLanalysisLofLmicrobialLfunctionalLgeneLdiversityLinLaLlandfillLleachateacontaminatedL
aquiferbLEnvironmentalcScienceciamp;cTechnologyYL2012YLhjYLilfhagg 10.3 46

(2012-2019)
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151 WidespreadLdistributionLofLsolubleLdiaironLmonooxygenaseLTSxIMOULgenesLinLurcticLgroundwaterL
impactedLbyLeYhadioxanebLEnvironmentalcScienceciamp;cTechnologyYL2013YLhkYLmmidal 10.3 46

150 vacterioplanktonLassemblyLandLinterspeciesLinteractionLindicatingLincreasingLcoastalL
eutrophicationbLChemosphereYL2017YLekkYLgekagfi 8.4 45

149 xeforestationLdecreasesLspatialLturnoverLandLaltersLtheLnetworkLinteractionsLinLsoilLbacterialL
communitiesbLSoilcBiologycandcBiochemistryYL2018YLefgYLldalj 7.5 44

148 ResponsesLofLsoilLmicrobialLfunctionalLgenesLtoLglobalLchangesLareLindirectlyLinfluencedLbyL
abovegroundLplantLbiomassLvariationbLSoilcBiologycandcBiochemistryYL2017YLedhYLelafm 7.5 43

147 SoilLbacterialLdiversityLpatternsLandLdriversLalongLanLelevationalLgradientLonLShennongjiaLMountainYL
whinabLMicrobialcBiotechnologyYL2015YLlYLkgmahj 6.3 43

146 xynamicsLofLmicrobialLcommunityLcompositionLandLfunctionLduringLinLsituLbioremediationLofLaL
uraniumacontaminatedLaquiferbLAppliedcandcEnvironmentalcMicrobiologyYL2011YLkkYLgljdam 4.8 42

145 NwycxvnLaLcuratedLintegrativeLdatabaseLforLfastLandLaccurateLmetagenomicLprofilingLofLnitrogenL
cyclingLgenesbLBioinformaticsYL2019YLgiYLedhdaedhl 7.2 42

144 ShiftsLofLfunctionalLgeneLrepresentationLinLwheatLrhizosphereLmicrobialLcommunitiesLunderL
elevatedLozonebLISMEcJournalYL2013YLkYLjjdake 11.9 41

143 RecurrentLhorizontalLtransferLofLarseniteLmethyltransferaseLgenesLfacilitatedLadaptationLofLlifeLtoL
arsenicbLScientificcReportsYL2017YLkYLkkhe 4.9 40

142
MicrobialLwommunityLandLzunctionalLStructureLSignificantlyLVariedLamongLxistinctLTypesLofLPaddyL
SoilsLvutLRespondedLxifferentlyLalongL–radientsLofLSoilLxepthLβayersbLFrontierscincMicrobiologyYL
2017YLlYLmhi

5.7 40

141 zungalLcommunitiesLrespondLtoLlongatermLwOfLelevationLbyLcommunityLreassemblybLAppliedcandc
EnvironmentalcMicrobiologyYL2015YLleYLfhhiaih 4.8 39

140  ydrogenLperoxideainducedLoxidativeLstressLresponsesLinLxesulfovibrioLvulgarisL ildenboroughbL
EnvironmentalcMicrobiologyYL2010YLefYLfjhiaik 5.2 39

139 ylevatedLcarbonLdioxideLacceleratesLtheLspatialLturnoverLofLsoilLmicrobialLcommunitiesbLGlobalc
ChangecBiologyYL2016YLffYLmikajh 11.4 39

138 PlantLcommunityYLgeographicLdistanceLandLabioticLfactorsLplayLdifferentLrolesLinLpredictingLuMzL
biogeographyLatLtheLregionalLscaleLinLnorthernLwhinabLEnvironmentalcMicrobiologycReportsYL2016YLlYLedhlaedik3.7 38

137 TheL–reatLOxidationLyventLexpandedLtheLgeneticLrepertoireLofLarsenicLmetabolismLandLcyclingbL
ProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaYL2020YLeekYLedhehaedhfe11.5 37

136 TheLresponsesLandLadaptationsLofLmicrobialLcommunitiesLtoLsalinityLinLfarmlandLsoilsnLuLmolecularL
ecologicalLnetworkLanalysisbLAppliedcSoilcEcologyYL2017YLefdYLfgmafhj 5 37

135 βatitudinalLdistributionLofLammoniaaoxidizingLbacteriaLandLarchaeaLinLtheLagriculturalLsoilsLofL
easternLwhinabLAppliedcandcEnvironmentalcMicrobiologyYL2014YLldYLiimgajdf 4.8 36

