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105 RegionalKandKtemporalKcoordinatedKmutationKpatternsKinKSsRS[uoV[dKspikeKproteinKrevealedKbyKaK
clusteringKandKnetworkKanalysis]]KScientificlReportsYK2022YKcdYKccdj 4.9 5

104 StillKSvsPingKslonglKdbKYearsKofKtheKStructuralKvatabaseKofKsllergenicKProteins]]KFrontierslinlAllergyYK
2022YKeYKjhecid 0

103 TheKimportanceKofKtheKdSKalbuminsKforKallergenicityKandKcross[reactivityKofKpeanutsYKtreeKnutsYKandK
sesameKseeds]KJournalloflAllergylandlClinicallImmunologyYK2021YKcfiYKccgf[cche 11.5 14

102 SyntheticKproteinsKforKuOV–v[ckKdiagnostics]KPeptidesYK2021YKcfeYKcibgje 3.8 2

101 vesigningKmultivalentKimmunogensKforKalphavirusKvaccineKoptimization]KVirologyYK2021YKghcYKcci[cdf 3.6 0

100 vesignKofKpeptidesKwithKhighKaffinityKbindingKtoKaKmonoclonalKantibodyKasKaKbasisKforK
immunotherapy]KPeptidesYK2021YKcfgYKcibhdj 3.8

99 vyraphKulustersKxlavivirusesKandK˛†[uoronavirusesKsccordingKtoKTheirKzostsYKviseaseKTypeYKandK
zumanKuellKReceptors]KBioinformaticslandlBiologylInsightsYK2021YKcgYKcciikedddccbdbech 5.3 3

98 v[graphKclustersKflavivirusesKandK˛†[coronavirusesKaccordingKtoKtheirKhostsYKdiseaseKtypeKandKhumanK
cellKreceptorsK2020YK 1

97 ProducingKphysicochemicalKpropertyKconsensusKalphavirusKproteinKantigensKforKbroadKspectrumK
vaccineKdesign]KAntivirallResearchYK2020YKcjdYKcbfkbg 10.8 4

96 –gwKbindingKtoKlinearKepitopesKofKsraKhKdKinKpeanutKallergicKpreschoolKchildrenKundergoingKoralK
–mmunotherapy]KPediatriclAllergylandlImmunologyYK2019YKebYKjci[jde 4.2 13

95 sntibody[MediatedKProtectiveKMechanismsK–nducedKbyKaKTrivalentKParainfluenzaKVirus[VectoredK
wbolavirusKVaccine]KJournalloflVirologyYK2019YKkeYK 6.6 6

94 vistinguishingKallergensKfromKnon[allergenicKhomologuesKusingKPhysical[uhemicalKPropertyKTPuPUK
motifs]KMolecularlImmunologyYK2018YKkkYKc[j 4.3 13

93 uross[ReactlKaKnewKstructuralKbioinformaticsKmethodKforKpredictingKallergenKcross[reactivity]K
BioinformaticsYK2017YKeeYKcbcf[cbdb 7.2 8

92 xunctionalKclassificationKofKproteinKtoxinsKasKaKbasisKforKbioinformaticKscreening]KScientificlReportsYK
2017YKiYKcekfb 4.9 11

91 uonformationalK–gwKepitopesKofKpeanutKallergensKsraKhKdKandKsraKhKh]KClinicallandlExperimentall
AllergyYK2016YKfhYKccdb[ccdj 4.1 30

90 sKuonservedKStructuralKSignatureKofKtheKzomeoboxKuodingKvNsKinKzOXKgenes]KScientificlReportsYK
2016YKhYKegfcg 4.9 6

89 NovelKneutralizingKmonoclonalKantibodiesKprotectKrodentsKagainstKlethalKfilovirusKchallenges]KTrialsl
inlVaccinologyYK2014YKeYKjk[kf 7
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88 MembraneKinteractionKandKfunctionalKplasticityKofKinositolKpolyphosphateKg[phosphatases]KStructure
YK2014YKddYKhhf[h 5.2 7

87 sssessmentKofKevKmodelsKforKallergenKresearch]KProteins:lStructureylFunctionlandlBioinformaticsYK
2013YKjcYKgfg[gf 4.2 13

86 wngineeringKproteinsKwithKenhancedKmechanicalKstabilityKbyKforce[specificKsequenceKmotifs]K
Proteins:lStructureylFunctionlandlBioinformaticsYK2012YKjbYKcebj[cg 4.2 8

