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Modeling the Gibbs-Donnan effect during ultrafiltration and diafiltration processes using the
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IN ANTIBODY PURIFICATION 2017, 515-535

High-throughput downstream process development for cell-based products using aqueous
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Simulating and Optimizing Preparative Protein Chromatography with ChromX. Journal of Chemical

100 Fducation, 2015, 92, 1497-1502

24 26
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High-throughput process development of purification alternatives for the protein avidin.
Biotechnology Progress, 2015, 31, 957-73
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Molecular dynamics simulations approach for the characterization of peptides with respect to 6
hydrophobicity. Journal of Physical Chemistry B, 2014, 118, 1707-14 34

Automated measurement of apparent protein solubility to rapidly assess complex parameter
interactions. Food and Bioproducts Processing, 2014, 92, 133-142

A tool for selective inline quantification of co-eluting proteins in chromatography using spectral
analysis and partial least squares regression. Biotechnology and Bioengineering, 2014, 111, 1365-73 49 52

Cell-free expression of recombinant antigens ofBorrelia burgdorferiand microarray-based
multiplex detection using different patient sera. Engineering in Life Sciences, 2014, 14, 399-408

Optimization of random PEGylation reactions by means of high throughput screening.
Biotechnology and Bioengineering, 2014, 111, 104-14 49 34
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