134 ylevatedLwOâ��LinfluencesLmicrobialLcarbonLandLnitrogenLcyclingbLBMCcMicrobiologyYL2013YLegYLefh 4.5 36
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133 worrelationLofLgenomicLandLphysiologicalLtraitsLofLthermoanaerobacterLspeciesLwithLbiofuelLyieldsbL
AppliedcandcEnvironmentalcMicrobiologyYL2011YLkkYLkmmlalddl 4.8 36

132 MicrobialLfunctionalLgeneLdiversityLwithLaLshiftLofLsubsurfaceLredoxLconditionsLduringLInLSituL
uraniumLreductionbLAppliedcandcEnvironmentalcMicrobiologyYL2012YLklYLfmjjakf 4.8 36

131 unalysisLofLtheLfunctionalLgeneLstructureLandLmetabolicLpotentialLofLmicrobialLcommunityLinLhighL
arsenicLgroundwaterbLWatercResearchYL2017YLefgYLfjlafkj 12.5 35

130 ylevatedLwOfLshiftsLtheLfunctionalLstructureLandLmetabolicLpotentialsLofLsoilLmicrobialLcommunitiesL
inLaLwhLagroecosystembLScientificcReportsYL2015YLiYLmgej 4.9 34

129 ReconstructionLofLmetabolicLnetworksLinLaLfluorantheneadegradingLenrichmentsLfromLpolycyclicL
aromaticLhydrocarbonLpollutedLsoilbLJournalcofcHazardouscMaterialsYL2016YLgelYLmdaml 12.8 33

128 OverLeidLyearsLofLlongatermLfertilizationLaltersLspatialLscalingLofLmicrobialLbiodiversitybLMBioYL2015YL
jYL 7.8 32

127 yxploringLabundanceYLdiversityLandLvariationLofLaLwidespreadLantibioticLresistanceLgeneLinL
wastewaterLtreatmentLplantsbLEnvironmentcInternationalYL2018YLeekYLeljaemi 12.9 31

126 vacterialLcommunitiesLandLpotentialLwaterborneLpathogensLwithinLtheLtypicalLurbanLsurfaceL
watersbLScientificcReportsYL2018YLlYLeggjl 4.9 30

125 zunctionalL–eneLurrayavasedLUltrasensitiveLandLQuantitativeLxetectionLofLMicrobialLPopulationsLinL
womplexLwommunitiesbLMSystemsYL2019YLhYL 7.6 29

124 wharacterisingLtheLinterspecificLvariationsLandLconvergenceLofLgutLmicrobiotaLinLunseriformesL
herbivoresLatLwinteringLareasbLScientificcReportsYL2016YLjYLgfjii 4.9 29

123 wonstructedLWetlandLyffectivelyLRemovesLNitrogenLinLSwineLWastewaterbLFrontierscincMicrobiologyYL
2017YLlYLemgf 5.7 29

122
xevelopmentLandLapplicationsLofLfunctionalLgeneLmicroarraysLinLtheLanalysisLofLtheLfunctionalL
diversityYLcompositionYLandLstructureLofLmicrobialLcommunitiesbLFrontierscofcEnvironmentalcSciencec
andcEngineeringcincChinaYL2011YLiYLeafd

29

121 udaptiveLshiftsLofLbacterioplanktonLcommunitiesLinLresponseLtoLnitrogenLenrichmentLinLaLhighlyL
pollutedLriverbLEnvironmentalcPollutionYL2019YLfhiYLfmdafmm 9.3 29

120 NetworkLanalysisLinfersLtheLwiltLpathogenLinvasionLassociatedLwithLnonadetrimentalLbacteriabLNpjc
BiofilmscandcMicrobiomesYL2020YLjYLl 8.2 28

119  abitatLenvironmentsLimpactedLtheLgutLmicrobiomeLofLlongadistanceLmigratoryLswanLgeeseLbutL
centralLspeciesLconservedbLScientificcReportsYL2018YLlYLeggeh 4.9 28

118 viogeographicLpatternsLofLmicrobialLcoaoccurrenceLecologicalLnetworksLinLsixLumericanLforestsbLSoilc
BiologycandcBiochemistryYL2020YLehlYLedklmk 7.5 27

117 viodegradationLofLdianavutylLPhthalateLbyLuchromobacterLspbLIsolatedLfromLRuralLxomesticL
WastewaterbLInternationalcJournalcofcEnvironmentalcResearchcandcPubliccHealthYL2015YLefYLegiedaff 4.6 27

116 TowardLaLtheoryLforLdiversityLgradientsnLtheLabundanceaadaptationLhypothesisbLEcographyYL2018YLheYLfiiafjh6.5 26

(2018-2011)
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115 WarmingLultersLyxpressionsLofLMicrobialLzunctionalL–enesLImportantLtoLycosystemLzunctioningbL
FrontierscincMicrobiologyYL2016YLkYLjjl 5.7 26

