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i Paper IF Citations

129 βematologyMparametersMasMpotentialMindicatorsMofMfeedMefficiencyMinMpigsbbMTranslationaldAnimald
ScienceYM2021YMiYMtxabfem 1.4 0

128 ystimationMofMPoolMwonstructionMandMTechnicalMyrrorbMAgriculturednSwitzerlandoYM2021YMeeYMedme 3 1

127 UsingMαenomicsMtoMMeasureMPhenomicsnMRepeatabilityMofMvullMProlificacyMinMMultipleavullMPasturesbM
AgriculturednSwitzerlandoYM2021YMeeYMjdg 3 1

126 vreedMandMheteroticMeffectsMforMmatureMweightMinMbeefMcattlebMJournaldofdAnimaldScienceYM2021YMmmYM 0.7 1

125 xetectionMofMbovineMinflammatoryMcytokinesMILae˛†YMILajYMandMTNza˛–MwithMaMmultiplexM
electrochemiluminescentMassayMplatformbMVeterinarydImmunologydanddImmunopathologyYM2021YMfgkYMeedfkh2 1

124 uMReferenceMαenomeMussemblyMofMSimmentalMwattleYMvosMtaurusMtaurusbMJournaldofdHeredityYM2021YM
eefYMelhaeme 2.4 4

123 αeneticMchangesMinMbeefMcowMtraitsMfollowingMselectionMforMcalvingMeasebMTranslationaldAnimaldScience
YM2021YMiYMtxabddm 1.4

122 uMReferenceMαenomeMussemblyMofMumericanMvisonYMvisonMbisonMbisonbMJournaldofdHeredityYM2021YM
eefYMekhaelg 2.4 3

121 yvaluatingMuccuracyMofMxNuMPoolMwonstructionMvasedMonMWhiteMvloodMwellMwountsbMFrontiersdind
GeneticsYM2021YMefYMjgilhj 4.5 2

120 uccuracyMofMαyvVMofMsiresMbasedMonMpooledMalleleMfrequencyMofMtheirMprogenybMGz:dGenessdGenomessd
GeneticsYM2021YMeeYM 3.2 1

119 TranscriptomeMprofilesMofMtheMskeletalMmuscleMofMmatureMcowsMduringMfeedMrestrictionMandM
realimentationbMBMCdResearchdNotesYM2021YMehYMgje 2.3

118 ussessmentMofMImputationMfromMLowaPassMSequencingMtoMPredictMMeritMofMveefMSteersbMGenesYM2020YM
eeYM 4.2 5

117 RuminalMtranscriptMabundanceMofMtheMcentromereaassociatedMproteinMyMgeneMmayMinfluenceMresidualM
feedMintakeMinMbeefMsteersbMAnimaldGeneticsYM2020YMieYMhigahij 2.5

116 αenomicMpredictionMusingMpooledMdataMinMaMsingleastepMgenomicMbestMlinearMunbiasedMpredictionM
frameworkbMJournaldofdAnimaldScienceYM2020YMmlYM 0.7 5

115 βeritabilityMandMgeneticMcorrelationsMofMfeedMintakeYMbodyMweightMgainYMresidualMgainYMandMresidualM
feedMintakeMofMbeefMcattleMasMheifersMandMcowsbMJournaldofdAnimaldScienceYM2020YMmlYM 0.7 15

114 xynamicsMofMgenomicMarchitectureMduringMcompositeMbreedMdevelopmentMinMcattlebMAnimaldGeneticsYM
2020YMieYMffhafgh 2.5 6

113 LambMwoolMsheddingMisMaMgoodMpredictorMofMeweMwoolMsheddingbMJournaldofdAnimaldBreedingdandd
GeneticsYM2020YMegkYMgjiagkg 2.9 0
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112 wlassificationMofMejSMrRNuMreadsMisMimprovedMusingMaMnicheaspecificMdatabaseMconstructedMbyM
nearafullMlengthMsequencingbMPLoSdONEYM2020YMeiYMedfgihml 3.7 4