85 ulostridialKtoxinslKsensingKaKtargetKinKaKhostileKgutKenvironment]KGutlMicrobesYK2012YKeYKeg[fc 8.8 6

84 ValidationKofKaKphageKdisplayKandKcomputationalKalgorithmKbyKmappingKaKconformationalKepitopeKofK
tlaKgKd]KInternationallArchivesloflAllergylandlImmunologyYK2012YKcgiYKede[eb 3.7 15

83 taseKofKtheKmeaslesKvirusKfusionKtrimerKheadKreceivesKtheKsignalKthatKtriggersKmembraneKfusion]K
JournalloflBiologicallChemistryYK2012YKdjiYKeebdh[eg 5.4 34

82 MembraneKfusionKtriggeringlKthreeKmodulesKwithKdifferentKstructureKandKfunctionKinKtheKupperKhalfK
ofKtheKmeaslesKvirusKattachmentKproteinKstalk]KJournalloflBiologicallChemistryYK2012YKdjiYKejgfe[gc 5.4 43

81 zostKS[nitrosylationKinhibitsKclostridialKsmallKmolecule[activatedKglucosylatingKtoxins]KNaturel
MedicineYK2011YKciYKcceh[fc 50.5 67

80 TheKheadsKofKtheKmeaslesKvirusKattachmentKproteinKmoveKtoKtransmitKtheKfusion[triggeringKsignal]K
NaturelStructurallandlMolecularlBiologyYK2011YKcjYKcdj[ef 17.6 84

79 sllerMLlKmarkupKlanguageKforKallergens]KRegulatorylToxicologylandlPharmacologyYK2011YKhbYKcgc[hb 3.4 8

78 MvKsimulationKandKexperimentalKevidenceKforKMg´†XKbindingKatKtheKtKsiteKinKhumanKsPKendonucleaseK
c]KBioinformationYK2011YKiYKcjf[kj 1.1 14

77 NMRKsolutionKstructureKofKpoliovirusKuridylyatedKpeptideKlinkedKtoKtheKgenomeKTVPgpUU]KPeptidesYK
2010YKecYKcffc[j 3.8 14

76 snKsllergenKPortraitKyallerylKRepresentativeKStructuresKandKanKOverviewKofK–gwKtindingKSurfaces]K
BioinformaticslandlBiologylInsightsYK2010YKfYKcce[dg 5.3 16

75 StructuralKanalysisKofKlinearKandKconformationalKepitopesKofKallergens]KRegulatorylToxicologylandl
PharmacologyYK2009YKgfYKScc[k 3.4 27

74 MechanicalKstabilityKandKdifferentiallyKconservedKphysical[chemicalKpropertiesKofKtitinK–g[domains]K
Proteins:lStructureylFunctionlandlBioinformaticsYK2009YKigYKibh[cj 4.2 19

73 uharacteristicKmotifsKforKfamiliesKofKallergenicKproteins]KMolecularlImmunologyYK2009YKfhYKggk[hj 4.3 65

72 TheKpropertyKdistanceKindexKPvKpredictsKpeptidesKthatKcross[reactKwithK–gwKantibodies]KMolecularl
ImmunologyYK2009YKfhYKjie[je 4.3 42

71 sutomatedKdetectionKofKconformationalKepitopesKusingKphageKdisplayKPeptideKsequences]K
BioinformaticslandlBiologylInsightsYK2009YKeYKic[jc 5.3 60
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70 uo[localizationKofKglyceraldehyde[e[phosphateKdehydrogenaseKwithKferredoxin[NsvPKreductaseKinK
peaKleafKchloroplasts]KJournalloflStructurallBiologyYK2008YKchcYKcj[eb 3.4 9

69 UnusualKroleKofKaKcysteineKresidueKinKsubstrateKbindingKandKactivityKofKhumanKsP[endonucleaseKc]K
JournalloflMolecularlBiologyYK2008YKeikYKdj[ei 6.5 31

68 uomprehensiveKev[modelingKofKallergenicKproteinsKandKaminoKacidKcompositionKofKpotentialK
conformationalK–gwKepitopes]KMolecularlImmunologyYK2008YKfgYKeifb[i 4.3 60