114 a arboringLvacterialLwommunityLwompositionLacrossLanLulaskanLPermafrostLThawL–radientbL
FrontierscincMicrobiologyYL2016YLkYLelmh 5.7 26

113 ylevatedLwOLandLWarmingLulteredL–rasslandLMicrobialLwommunitiesLinLSoilLTopaβayersbLFrontierscinc
MicrobiologyYL2018YLmYLekmd 5.7 26

112 uvailableLnitrogenLisLtheLkeyLfactorLinfluencingLsoilLmicrobialLfunctionalLgeneLdiversityLinLtropicalL
rainforestbLBMCcMicrobiologyYL2015YLeiYLejk 4.5 25

111 zorestLconversionLinducesLseasonalLvariationLinLmicrobialL˛†adiversitybLEnvironmentalcMicrobiologyYL
2018YLfdYLeeeaefg 5.2 25

110 vioremediationLofLdibutylLphthalateLinLaLsimulatedLagriculturalLecosystemLbyL–ordoniaLspbLstrainL
Q aeeLandLtheLmicrobialLecologicalLeffectsLinLsoilbLSciencecofcthecTotalcEnvironmentYL2019YLjjkYLjmeakdd 10.2 24

109 –eographicLdistanceLandLamorphousLironLaffectLtheLabundanceLandLdistributionLofL–eobacteraceaeL
inLpaddyLsoilsLinLwhinabLJournalcofcSoilscandcSedimentsYL2016YLejYLfjikafjji 3.4 24

108 TheLPathowhipYLaLfunctionalLgeneLarrayLforLassessingLpathogenicLpropertiesLofLdiverseLmicrobialL
communitiesbLISMEcJournalYL2013YLkYLemkhalh 11.9 24

107 zunctionalLgeneLarraysabasedLanalysisLofLfecalLmicrobiomesLinLpatientsLwithLliverLcirrhosisbLBMCc
GenomicsYL2014YLeiYLkig 4.5 24

106 yxploringLtheLaccuracyLofLampliconabasedLinternalLtranscribedLspacerLmarkersLforLaLfungalL
communitybLMolecularcEcologycResourcesYL2020YLfdYLekdaelh 8.4 23

105 xramaticLIncreasesLofLSoilLMicrobialLzunctionalL–eneLxiversityLatLtheLTreelineLycotoneLofLwhangbaiL
MountainbLFrontierscincMicrobiologyYL2016YLkYLeelh 5.7 23

104 ynhancementLofLfacultativeLanaerobicLdenitrifyingLcommunitiesLbyLoxygenLreleaseLfromLrootsLofL
theLmacrophyteLinLconstructedLwetlandsbLJournalcofcEnvironmentalcManagementYL2019YLfhjYLeikaejg 7.9 22

103 ylectronLacceptorsLforLanaerobicLoxidationLofLmethaneLdriveLmicrobialLcommunityLstructureLandL
diversityLinLmudLvolcanoesbLEnvironmentalcMicrobiologyYL2018YLfdYLfgkdafgli 5.2 22

102 InterdomainLecologicalLnetworksLbetweenLplantsLandLmicrobesbLMolecularcEcologycResourcesYL2019YL
emYLeijiaeikk 8.4 22

101 unLexplorationLofLgSaendLprocessingLsignalsLandLtheirLtissueLdistributionLinLOryzaLsativabLGeneYL2007YL
glmYLedkaeg 3.8 22

100 SalinityLreducesLbacterialLdiversityYLbutLincreasesLnetworkLcomplexityLinLTibetanLPlateauLlakesbL
FEMScMicrobiologycEcologyYL2019YLmiYL 4.3 22

99
βinkingLNOLymissionsLfromLviofertilizeraumendedLSoilLofLTeaLPlantationsLtoLtheLubundanceLandL
StructureLofLNOaReducingLMicrobialLwommunitiesbLEnvironmentalcScienceciamp;cTechnologyYL2018YL
ifYLeegglaeeghi

10.3 21

98 upplyingL–eowhipLunalysisLtoLxisparateLMicrobialLwommunitiesbLMicrobecMagazineYL2010YLiYLjdaji 20
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97 xistanceaxecayLRelationshipLforLviologicalLWastewaterLTreatmentLPlantsbLAppliedcandc
EnvironmentalcMicrobiologyYL2016YLlfYLhljdaj 4.8 19

96 ylectroadrivenLmethanogenicLmicrobialLcommunityLdiversityLandLvariabilityLinLtheLelectronL
abundantLnichebLSciencecofcthecTotalcEnvironmentYL2019YLjjeYLeklaelj 10.2 18