111 αenomicMvreedMwompositionMofMSelectionMSignaturesMinMvrangusMveefMwattlebMFrontiersdindGeneticsYM
2020YMeeYMked 4.5 4

110 InfluenceMofMhostMgeneticsMinMshapingMtheMrumenMbacterialMcommunityMinMbeefMcattlebMScientificd
ReportsYM2020YMedYMeiede 4.9 8

109 LongitudinalMstudyMofMhumoralMimmunityMtoMbovineMcoronavirusYMvirusMsheddingYMandMtreatmentMforM
bovineMrespiratoryMdiseaseMinMpreaweanedMbeefMcalvesbMBMCdVeterinarydResearchYM2019YMeiYMeje 2.7 14

108 MicrobiomeMofMtheMupperMnasalMcavityMofMbeefMcalvesMpriorMtoMweaningefbMJournaldofdAnimaldScienceYM
2019YMmkYMfgjlafgki 0.7 4

107 ValidationMofMSNPMassociationsMwithMbovineMovulationMandMtwinningMratebMAnimaldGeneticsYM2019YMidYMfimafje2.5 2

106 womparisonMofMdifferentMfunctionsMtoMdescribeMgrowthMfromMweaningMtoMmaturityMinMcrossbredMbeefM
cattleebMJournaldofdAnimaldScienceYM2019YMmkYMeifgaeigg 0.7 2

105 UsingMSNPMWeightsMxerivedMzromMαeneMyxpressionMModulesMtoMImproveMαWuSMPowerMforMzeedM
yfficiencyMinMPigsbMFrontiersdindGeneticsYM2019YMedYMeggm 4.5 2

104 wharacterizationMofMwaterMintakeMandMwaterMefficiencyMinMbeefMcattleeYfbMJournaldofdAnimaldScienceYM
2019YMmkYMhkkdahklf 0.7 9

103 αeneticMcorrelationsMamongMweightMandMcumulativeMproductivityMofMcrossbredMbeefMcowsbMJournaldofd
AnimaldScienceYM2019YMmkYMjgakk 0.7 3

102 RumenMbacterialMcommunityMstructureMimpactsMfeedMefficiencyMinMbeefMcattlebMJournaldofdAnimald
ScienceYM2018YMmjYMedhiaedil 0.7 33

101 ReducingMtheMperiodMofMdataMcollectionMforMintakeMandMgainMtoMimproveMresponseMtoMselectionMforM
feedMefficiencyMinMbeefMcattlebMJournaldofdAnimaldScienceYM2018YMmjYMlihaljj 0.7 8

100 αenomeawideMassociationMstudyMforMfeedMefficiencyMtraitsMusingMSNPMandMhaplotypeMmodelsbMJournald
ofdAnimaldScienceYM2018YMmjYMfdljafdml 0.7 5

99 RNuaSeqMMetaaanalysisMidentifiesMgenesMinMskeletalMmuscleMassociatedMwithMgainMandMintakeMacrossMaM
multiaseasonMstudyMofMcrossbredMbeefMsteersbMBMCdGenomicsYM2018YMemYMhgd 4.5 11

98 ussociationMofMwirculatingMTransferMRNuMfragmentsMwithMantibodyMresponseMtoMMycoplasmaMbovisMinM
beefMcattlebMBMCdVeterinarydResearchYM2018YMehYMlm 2.7 3

97 yvaluatingMtheMmicrobiomeMofMtwoMsamplingMlocationsMinMtheMnasalMcavityMofMcattleMwithMbovineM
respiratoryMdiseaseMcomplexMUvRxwVbMJournaldofdAnimaldScienceYM2018YM 0.7 13

96 wompleteMbloodMcountMdataMandMleukocyteMexpressionMofMcytokineMgenesMandMcytokineMreceptorM
genesMassociatedMwithMbovineMrespiratoryMdiseaseMinMcalvesbMBMCdResearchdNotesYM2018YMeeYMklj 2.3 7