67
–dentificationKandKanalysisKofKconservedKsequenceKmotifsKinKcytochromeKPfgbKfamilyKd]KxunctionalK
andKstructuralKroleKofKaKmotifKcjiRxvYβvckdKinKuYPdtKenzymes]KJournalloflBiologicallChemistryYK
2008YKdjeYKdcjbj[ch

5.4 12

66 vynamicKinteractionKofKtheKmeaslesKvirusKhemagglutininKwithKitsKreceptorKsignalingKlymphocyticK
activationKmoleculeKTSLsMYKuvcgbU]KJournalloflBiologicallChemistryYK2008YKdjeYKccihe[ic 5.4 57

65 MeaslesKvirusKblindKtoKitsKepithelialKcellKreceptorKremainsKvirulentKinKrhesusKmonkeysKbutKcannotK
crossKtheKairwayKepitheliumKandKisKnotKshed]KJournalloflClinicallInvestigationYK2008YKccjYKdffj[gj 15.9 169

64 –nterProSurflKaKwebKserverKforKpredictingKinteractingKsitesKonKproteinKsurfaces]KBioinformaticsYK2007YK
deYKeeki[k 7.2 126

63 tioinformaticsKapproachesKtoKclassifyingKallergensKandKpredictingKcross[reactivity]KImmunologylandl
AllergylClinicsloflNorthlAmericaYK2007YKdiYKc[di 3.3 73

62 sKMmovingKmetalKmechanismMKforKsubstrateKcleavageKbyKtheKvNsKrepairKendonucleaseKsPw[c]K
Proteins:lStructureylFunctionlandlBioinformaticsYK2007YKhjYKece[de 4.2 51

61 StatisticalKanalysisKofKphysical[chemicalKpropertiesKandKpredictionKofKprotein[proteinKinterfaces]K
JournalloflMolecularlModelingYK2007YKceYKccgi[hi 2 32

60 RobustKquantitativeKmodelingKofKpeptideKbindingKaffinitiesKforKMzuKmoleculesKusingK
physical[chemicalKdescriptors]KProteinlandlPeptidelLettersYK2007YKcfYKkbe[ch 1.9 19

59
uonformationalKflexibilityKofKmammalianKcytochromeKPfgbKdtfKinKbindingKimidazoleKinhibitorsKwithK
differentKringKchemistryKandKsideKchains]KSolutionKthermodynamicsKandKmolecularKmodeling]KJournall
oflBiologicallChemistryYK2006YKdjcYKjbgc[hc

5.4 64

58 StructuralKbasisKforKepitopeKsharingKbetweenKgroupKcKallergensKofKcedarKpollen]KMolecularl
ImmunologyYK2006YKfeYKgbk[cj 4.3 29

57 NMRKstructureKofKtheKviralKpeptideKlinkedKtoKtheKgenomeKTVPgUKofKpoliovirus]KPeptidesYK2006YKdiYKchih[jf3.8 35

56 veterminingKfunctionallyKimportantKaminoKacidKresiduesKofKtheKwcKproteinKofKVenezuelanKequineK
encephalitisKvirus]KJournalloflMolecularlModelingYK2006YKcdYKkdc[k 2 20

55 uonformationalKflexibilityKofKmammalianKcytochromeKPfgbKdtfKinKbindingKimidazoleKinhibitorsKofK
differentKringKchemistryKandKsideKchains]KFASEBlJournalYK2006YKdbYKsdhf 0.9 4

54 uommonKphysical[chemicalKpropertiesKcorrelateKwithKsimilarKstructureKofKtheK–gwKepitopesKofKpeanutK
allergens]KJournalloflAgriculturallandlFoodlChemistryYK2005YKgeYKjigd[k 5.7 37

53 MolluscanKattractinsYKaKfamilyKofKwater[borneKproteinKpheromonesKwithKinterspecificKattractiveness]K
PeptidesYK2005YKdhYKcdc[k 3.8 29
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52 StereophysicochemicalKvariabilityKplotsKhighlightKconservedKantigenicKareasKinKxlaviviruses]KVirologyl
JournalYK2005YKdYKfb 6.1 16

51 Molego[basedKdefinitionKofKtheKarchitectureKandKspecificityKofKmetal[bindingKsites]KProteins:l
StructureylFunctionlandlBioinformaticsYK2005YKgjYKdbb[cb 4.2 26