95
xynamicLSuccessionLofL–roundwaterLzunctionalLMicrobialLwommunitiesLinLResponseLtoLymulsifiedL
VegetableLOilLumendmentLduringLSustainedLInLSituLUTVIULReductionbLAppliedcandcEnvironmentalc
MicrobiologyYL2015YLleYLhejhakf

4.8 18

94 IdentifyingLqualitativeLeffectsLofLdifferentLgrazingLtypesLonLbelowagroundLcommunitiesLandL
functionLinLaLlongatermLfieldLexperimentbLEnvironmentalcMicrobiologyYL2015YLekYLlheaih 5.2 17

93 SoilLmicrobialLbetaadiversityLisLlinkedLwithLcompositionalLvariationLinLabovegroundLplantLbiomassLinL
aLsemiaaridLgrasslandbLPlantcandcSoilYL2018YLhfgYLhjiahld 4.2 17

92 wontinentalLscaleLstructuringLofLforestLandLsoilLdiversityLviaLfunctionalLtraitsbLNaturecEcologycandc
EvolutionYL2019YLgYLefmlaegdl 12.3 17

91 unalysesLofLtheLinfluencingLfactorsLofLsoilLmicrobialLfunctionalLgeneLdiversityLinLtropicalLrainforestL
basedLonL–eowhipLibdbLGenomicscDataYL2015YLiYLgmkal 17

90 TemperatureLandLmicrobialLinteractionsLdriveLtheLdeterministicLassemblyLprocessesLinLsedimentsLofL
hotLspringsbLSciencecofcthecTotalcEnvironmentYL2021YLkkfYLehihji 10.2 17

89 uLSlowaReleaseLSubstrateLStimulatesL–roundwaterLMicrobialLwommunitiesLforLβongaTermLinLSituL
wrTVIULReductionbLEnvironmentalcScienceciamp;cTechnologyYL2015YLhmYLefmffage 10.3 16

88 OrientationalLxNuLbindingLandLdirectedLtransportLonLnanomaterialLheterojunctionsbLNanoscaleYL
2020YLefYLifekaiffj 7.7 16

87 SpatialLscalingLofLforestLsoilLmicrobialLcommunitiesLacrossLaLtemperatureLgradientbLEnvironmentalc
MicrobiologyYL2018YLfdYLgidhagieg 5.2 16

86 xesignLandLanalysisLofLmismatchLprobesLforLlongLoligonucleotideLmicroarraysbLBMCcGenomicsYL2008YL
mYLhme 4.5 16

85 xibutylLphthalateLcontaminationLremoldedLtheLfungalLcommunityLinLagroaenvironmentalLsystembL
ChemosphereYL2019YLfeiYLelmaeml 8.4 16

84 StresswhipLasLaLhighathroughputLtoolLforLassessingLmicrobialLcommunityLresponsesLtoL
environmentalLstressesbLEnvironmentalcScienceciamp;cTechnologyYL2013YLhkYLmlheam 10.3 15

83 βargeascaleLexpressedLsequenceLtagLanalysisLforLtheLchestnutLblightLfungusLwryphonectriaL
parasiticabLFungalcGeneticscandcBiologyYL2008YLhiYLgemafk 3.9 15

82 TemperatureLsensitivityLofLSOMLdecompositionLisLlinkedLwithLaLαaselectedLmicrobialLcommunitybL
GlobalcChangecBiologyYL2021YLfkYLfkjgafkkm 11.4 15

81 unnualLRemovalLofLubovegroundLPlantLviomassLultersLSoilLMicrobialLResponsesLtoLWarmingbLMBioYL
2016YLkYL 7.8 15

80 xynamicLSuccessionLofL–roundwaterLSulfateaReducingLwommunitiesLduringLProlongedLReductionLofL
UraniumLinLaLwontaminatedLuquiferbLEnvironmentalcScienceciamp;cTechnologyYL2017YLieYLgjdmagjfd 10.3 14

(2017-2016)

9



79 TheLshiftLofLmicrobialLcommunitiesLandLtheirLrolesLinLsulfurLandLironLcyclingLinLaLcopperLoreL
bioleachingLsystembLScientificcReportsYL2016YLjYLghkhh 4.9 14

78 InteractionLofLgrapheneafamilyLnanomaterialsLwithLmicrobialLcommunitiesLinLsequentialLbatchL
reactorsLrevealedLbyLhighathroughputLsequencingbLEnvironmentalcResearchYL2020YLelhYLedmgmf 7.9 14

77 TaxonomicLandLzunctionalLunalysesLofLtheLSupragingivalLMicrobiomeLfromLwariesauffectedLandL
wariesazreeL ostsbLMicrobialcEcologyYL2018YLkiYLihgaiih 4.4 13