95 ynvironmentalMeffectsMonMwaterMintakeMandMwaterMintakeMpredictionMinMgrowingMbeefMcattlebMJournald
ofdAnimaldScienceYM2018YMmjYMhgjlahglh 0.7 13

(2018-2020)
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94 αeneticMvariationMinMhumoralMresponseMtoManMyscherichiaMcoliMOeiknβkMvaccineMinMbeefMcattlebMPLoSd
ONEYM2018YMegYMedemkghk 3.7 0

93 TestMdurationMforMwaterMintakeYMuxαYMandMxMIMinMbeefMcattlebMJournaldofdAnimaldScienceYM2018YMmjYMgdhgagdih0.7 5

92 RelationshipsMbetweenMtheMgenesMexpressedMinMtheMmesentericMadiposeMtissueMofMbeefMcattleMandM
feedMintakeMandMgainbMAnimaldGeneticsYM2017YMhlYMgljagmh 2.5 7

91 xifferentialMexpressionMofMgenesMrelatedMtoMgainMandMintakeMinMtheMliverMofMbeefMcattlebMBMCdResearchd
NotesYM2017YMedYMe 2.3 105

90 yndocannabinoidMconcentrationsMinMplasmaMduringMtheMfinishingMperiodMareMassociatedMwithMfeedM
efficiencyMandMcarcassMcompositionMofMbeefMcattlebMJournaldofdAnimaldScienceYM2017YMmiYMhijlahikh 0.7 2

89 yvaluatingMaMNewMShadeMforMzeedlotMwattleMPerformanceMandMβeatMStressbMTransactionsdofdthedASABEYM
2017YMjdYMegdeaegee 0.9 2

88
yvaluationMofMtheMeffectMofMserumMantibodyMabundanceMagainstMbovineMcoronavirusMonMbovineM
coronavirusMsheddingMandMriskMofMrespiratoryMtractMdiseaseMinMbeefMcalvesMfromMbirthMthroughMtheMfirstM
fiveMweeksMinMaMfeedlotbMAmericandJournaldofdVeterinarydResearchYM2017YMklYMedjiaedkj

1.1 8

87 TheMimpactMofMtheMbovineMfaecalMmicrobiomeMonMyscherichiaMcoliMOeiknβkMprevalenceMandM
enumerationMinMnaturallyMinfectedMcattlebMJournaldofdApplieddMicrobiologyYM2017YMefgYMedfkaedhf 4.7 6

86 LinkageMdisequilibriumMamongMcommonlyMgenotypedMSNPMvariantsMdetectedMfromMbullMsequencebM
AnimaldGeneticsYM2017YMhlYMiejaiff 2.5 3

85 RuminalMexpressionMofMtheMNQOeYMRαSiYMandMuwuTeMgenesMmayMbeMindicatorsMofMfeedMefficiencyMinM
beefMsteersbMAnimaldGeneticsYM2017YMhlYMmdamf 2.5 8

84 yffectMofMabomasalMbutyrateMinfusionMonMgeneMexpressionMinMtheMduodenumMofMlambsbMJournaldofd
AnimaldScienceYM2017YMmiYMeemeaeemj 0.7 3

83 unalysisMofMtheMgutMbacterialMcommunitiesMinMbeefMcattleMandMtheirMassociationMwithMfeedMintakeYM
growthYMandMefficiencybMJournaldofdAnimaldScienceYM2017YMmiYMgfeiagffh 0.7 29

82 ussociationMofMpreweaningMandMweaningMserumMcortisolMandMmetabolitesMwithMuxαMandMincidenceMofM
respiratoryMdiseaseMinMbeefMcattlebMJournaldofdAnimaldScienceYM2017YMmiYMidefaidem 0.7 3

