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Exploitation of the coil-globule plasmid DNA transition induced by small changes in temperature,

pH salt, and poly(ethylene glycol) compositions for directed partitioning in aqueous two-phase

systems. Langmuir, 2006, 22, 4282-90

Isoform separation and binding site determination of mono-PEGylated lysozyme with pH gradient
chromatography. Journal of Chromatography A, 2012, 1268, 102-8 45 35

Optimization of random PEGylation reactions by means of high throughput screening.
Biotechnology and Bioengineering, 2014, 111, 104-14

High throughput screening based selection of phases for aqueous two-phase system-centrifugal
partitioning chromatography of monoclonal antibodies. Journal of Chromatography A, 2012, 1252, 104-14> 34

Confocal laser scanning microscopy as an analytical tool in chromatographic research. Bioprocess
and Biosystems Engineering, 2008, 31, 241-59

Detailed analysis of membrane adsorber pore structure and protein binding by advanced 6
microscopy. Journal of Membrane Science, 2008, 320, 456-467 9- 34

Characterization of highly concentrated antibody solution - A toolbox for the description of protein
long-term solution stability. MAbs, 2017, 9, 1169-1185

On-Demand Production of Flow-Reactor Cartridges by 3D Printing of Thermostable Enzymes. 16
Angewandte Chemie - International Edition, 2018, 57, 5539-5543 4 33
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particles in Escherichia coli. Journal of Biotechnology, 2016, 219, 7-19 37 7

Analytical characterization of complex, biotechnological feedstocks by pH gradient ion exchange
chromatography for purification process development. Journal of Chromatography A, 2013, 1311, 55-64 4-5

Root cause investigation of deviations in protein chromatography based on mechanistic models L
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