76 SoilLmicrobiomeLmediatedLnutrientsLdeclineLduringLforestLdegradationLprocessbLSoilcEcologycLettersYL
2019YLeYLimake 2.7 13

75 xevelopmentLofL uMiwhipLforLfunctionalLprofilingLofLhumanLmicrobiomesbLPLoScONEYL2014YLmYLemdihj 3.7 13

74 TheLmicrobiallyLmediatedLsoilLorganicLcarbonLlossLunderLdegenerativeLsuccessionLinLanLalpineL
meadowbLMolecularcEcologyYL2017YLfjYLgjkjagjlj 5.7 12

73 ResponsesLofLMicrobialLwommunitiesLandLInteractionLNetworksLtoLxifferentLManagementLPracticesL
inLTeaLPlantationLSoilsbLSustainabilityYL2019YLeeYLhhfl 3.6 12

72 SoilLp LexertsLstrongerLimpactsLthanLvegetationLtypeLandLplantLdiversityLonLsoilLbacterialL
communityLcompositionLinLsubtropicalLbroadaleavedLforestsbLPlantcandcSoilYL2020YLhidYLfkgaflj 4.2 12

71 MicrobialLfunctionalLdiversityLcovariesLwithLpermafrostLthawainducedLenvironmentalLheterogeneityL
inLtundraLsoilbLGlobalcChangecBiologyYL2018YLfhYLfmkagdk 11.4 12

70 xivergentLResponsesLofLzorestLSoilLMicrobialLwommunitiesLunderLylevatedLwOLinLxifferentLxepthsL
ofLUpperLSoilLβayersbLAppliedcandcEnvironmentalcMicrobiologyYL2018YLlhYL 4.8 12

69 SoilLbacterialLendemismLandLpotentialLfunctionalLredundancyLinLnaturalLbroadleafLforestLalongLaL
latitudinalLgradientbLScientificcReportsYL2016YLjYLfllem 4.9 12

68 –eographicalLxistributionLofLMethanogenicLurchaeaLinLNineLRepresentativeLPaddyLSoilsLinLwhinabL
FrontierscincMicrobiologyYL2016YLkYLehhk 5.7 12

67 ussemblyLPatternsLofLtheLRhizosphereLMicrobiomeLulongLtheLβongitudinalLRootLuxisLofLMaizeLTLβbUbL
FrontierscincMicrobiologyYL2021YLefYLjehide 5.7 12

66 zlorfenicolLrestructuredLtheLmicrobialLinteractionLnetworkLforLwastewaterLtreatmentLbyLmicrobialL
electrolysisLcellsbLEnvironmentalcResearchYL2020YLelgYLedmehi 7.9 11

65 ImpactLofLRuralLxomesticLWastewaterLIrrigationLonLtheLPhysicochemicalLandLMicrobiologicalL
PropertiesLofLPakchoiLandLSoilbLWaterclSwitzerlandmYL2015YLkYLelfiaelgm 3 11

64 SalivaLmicrobiotaLcarryLcariesaspecificLfunctionalLgeneLsignaturesbLPLoScONEYL2014YLmYLekjhil 3.7 11

63 whitinophagaLcaeniLspbLnovbYLisolatedLfromLactivatedLsludgebLInternationalcJournalcofcSystematiccandc
EvolutionarycMicrobiologyYL2018YLjlYLffdmaffeg 2.2 11

62 wharacterizationLandL–enomicLunalysisLofLaL ighlyLyfficientLxibutylLPhthalateaxegradingLvacteriumL
–ordoniaLspbLStrainLQ aefbLInternationalcJournalcofcMolecularcSciencesYL2016YLekYL 6.3 11

Ye Deng
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61 wontrastingLviogeographicLPatternsLofLvacterialLandLurchaealLxiversityLinLtheLTopaLandLSubsoilsLofL
TemperateL–rasslandsbLMSystemsYL2019YLhYL 7.6 10

60 StraincspeciesaspecificLprobeLdesignLforLmicrobialLidentificationLmicroarraysbLAppliedcandc
EnvironmentalcMicrobiologyYL2013YLkmYLidlial 4.8 10

59 SuccessionLofLmicrobialLfunctionalLcommunitiesLinLresponseLtoLaLpilotascaleLethanolablendedLfuelL
releaseLthroughoutLtheLplumeLlifeLcyclebLEnvironmentalcPollutionYL2015YLemlYLeihajd 9.3 9

58 TemperatureLdeterminesLtheLdiversityLandLstructureLofLNfOareducingLmicrobialLassemblagesbL
FunctionalcEcologyYL2018YLgfYLeljkaelkl 5.6 9