81 unalysisMofMtheMgutMbacterialMcommunitiesMinMbeefMcattleMandMtheirMassociationMwithMfeedMintakeYM
growthYMandMefficiencybMJournaldofdAnimaldScienceYM2017YMmiYMgfei 0.7 17

80 ystimatingMheritabilityMofMwoolMsheddingMinMaMcrossabredMeweMpopulationbMJournaldofdAnimaldBreedingd
anddGeneticsYM2016YMeggYMgmjahdg 2.9 3

79 MicrobialMcommunityMprofilesMofMtheMjejunumMfromMsteersMdifferingMinMfeedMefficiencybMJournaldofd
AnimaldScienceYM2016YMmhYMgfkagl 0.7 24

78 ProfileMofMtheMSpleenMTranscriptomeMinMveefMSteersMwithMVariationMinMαainMandMzeedMIntakebMFrontiersd
indGeneticsYM2016YMkYMefk 4.5 9

77 ussociationMofMMicroRNusMwithMuntibodyMResponseMtoMMycoplasmaMbovisMinMveefMwattlebMPLoSdONEYM
2016YMeeYMedejejie 3.7 14
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76 vreedMeffectsMandMgeneticMparameterMestimatesMforMcalvingMdifficultyMandMbirthMweightMinMaM
multibreedMpopulationbMJournaldofdAnimaldScienceYM2016YMmhYMelikajh 0.7 13

75 xifferentialMgeneMexpressionMinMtheMduodenumYMjejunumMandMileumMamongMcrossbredMbeefMsteersM
withMdivergentMgainMandMfeedMintakeMphenotypesbMAnimaldGeneticsYM2016YMhkYMhdlafk 2.5 22

74 αenomewideMassociationMstudyMofMliverMabscessMinMbeefMcattlebMJournaldofdAnimaldScienceYM2016YMmhYMhmdam 0.7 8

73 TranscriptomeMdifferencesMinMtheMrumenMofMbeefMsteersMwithMvariationMinMfeedMintakeMandMgainbMGeneYM
2016YMiljYMefafj 3.8 27

72 xifferencesMinMtranscriptMabundanceMofMgenesMonMvTueiMlocatedMwithinMaMregionMassociatedMwithM
gainMinMbeefMsteersbMGeneYM2015YMikfYMhfahl 3.8 6

71 SeasonalMvariationMinMvitaminMxMstatusMofMbeefMcattleMrearedMinMtheMcentralMUnitedMStatesbMDomesticd
AnimaldEndocrinologyYM2015YMifYMkeah 2.3 15

70 MicrobialMcommunityMprofilesMofMtheMcolonMfromMsteersMdifferingMinMfeedMefficiencybMSpringerPlusYM
2015YMhYMhih 38

69 αeneticMmarkersMthatMinfluenceMfeedMefficiencyMphenotypesMalsoMaffectMcattleMtemperamentMasM
measuredMbyMflightMspeedbMAnimaldGeneticsYM2015YMhjYMjdah 2.5 11

68 wecumMmicrobialMcommunitiesMfromMsteersMdifferingMinMfeedMefficiencybMJournaldofdAnimaldScienceYM
2015YMmgYMigfkahd 0.7 31

67 yvaluationMofMsingleMnucleotideMpolymorphismsMinMchromosomalMregionsMimpactingMpregnancyMstatusM
inMcattlebMJournaldofdAnimaldScienceYM2015YMmgYMmklalk 0.7 4

66 RelationshipMofMleptinMconcentrationsMwithMfeedMintakeYMgrowthYMandMefficiencyMinMfinishingMbeefM
steersbMJournaldofdAnimaldScienceYM2015YMmgYMhhdeak 0.7 9

65 uMsurveyMofMpolymorphismsMdetectedMfromMsequencesMofMpopularMbeefMbreedsbMJournaldofdAnimald
ScienceYM2015YMmgYMieflahg 0.7 12

64 αenomewideMassociationMstudyMofMlungMlesionsMinMcattleMusingMsampleMpoolingbMJournaldofdAnimald
ScienceYM2015YMmgYMmijajh 0.7 17