50 NearbyKclustersKofKhemagglutininKresiduesKsustainKSLsM[dependentKcanineKdistemperKvirusKentryKinK
peripheralKbloodKmononuclearKcells]KJournalloflVirologyYK2005YKikYKgjgi[hd 6.6 58

49 UsingKpropertyKbasedKsequenceKmotifsKandKevKmodelingKtoKdetermineKstructureKandKfunctionalK
regionsKofKproteins]KCurrentlMedicinallChemistryYK2004YKccYKgje[ke 4.3 43

48
SelectivelyKreceptor[blindKmeaslesKviruseslK–dentificationKofKresiduesKnecessaryKforKSLsM[KorK
uvfh[inducedKfusionKandKtheirKlocalizationKonKaKnewKhemagglutininKstructuralKmodel]KJournallofl
VirologyYK2004YKijYKebd[ce

6.6 164

47
StructuralKandKfunctionalKanalysisKofKsplysiaKattractinsYKaKfamilyKofKwater[borneKproteinKpheromonesK
withKinterspecificKattractiveness]KProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericaYK2004YKcbcYKhkdk[ee

11.5 52

46 wffectsKofKbackboneKcontactsKeSKtoKtheKabasicKsiteKonKtheKcleavageKandKtheKproductKbindingKbyK
humanKapurinicaapyrimidinicKendonucleaseKTsPwcU]KBiochemistryYK2004YKfeYKhjf[k 3.2 26

45 sKmultimericKmodelKforKmurineKanti[apoptoticKproteinKtcl[dKandKstructuralKinsightsKforKitsKregulationK
byKpost[translationalKmodification]KJournalloflMolecularlModelingYK2003YKkYKdkj[ebe 2 11

44 vevelopingKcomputationalKtoolsKforKNMRlKtheKearlyKdaysKofKproteinKNMR]KMagneticlResonancelinl
ChemistryYK2003YKfcYKSgc[Sgg 2.1

43 vetectingKpotentialK–gw[reactiveKsitesKonKfoodKproteinsKusingKaKsequenceKandKstructureKdatabaseYK
SvsP[food]KJournalloflAgriculturallandlFoodlChemistryYK2003YKgcYKfjeb[i 5.7 49

42 MajorKlinearK–gwKepitopesKofKmountainKcedarKpollenKallergenK²unKaKcKmapKtoKtheKpectateKlyaseK
catalyticKsite]KMolecularlImmunologyYK2003YKfbYKggg[hd 4.3 41

41 SvsPlKdatabaseKandKcomputationalKtoolsKforKallergenicKproteins]KNucleiclAcidslResearchYK2003YKecYKegk[hd20.1 188

40 –dentifyingKpropertyKbasedKsequenceKmotifsKinKproteinKfamiliesKandKsuperfamilieslKapplicationKtoK
vNase[cKrelatedKendonucleases]KBioinformaticsYK2003YKckYKcejc[kb 7.2 35

39 TotalKsequenceKdecompositionKdistinguishesKfunctionalKmodulesYKMmolegosMKinK
apurinicaapyrimidinicKendonucleases]KBMClBioinformaticsYK2002YKeYKei 3.6 18

38 sutomatedKassignmentKandKevKstructureKcalculationsKusingKcombinationsKofKdvKhomonuclearKandK
evKheteronuclearKNOwSYKspectra]KJournalloflBiomolecularlNMRYK2002YKddYKdfk[he 3 21

37 Membrane[proteinKinteractionsKcontributeKtoKefficientKdi[hydroxylationKofKcholesterolKbyK
mitochondrialKcytochromeKPfgbKdisc]KJournalloflBiologicallChemistryYK2002YKdiiYKeigjd[k 5.4 42

36 vataKminingKofKsequencesKandKevKstructuresKofKallergenicKproteins]KBioinformaticsYK2002YKcjYKcegj[hf 7.2 73

35 NewKquantitativeKdescriptorsKofKaminoKacidsKbasedKonKmultidimensionalKscalingKofKaKlargeKnumberK
ofKphysicalâ��chemicalKproperties]KJournalloflMolecularlModelingYK2001YKiYKffg[fge 2 136

(2001-2005)
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34 veterminingKtheKthree[dimensionalKfoldKofKaKproteinKfromKapproximateKconstraintslKaKsimulationK
study]KCelllBiochemistrylandlBiophysicsYK2001YKefYKdje[ebf 3.2 3