57
 ydrogenLconsumptionLandLmethanogenicLcommunityLevolutionLinLanodophilicLbiofilmsLinLsingleL
chamberLmicrobialLelectrolysisLcellsLunderLdifferentLstartupLmodesbLEnvironmentalcScience:cWaterc
ResearchcandcTechnologyYL2018YLhYLelgmaelid

4.2 9

56 SuccessionLofLdiversityYLfunctionsYLandLinteractionsLofLtheLfungalLcommunityLinLactivatedLsludgeL
underLaromaticLhydrocarbonLstressbLEnvironmentalcResearchYL2021YLfdhYLeefehg 7.9 9

55 ynhancedLnitrateLremovalLinLanLzedadrivenLautotrophicLdenitrificationLsystemLusingLhydrogenarichL
waterbLEnvironmentalcScience:cWatercResearchcandcTechnologyYL2019YLiYLegldaegll 4.2 8

54 UnravelingLtheLdiversityLofLsedimentaryLsulfateareducingLprokaryotesLTSRPULacrossLTibetanLsalineL
lakesLusingLepicPwRbLMicrobiomeYL2019YLkYLke 16.6 8

53 MicrobialLdiversityLaccumulatesLinLaLdownstreamLdirectionLinLtheLThreeL–orgesLReservoirbLJournalcofc
EnvironmentalcSciencesYL2021YLedeYLeijaejk 6.4 8

52 uR–uYLaLpipelineLforLprimerLevaluationLonLantibioticLresistanceLgenesbLEnvironmentcInternationalYL
2019YLeflYLegkaehi 12.9 7

51 ylevatedLtemperatureLoverridesLtheLeffectsLofLNLamendmentLinLTibetanLgrasslandLonLsoilL
microbiomebLSoilcBiologycandcBiochemistryYL2019YLegjYLedkigf 7.5 7

50 unalysisLofLexpressedLsequenceLtagLdataLandLgeneLexpressionLprofilesLinvolvedLinLconidialL
germinationLofLzusariumLoxysporumbLAppliedcandcEnvironmentalcMicrobiologyYL2006YLkfYLejjkake 4.8 7

49 MicrobialLwommunityLxynamicsLandLuctivityLβinkLtoLIndigoLProductionLfromLIndoleLinL
vioaugmentedLuctivatedLSludgeLSystemsbLPLoScONEYL2015YLedYLedeglhii 3.7 7

48 yuonymusLjaponicusLphyllosphereLmicrobiomeLis´ significantly´ changedLbyLpowderyLmildewbLArchivesc
ofcMicrobiologyYL2019YLfdeYLedmmaeedm 3 6

47 MicrobialLfunctionalLgenesLcommonlyLrespondLtoLelevatedLcarbonLdioxidebLEnvironmentc
InternationalYL2020YLehhYLedjdjl 12.9 6

46 NicheLwidthLofLaboveaLandLbelowagroundLorganismsLvariedLinLpredictingLbiodiversityLprofilingLalongL
aLlatitudinalLgradientbLMolecularcEcologyYL2020YLfmYLelmdaemdf 5.7 6

45 SteeperLspatialLscalingLpatternsLofLsubsoilLmicrobiotaLareLshapedLbyLdeterministicLassemblyL
processbLMolecularcEcologyYL2021YLgdYLedkfaedli 5.7 6

44 –eowhipLasLaLmetagenomicsLtoolLtoLanalyzeLtheLmicrobialLgeneLdiversityLalongLanLelevationL
gradientbLGenomicscDataYL2014YLfYLegfah 5

(2014-2019)
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43 –ordoniaLphthalaticaLspbLnovbYLaLdianabutylLphthalateadegradingLbacteriumLisolatedLfromLactivatedL
sludgebLInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyYL2017YLjkYLieflaiegg 2.2 5

42 xraftL–enomeLSequenceLofLSphingobiumLyanoikuyaeLT₂YLaL alotolerantL
xianavutylaPhthalateaxegradingLvacteriumbLGenomecAnnouncementsYL2016YLhYL 5

41 ylevatedLnitrateLsimplifiesLmicrobialLcommunityLcompositionsLandLinteractionsLinLsulfidearichLriverL
sedimentsbLSciencecofcthecTotalcEnvironmentYL2021YLkidYLeheieg 10.2 5

40 worrespondencenLReplyLtoLSunalyticalLflawsLinLaLcontinentalascaleLforestLsoilLmicrobialLdiversityL
studySbLNaturecCommunicationsYL2017YLlYLeiilg 17.4 4

39 PollutionL–radientsLulteredLtheLvacterialLwommunityLwompositionLandLStochasticLProcessLofLRuralL
PollutedLPondsbLMicroorganismsYL2020YLlYL 4.9 4