63 RumenMmicrobiomeMfromMsteersMdifferingMinMfeedMefficiencybMPLoSdONEYM2015YMedYMedefmekh 3.7 167

62 ystimationMofMbreedaspecificMheterosisMeffectsMforMbirthYMweaningYMandMyearlingMweightMinMcattlebM
JournaldofdAnimaldScienceYM2015YMmgYMhjaif 0.7 36

61
xNuMpolymorphismsMandMtranscriptMabundanceMofMPRKuαfMandMphosphorylatedMuMPaactivatedM
proteinMkinaseMinMtheMrumenMareMassociatedMwithMgainMandMfeedMintakeMinMbeefMsteersbMAnimaldGenetics
YM2014YMhiYMhjeakf

2.5 5

60 UseMofMultrasoundMscanningMandMbodyMconditionMscoreMtoMevaluateMcompositionMtraitsMinMmatureMbeefM
cowsbMJournaldofdAnimaldScienceYM2014YMmfYMgljlakk 0.7 5

59 xeletionMonMchromosomeMiMassociatedMwithMdecreasedMreproductiveMefficiencyMinMfemaleMcattlebM
JournaldofdAnimaldScienceYM2014YMmfYMegklalh 0.7 12

(2014-2016)
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58 InfluenceMofMdryMmatterMintakeYMdryMmatterMdigestibilityYMandMfeedingMbehaviorMonMbodyMweightMgainM
ofMbeefMsteersbMJournaldofdAnimaldScienceYM2014YMmfYMgdelafi 0.7 10

57 αenomewideMassociationMstudyMofMreproductiveMefficiencyMinMfemaleMcattlebMJournaldofdAnimald
ScienceYM2014YMmfYMemhiaik 0.7 22

56 InvestigationMofMbacterialMdiversityMinMtheMfecesMofMcattleMfedMdifferentMdietsbMJournaldofdAnimald
ScienceYM2014YMmfYMjlgamh 0.7 99

55 MeatMScienceMandMMuscleMviologyMSymposiumnMyscherichiaMcoliMOeiknβkYMdietYMandMfecalMmicrobiomeM
inMbeefMcattlebMJournaldofdAnimaldScienceYM2014YMmfYMeghiaii 0.7 12

54
yffectsMofMfeedingMdryarolledMcornabasedMdietsMwithMandMwithoutMwetMdistillersMgrainsMwithMsolublesM
andMzilpaterolMhydrochlorideMonMperformanceYMcarcassMcharacteristicsYMandMheatMstressMinMfinishingM
beefMsteersbMJournaldofdAnimaldScienceYM2014YMmfYMhdfgagg

0.7 13

53 veefMcattleMbodyMtemperatureMduringMclimaticMstressnMaMgenomeawideMassociationMstudybM
InternationaldJournaldofdBiometeorologyYM2014YMilYMejjiakf 3.7 37

52 IncorporationMofMgeneticMtechnologiesMassociatedMwithMappliedMreproductiveMtechnologiesMtoM
enhanceMworldMfoodMproductionbMAdvancesdindExperimentaldMedicinedanddBiologyYM2014YMkifYMkkamj 3.6 2

51 womparisonMofMmolecularMbreedingMvaluesMbasedMonMwithinaMandMacrossabreedMtrainingMinMbeefMcattlebM
GeneticsdSelectiondEvolutionYM2013YMhiYMgd 4.9 39

50 uMgenomewideMassociationMstudyMidentifiedMwYPfJfMasMaMgeneMcontrollingMserumMvitaminMxMstatusMinM
beefMcattlebMJournaldofdAnimaldScienceYM2013YMmeYMgihmaij 0.7 10

49
InfluenceMofMtherapeuticMceftiofurMtreatmentsMofMfeedlotMcattleMonMfecalMandMhideMprevalencesMofM
commensalMyscherichiaMcoliMresistantMtoMexpandedaspectrumMcephalosporinsYMandMmolecularM
characterizationMofMresistantMisolatesbMApplieddanddEnvironmentaldMicrobiologyYM2013YMkmYMffkgalg