33 zomologyKmodelingKandKsimulationsKofKnucleaseKstructures]KMethodslinlMolecularlBiologyYK2001YK
chbYKdhe[jh 1.4 15

32 splysiaKattractinlKbiophysicalKcharacterizationKandKmodelingKofKaKwater[borneKpheromone]K
BiophysicallJournalYK2001YKjcYKfhe[id 2.9 37

31 zomologyKmodelingKandKcharacterizationKofK–gwKbindingKepitopesKofKmountainKcedarKallergenK²unKaK
e]KBiophysicallJournalYK2000YKikYKchbc[k 2.9 66

30
SequenceKspecificityYKstatisticalKpotentialsYKandKthree[dimensionalKstructureKpredictionKwithK
self[correctingKdistanceKgeometryKcalculationsKofKbeta[sheetKformationKinKproteins]KProteinlScienceYK
1999YKjYKedh[fd

6.3 51

29 zomologyKModelingKandKMolecularKvynamicsKSimulationsKofKPtuV[cKylycosylaseKuomplexedKwithK
UV[damagedKvNs]KJournalloflMolecularlModelingYK1999YKgYKebd[ech 2 8

28 wxactKandKefficientKanalyticalKcalculationKofKtheKaccessibleKsurfaceKareasKandKtheirKgradientsKforK
macromolecules]KJournalloflComputationallChemistryYK1998YKckYKeck[eee 3.5 802

27 wxactKandKefficientKanalyticalKcalculationKofKtheKaccessibleKsurfaceKareasKandKtheirKgradientsKforK
macromoleculesK1998YKckYKeck 1

26 wxactKandKefficientKanalyticalKcalculationKofKtheKaccessibleKsurfaceKareasKandKtheirKgradientsKforK
macromoleculesK1998YKckYKeck 61

25 MappingKofKtheKprimaryKbindingKsiteKofKmeaslesKvirusKtoKitsKreceptorKuvfh]KJournalloflBiologicall
ChemistryYK1997YKdidYKddbid[k 5.4 74

24 sutomatedKcombinedKassignmentKofKNOwSYKspectraKandKthree[dimensionalKproteinKstructureK
determination]KJournalloflBiomolecularlNMRYK1997YKcbYKegc[hd 3 128

23 sKevKmodelKforKtheKmeaslesKvirusKreceptorKuvfhKbasedKonKhomologyKmodelingYKMonteKuarloK
simulationsYKandKhemagglutininKbindingKstudies]KProteinlScienceYK1997YKhYKgjj[ki 6.3 22

22 Three[dimensionalKstructureKandKactionsKofKimmunosuppressantsKandKtheirKimmunophilins]KFASEBl
JournalYK1995YKkYKhe[id 0.9 79

21 uonformationalKpolymorphismKofKcyclosporinKs]KStructureYK1994YKdYKkhe[id 5.2 36

20 SurfaceKareaKincludedKinKenergyKrefinementKofKproteins]KsKcomparativeKstudyKonKatomicKsolvationK
parameters]KJournalloflMolecularlBiologyYK1993YKdeeYKdig[kd 6.5 48

19 MinimizationKofKempiricalKenergyKfunctionsKinKproteinsKincludingKhydrophobicKsurfaceKareaKeffects]K
JournalloflComputationallChemistryYK1993YKcfYKgcb[gdc 3.5 51

18 wxtensiveKdistanceKgeometryKcalculationsKwithKdifferentKNOwKcalibrationslKnewKcriteriaKforKstructureK
selectionKappliedKtoKSandostatinKandKtPT–]KJournalloflBiomolecularlNMRYK1993YKeYKebi[df 3 44

17 uyclosporinKs[cyclophilinKcomplexKformation]KsKmodelKbasedKonKX[rayKandKNMRKdata]KFEBSlLettersYK
1992YKebbYKdkc[ebb 3.8 85
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16 wfficientKsearchKforKallKlowKenergyKconformationsKofKpolypeptidesKbyKMonteKuarloKmethods]KJournall
oflComputationallChemistryYK1991YKcdYKcbhg[cbih 3.5 98

15 uompleteKrelaxationKmatrixKrefinementKofKNMRKstructuresKofKproteinsKusingKanalyticallyKcalculatedK
dihedralKangleKderivativesKofKNOwKintensities]KJournalloflBiomolecularlNMRYK1991YKcYKdgi[hk 3 37