38 xynamicsLofLMicrobialLwommunityLwompositionLandLzunctionLduringInLSituvioremediationLofLaL
UraniumawontaminatedLuquiferbLAppliedcandcEnvironmentalcMicrobiologyYL2011YLkkYLidjgaidjg 4.8 4

37 upplicationLofLcxNuLarrayLforLstudyingLtheLgeneLexpressionLprofileLofLmatureLappressoriaLofL
MagnaportheLgriseabLJournalcofcZhejiangcUniversity:cSciencecBYL2007YLlYLllamk 4.5 4

36 SpontaneousLxNuLtranslocationLthroughLaLvanLderLWaalsLheterostructureLnanoporeLforL
singleamoleculeLdetectionbLNanoscalecAdvancesY 5.1 4

35 WarmingLreshapedLtheLmicrobialLhierarchicalLinteractionsbLGlobalcChangecBiologyYL2021YLfkYLjggeajghk 11.4 4

34 RelativeLImportanceLofLxeterministicLandLStochasticLProcessesLonLSoilLMicrobialLwommunityL
ussemblyLinLTemperateL–rasslandsbLMicroorganismsYL2021YLmYL 4.9 4

33 SoilLMicrobialLwommunityLussemblyLandLInteractionsLureLwonstrainedLbyLNitrogenLandLPhosphorusL
inLvroadleafLzorestsLofLSouthernLwhinabLForestsYL2020YLeeYLfli 2.8 3

32
–eneLexpressionLprofilingLunderLdifferentLphotoperiodctemperatureLconditionsLinLaL
photoperiodacthermoasensitiveLgenicLmaleLsterileLlineLofLriceLTOryzaLsativaLβbUbLSciencecBulletinYL2006
YLieYLekiaele

3

31
 ighaThroughputLSingleawellLTechnologyLRevealsLtheLwontributionLofL orizontalL–eneLTransferLtoL
TypicalLuntibioticLResistanceL–eneLxisseminationLinLWastewaterLTreatmentLPlantsbLEnvironmentalc
Scienceciamp;cTechnologyYL2021YLiiYLeelfhaeelgh

10.3 3

30 zungiavacteriaLussociationsLinLWiltLxiseasedLRhizosphereLandLyndosphereLbyLInterdomainL
ycologicalLNetworkLunalysisbLFrontierscincMicrobiologyYL2021YLefYLkffjfj 5.7 3

29 iNuPnLunLintegratedLnetworkLanalysisLpipelineLforLmicrobiomeLstudies 3

28 yxpressionLProfileLxuringLtheLxevelopmentLofLuppressoriaLInducedLbyL ydrophobicLSurfacesLinL
MagnaportheLgriseaLYghbLJournalcofcPhytopathologyYL2010YLeilYLehgaeig 1.8 2

27 StochasticLprocessesLregulateLbelowgroundLcommunityLassemblyLinLalpineLgrasslandsLonLtheL
TibetanLPlateaubLEnvironmentalcMicrobiologyYL2021YL 5.2 2

26 PatulibacterLbrassicaeLspbLnovbYLisolatedLfromLrhizosphereLsoilLofLwhineseLcabbageLTvrassicaL
campestrisUbLInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologyYL2016YLjjYLidijaidjd 2.2 2
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25 SamplingLcoresLandLsequencingLdepthsLaffectedLtheLmeasurementLofLmicrobialLdiversityLinLsoilL
quadratsbLSciencecofcthecTotalcEnvironmentYL2021YLkjkYLehhmjj 10.2 2

24 yxplorationLofLIntrinsicLMicrobialLwommunityLModulatorsLinLtheLRiceLyndosphereLIndicatesLaLαeyL
RoleLofLxistinctLvacterialLTaxaLucrossLxifferentLwultivarsbLFrontierscincMicrobiologyYL2021YLefYLjfmlif 5.7 2

23 xistinctLzunctionsLandLussemblyLMechanismsLofLSoilLubundantLandLRareLvacterialLTaxaLUnderL
IncreasingLPyreneLStressesbLFrontierscincMicrobiologyYL2021YLefYLjlmkjf 5.7 2

22 StimulationLofLsoilLmicrobialLfunctioningLbyLelevatedLwOfLmayLsurpassLeffectsLmediatedLbyL
irrigationLinLaLsemiaridLgrasslandbLGeodermaYL2021YLhdeYLeeiejf 6.7 2

21 MeadowLdegradationLincreasesLspatialLturnoverLratesLofLtheLfungalLcommunityLthroughLbothLnicheL
selectionLandLdispersalLlimitationbLSciencecofcthecTotalcEnvironmentYL2021YLkmlYLehmgjf 10.2 2