4.8 27

48
TheMchangeMinMdifferingMleukocyteMpopulationsMduringMvaccinationMtoMbovineMrespiratoryMdiseaseMandM
theirMcorrelationsMwithMlungMscoresYMhealthMrecordsYMandMaverageMdailyMgainbMJournaldofdAnimaldScience
YM2013YMmeYMgijhakg

0.7 10

47 IdentificationMofManMionotropicMglutamateMreceptorMuMPuecαRIueMpolymorphismMinMcrossbredMbeefM
cowsMdifferingMinMfertilitybMJournaldofdAnimaldScienceYM2013YMmeYMfjhdaj 0.7 15

46 ImputationMofMmicrosatelliteMallelesMfromMdenseMSNPMgenotypesMforMparentageMverificationMacrossM
multipleMvosMtaurusMandMvosMindicusMbreedsbMFrontiersdindGeneticsYM2013YMhYMekj 4.5 12

45 udiposeMandMmuscleMtissueMgeneMexpressionMofMtwoMgenesMUNwuPαMandMLwORLVMlocatedMinMaM
chromosomalMregionMassociatedMwithMcattleMfeedMintakeMandMgainbMPLoSdONEYM2013YMlYMeldllf 3.7 46

44 uMregionMonMvTuehMthatMincludesMtheMpositionalMcandidateMgenesMLYPLueYMXKRhMandMTMyMjlMisM
associatedMwithMfeedMintakeMandMgrowthMphenotypesMinMcattleUeVbMAnimaldGeneticsYM2012YMhgYMfejam 2.5 38

43 αeneticMmarkersMonMvTuehMpredictiveMforMresidualMfeedMintakeMinMbeefMsteersMandMtheirMeffectsMonM
carcassMandMmeatMqualityMtraitsbMAnimaldGeneticsYM2012YMhgYMimmajdg 2.5 8

42 αenomicsMandMtheMglobalMbeefMcattleMindustrybMAnimaldProductiondScienceYM2012YMifYMmf 1.4 18

41 womparisonMofMbacterialMcommunitiesMinMfaecesMofMbeefMcattleMfedMdietsMcontainingMcornMandMwetM
distillersTMgrainMwithMsolublesbMLettersdindApplieddMicrobiologyYM2012YMiiYMedmaeh 2.9 30
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40 YMareMyouMnotMpregnantnMidentificationMofMYMchromosomeMsegmentsMinMfemaleMcattleMwithMdecreasedM
reproductiveMefficiencybMJournaldofdAnimaldScienceYM2012YMmdYMfehfaie 0.7 25

39 ussociationsMofMgeneticMmarkersMinMcattleMreceivingMdifferingMimplantMprotocolsbMJournaldofdAnimald
ScienceYM2012YMmdYMfhedafg 0.7 1

38 TheMaccuraciesMofMxNuabasedMestimatesMofMgeneticMmeritMderivedMfromMungusMorMmultibreedMbeefM
cattleMtrainingMpopulationsbMJournaldofdAnimaldScienceYM2012YMmdYMhemeafdf 0.7 5

37
yvaluationMofMpolymorphismsMwithinMtheMgenesMαβSRMandMSLwfufMthatMareMwithinMaMregionMonMbovineM
chromosomeMeMUvTueVMpreviouslyMassociatedMwithMfeedMintakeMandMweightMgainbMAnimaldGeneticsYM
2012YMhgYMeef

2.5 1

36
PhysiologyMandMyndocrinologyMSymposiumnMβowMsingleMnucleotideMpolymorphismMchipsMwillMadvanceM
ourMknowledgeMofMfactorsMcontrollingMpubertyMandMaidMinMselectingMreplacementMbeefMfemalesbM
JournaldofdAnimaldScienceYM2012YMmdYMeeifaji