14
wfficientKcomputationKofKthree[dimensionalKproteinKstructuresKinKsolutionKfromKnuclearKmagneticK
resonanceKdataKusingKtheKprogramKv–sNsKandKtheKsupportingKprogramsKusL–tsYKzstsSKandK
yLOMSs]KJournalloflMolecularlBiologyYK1991YKdciYKgci[eb

6.5 864

13 TheKprogramKxsNTOMKforKenergyKrefinementKofKpolypeptidesKandKproteinsKusingKaKNewtonKâ��K
RaphsonKminimizerKinKtorsionKangleKspace]KBiopolymersYK1990YKdkYKhik[hkf 2.2 79

12 uonformationalKstudiesKofKcyclicKpeptideKstructuresKinKsolutionKfromKcz[NmrKdataKbyKdistanceK
geometryKcalculationKandKrestrainedKenergyKminimization]KBiopolymersYK1990YKdkYKceji[fbb 2.2 9

11
uomparisonKofKtheKhigh[resolutionKstructuresKofKtheKalpha[amylaseKinhibitorKtendamistatK
determinedKbyKnuclearKmagneticKresonanceKinKsolutionKandKbyKX[rayKdiffractionKinKsingleKcrystals]K
JournalloflMolecularlBiologyYK1989YKdbhYKhii[ji

6.5 148

10
czKnuclear[magnetic[resonanceKstudiesKofKtheKthree[dimensionalKstructureKofKtheKcardiotoxinK
uTX––bKfromKNajaKmossambicaKmossambicaKinKaqueousKsolutionKandKcomparisonKwithKtheKcrystalK
structuresKofKhomologousKtoxins]KFEBSlJournalYK1988YKcidYKcbc[ch

39

9
veterminationKofKtheKcompleteKthree[dimensionalKstructureKofKtheKalpha[amylaseKinhibitorK
tendamistatKinKaqueousKsolutionKbyKnuclearKmagneticKresonanceKandKdistanceKgeometry]KJournallofl
MolecularlBiologyYK1988YKdbfYKhig[idf

6.5 208

8 Three[dimensionalKstructureKofKrabbitKliverK[udi]metallothionein[daKinKaqueousKsolutionK
determinedKbyKnuclearKmagneticKresonance]KJournalloflMolecularlBiologyYK1988YKdbcYKhei[gi 6.5 275

7 vistanceKgeometryKandKrelatedKmethodsKforKproteinKstructureKdeterminationKfromKNMRKdata]K
QuarterlylReviewsloflBiophysicsYK1987YKckYKccg[gi 7 181

6
ProteinKstructuresKinKsolutionKbyKnuclearKmagneticKresonanceKandKdistanceKgeometry]KTheK
polypeptideKfoldKofKtheKbasicKpancreaticKtrypsinKinhibitorKdeterminedKusingKtwoKdifferentK
algorithmsYKv–SywOKandKv–SMsN]KJournalloflMolecularlBiologyYK1987YKckhYKhcc[ek

6.5 596

5 PolypeptideKfoldKinKtheKtwoKmetalKclustersKofKmetallothionein[dKbyKnuclearKmagneticKresonanceKinK
solution]KJournalloflMolecularlBiologyYK1986YKcjiYKcdg[k 6.5 133

4 PolypeptideKsecondaryKstructureKdeterminationKbyKnuclearKmagneticKresonanceKobservationKofK
shortKproton[protonKdistances]KJournalloflMolecularlBiologyYK1984YKcjbYKicg[fb 6.5 658

3 xormulationKofKStaticKandKvynamicKuonformationalKwnergyKsnalysisKofKtiopolymerKSystemsK
uonsistingKofKTwoKorKMoreKMolecules]KJournalloflthelPhysicallSocietyloflJapanYK1984YKgeYKedhk[edig 1.5 26

2 RepresentationKofKshortKandKlong[rangeKhandednessKinKproteinKstructuresKbyKsignedKdistanceKmaps]K
JournalloflMolecularlBiologyYK1983YKcheYKhce[dc 6.5 23

1 SequentialKresonanceKassignmentsKasKaKbasisKforKdeterminationKofKspatialKproteinKstructuresKbyKhighK
resolutionKprotonKnuclearKmagneticKresonance]KJournalloflMolecularlBiologyYK1982YKcggYKecc[k 6.5 488
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