20 TheLSuccessionLofLvacterialLwommunityLuttachedLonLviodegradableLPlasticLMulchesLxuringLtheL
xegradationLinLSoilbbLFrontierscincMicrobiologyYL2021YLefYLklikgk 5.7 2

19 upplicationLofLOrganicLzertilizerLwhangesLtheLRhizosphereLMicrobialLwommunitiesLofLaL–ramineousL
–rassLonLQinghaiâ��TibetLPlateaubLMicroorganismsYL2022YLedYLeehl 4.9 2

18 worrectionLtoL–eowhipavasedLunalysisLofLMicrobialLzunctionalL–eneLxiversityLinLaLβandfillL
βeachateawontaminatedLuquiferbLEnvironmentalcScienceciamp;cTechnologyYL2013YLhkYLfehfafehf 10.3 1

17 WhatLdrivesLtheLassemblyLofLplantaassociatedLprotistLmicrobiomess 1

16 yffectsLofLgrapheneLoxideLonLPwRLamplificationLforLmicrobialLcommunityLsurveybLBMCcMicrobiologyYL
2020YLfdYLfkl 4.5 1

15 PlantLcommunityYLgeographicLdistanceLandLabioticLfactorsLplayLdifferentLrolesLinLpredictingLuMzL
biogeographyLatLtheLregionalLscaleLinLnorthernLwhinabLEnvironmentalcMicrobiologyYL2016YLlYLedhl 5.2 1

14 ussessmentLofLmicrobialL˛–adiversityLinLoneLmeterLsquaredLtopsoilbLSoilcEcologycLettersYe 2.7 1

13 WarmingadrivenLmigrationLofLcoreLmicrobiotaLindicatesLsoilLpropertyLchangesLatLcontinentalLscalebL
SciencecBulletinYL2021YLjjYLfdfiafdgi 10.6 1

12 SessileLmethanogensLdominatedLcathodicLbiofilmnLxistributionLandLnetworkLinLphysiologicalL
transitionsbLSciencecofcthecTotalcEnvironmentYL2021YLkmiYLehlkfh 10.2 1

11 ycosystemLrestorationLandLbelowgroundLmultifunctionalitynLuLnetworkLviewbbLEcologicalc
ApplicationsYL2022YLefiki 4.9 1

10 zungalLdynamicsLandLpotentialLfunctionsLduringLanaerobicLdigestionLofLfoodLwastebbLEnvironmentalc
ResearchYL2022YLfefYLeegfml 7.9 1

9 ProtistanLconsumersLandLphototrophsLareLmoreLsensitiveLthanLbacteriaLandLfungiLtoLpyreneL
exposureLinLsoilbbLSciencecofcthecTotalcEnvironmentYL2022YLlffYLeigigm 10.2 0

8  omogeneousLSelectionLandLxispersalLβimitationLxominateLtheLyffectLofLSoilLStrataLUnderL
WarmingLwonditionbbLFrontierscincMicrobiologyYL2022YLegYLldedlg 5.7 0

(2022-2021)
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7 TheLlargeascaleLspatialLpatternsLofLecologicalLnetworksLbetweenLphytoplanktonLandLzooplanktonLinL
coastalLmarineLecosystemsbbLSciencecofcthecTotalcEnvironmentYL2022YLeihfli 10.2 0

6 TheLwoexistenceLRelationshipLvetweenLPlantsLandLSoilLvacteriaLvasedLonLInterdomainLycologicalL
NetworkLunalysisbbLFrontierscincMicrobiologyYL2021YLefYLkhiilf 5.7 0

5 OrganicLfertilizerLpotentiatesLtheLtransferLofLtypicalLantibioticLresistanceLgeneLamongLspecialL
bacterialLspeciesbbLJournalcofcHazardouscMaterialsYL2022YLhgiYLeflmli 12.8 0

4 xuR xnLaLsequenceLdatabaseLforLaromaticLringahydroxylatingLdioxygenaseLanalysisLandLprimerL
evaluationbLJournalcofcHazardouscMaterialsYL2022YLefmfgd 12.8 0

3 ImpactLofLlongatermLapplicationLofLmanureLandLinorganicLfertilizersLonLcommonLsoilLbacteriaLinL
differentLsoilLtypesbLAgriculturepcEcosystemscandcEnvironmentYL2022YLggkYLedldhh 5.7 0

2 MonitoringLMicrobialLuctivityLwithL–eowhipL2014YLfjeaPe

1 RelationshipsLvetweenLSoilLMicrobialLxiversitiesLucrossLanLuridityL–radientLinLTemperateL
–rasslandsLnLSoilLMicrobialLxiversityLRelationshipsbbLMicrobialcEcologyYL2022YLe 4.4
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