0.7 36

35 uccuracyMofMgenomicMbreedingMvaluesMinMmultibreedMbeefMcattleMpopulationsMderivedMfromM
deregressedMbreedingMvaluesMandMphenotypesbMJournaldofdAnimaldScienceYM2012YMmdYMhekkamd 0.7 47

34 yvaluationMofMvovineMchemerinMURuRRySfVMαeneMVariationMonMveefMwattleMProductionMTraitsbM
FrontiersdindGeneticsYM2012YMgYMgm 4.5 8

33 ussociationYMeffectsMandMvalidationMofMpolymorphismsMwithinMtheMNwuPαMaMLwORLMlocusMlocatedMonM
vTujMwithMfeedMintakeYMgainYMmeatMandMcarcassMtraitsMinMbeefMcattlebMBMCdGeneticsYM2011YMefYMedg 2.6 101

32 PredictingMbreedMcompositionMusingMbreedMfrequenciesMofMidYdddMmarkersMfromMtheMUSMMeatMunimalM
ResearchMwenterMfYdddMvullMProjectbMJournaldofdAnimaldScienceYM2011YMlmYMekhfaid 0.7 50

31
αrowthMcurvesMofMcrossbredMcowsMsiredMbyMβerefordYMungusYMvelgianMvlueYMvrahmanYMvoranYMandMTuliM
bullsYMandMtheMfractionMofMmatureMbodyMweightMandMheightMatMpubertybMJournaldofdAnimaldScienceYM
2011YMlmYMfgkgam

0.7 41

30 PartialagenomeMevaluationMofMpostweaningMfeedMintakeMandMefficiencyMofMcrossbredMbeefMcattlebM
JournaldofdAnimaldScienceYM2011YMlmYMekgeahe 0.7 61

29 PolymorphismsMinMPOMwMareMnotMassociatedMwithMdryMmatterMintakeMandMaverageMdailyMgainM
phenotypesMinMbeefMcattlebMAnimaldGeneticsYM2010YMheYMjjm 2.5 1

28 wontributionMofMgeneticMinfluencesMtoManimalatoaanimalMvariationMinMmyoglobinMcontentMandMbeefM
leanMcolorMstabilitybMJournaldofdAnimaldScienceYM2010YMllYMeejdak 0.7 46

27 QuantitativeMαenomicsMofMzemaleMReproductionM2010YMfgaie 1

26 PostweaningMgrowthMandMcarcassMtraitsMinMcrossbredMcattleMfromMβerefordYMungusYMvrangusYM
veefmasterYMvonsmaraYMandMRomosinuanoMmaternalMgrandsiresbMJournaldofdAnimaldScienceYM2010YMllYMedfal0.7 16

25 αenomicMregionsMassociatedMwithMkyphosisMinMswinebMBMCdGeneticsYM2010YMeeYMeef 2.6 10

24 αenomeawideMassociationMstudyMofMgrowthMinMcrossbredMbeefMcattlebMJournaldofdAnimaldScienceYM2010YM
llYMlgkahl 0.7 129

23 uMLimousinMspecificMmyostatinMalleleMaffectsMlongissimusMmuscleMareaMandMfattyMacidMprofilesMinMaM
WagyuaLimousinMzfMpopulationbMJournaldofdAnimaldScienceYM2009YMlkYMeikjale 0.7 21

(2009-2012)
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22 αeneticMrelationshipsMofMbodyMcompositionYMserumMleptinYMandMageMatMpubertyMinMgiltsbMJournaldofd
AnimaldScienceYM2009YMlkYMhkkalg 0.7 32

21 yvaluationMofMantralMfollicleMcountMandMovarianMmorphologyMinMcrossbredMbeefMcowsnMinvestigationMofM
influenceMofMstageMofMtheMestrousMcycleYMageYMandMbirthMweightbMJournaldofdAnimaldScienceYM2009YMlkYMemkeald0.7 93

20 wonnectednessMinMTargheeMandMSuffolkMflocksMparticipatingMinMtheMUnitedMStatesMNationalMSheepM
ImprovementMProgrambMJournaldofdAnimaldScienceYM2009YMlkYMidkaei 0.7 8

19 wonfirmationMofMquantitativeMtraitMlociMusingMaMlowadensityMsingleMnucleotideMpolymorphismMmapMforM
twinningMandMovulationMrateMonMbovineMchromosomeMibMJournaldofdAnimaldScienceYM2009YMlkYMhjaij 0.7 29

18 αeneticMvariationMinMtheMmannosidaseMfvfMgeneMandMitsMassociationMwithMovulationMrateMinMpigsbM
AnimaldGeneticsYM2008YMgmYMieiam 2.5 9

17 whangesMinMconnectednessMoverMtimeMinMalternativeMsheepMsireMreferencingMschemesbMJournaldofd
AnimaldScienceYM2008YMljYMigjahh 0.7 15

16 yxperimentalMselectionMforMcalvingMeaseMandMpostnatalMgrowthMinMsevenMcattleMpopulationsbMIIbM
PhenotypicMdifferencesbMJournaldofdAnimaldScienceYM2008YMljYMfedgaeh 0.7 15

15 ussessingMgeneticMgainYMinbreedingYMandMbiasMattributableMtoMdifferentMflockMgeneticMmeansMinM
alternativeMsheepMsireMreferencingMschemesbMJournaldofdAnimaldScienceYM2008YMljYMifjagi 0.7 6

14 wytokineMmRNuMyxpressionMinMtheMSmallMIntestineMofMWeanlingMPigsMzedMxietsMSupplementedMwithM
SpecializedMProteinMorMPeptideMSourcesbMAsiantAustralasiandJournaldofdAnimaldSciencesYM2008YMfeYMelddaeldj2.4 4

13 ussociationMofMaMsingleMnucleotideMpolymorphismMinMSPPeMwithMgrowthMtraitsMandMtwinningMinMaMcattleM
populationMselectedMforMtwinningMratebMJournaldofdAnimaldScienceYM2007YMliYMgheak 0.7 33

12 αeneticMUcoVvarianceMcomponentsMforMeweMproductivityMtraitsMinMKatahdinMsheepbMJournaldofdAnimald
ScienceYM2007YMliYMjdal 0.7 24

11 vreedingMobjectivesMforMTargheeMsheepbMJournaldofdAnimaldScienceYM2007YMliYMfleiafm 0.7 20

10 xetectionMofMsingleMnucleotideMpolymorphismsMassociatedMwithMultrasonicMbackfatMdepthMinMaM
segregatingMMeishanMxMWhiteMwompositeMpopulationbMJournaldofdAnimaldScienceYM2007YMliYMeeeeam 0.7 18

9 αeneticManalysisMofMfibreMcharacteristicsMinMadultMTargheeMewesMandMtheirMrelationshipMtoMbreedingM
valueMestimatesMderivedMfromMyearlingMfleecesbMSmalldRuminantdResearchYM2007YMjkYMejhaekf 1.7 7

8 ManagingMtheMriskMofMcomparingMestimatedMbreedingMvaluesMacrossMflocksMorMherdsMthroughM
connectednessnMaMreviewMandMapplicationbMGeneticsdSelectiondEvolutionYM2007YMgmYMffiafhk 4.9 24

7 untibodyMresponseMofMchickensMtoMsheepMredMbloodMcellsnMcrossesMamongMdivergentlyMselectedMlinesM
andMrelaxedMsublinesbMPoultrydScienceYM2006YMliYMegglahe 3.9 13

6 wharacterizationMofMtheMaldoaketoMreductaseMewMgeneMclusterMonMpigMchromosomeMednMpossibleM
associationsMwithMreproductiveMtraitsbMBMCdVeterinarydResearchYM2006YMfYMfl 2.7 21
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