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j Paper IF Citations

195
LemonLjuiceLandLappleLjuiceLusedLasLsourceLofLcitrateLandLmalateYLrespectivelyYLenhanceLtheL
formationLofLbutteryLaromaLcompoundsLandcorLorganicLacidsLduringLTypeLfLandLTypeLgLsourdoughL
productionsLperformedLwithLwompanilactobacillusLcrustorumLLMGLfgjmmbLInternationalgJournalgofg
FoodgMicrobiologyYL2021YLggmYLedmdfd

5.8 3

194 TheLşnternationalLScientificLussociationLforLProbioticsLandLPrebioticsLTşSuPPULconsensusLstatementL
onLfermentedLfoodsbLNaturegReviewsgGastroenterologygandgHepatologyYL2021YLelYLemjafdl 24.2 90

193 TheLTypeLandLwoncentrationLofLşnoculumLandLSubstrateLasLWellLasLtheLPresenceLofLOxygenLşmpactL
theLWaterLKefirLzermentationLProcessbLFrontiersgingMicrobiologyYL2021YLefYLjflimm 5.7 5

192
uLwombinedLMetagenomicsLandLMetatranscriptomicsLupproachLtoLUnravelLwostaLRicanLwocoaLvoxL
zermentationLProcessesLRevealsLYetLUnreportedLMicrobialLSpeciesLandLzunctionalitiesbLFrontiersging
MicrobiologyYL2021YLefYLjheeli

5.7 7

191 TechnologicalLandLynvironmentalLzeaturesLxetermineLtheLUniquenessLofLtheLLambicLveerL
MicrobiotaLandLProductionLProcessbLAppliedgandgEnvironmentalgMicrobiologyYL2021YLlkYLeddjeffe 4.8 5

190
éighathroughputLampliconLsequencingLtoLassessLtheLimpactLofLprocessingLfactorsLonLtheL
developmentLofLmicrobialLcommunitiesLduringLspontaneousLmeatLfermentationbLInternationalg
JournalgofgFoodgMicrobiologyYL2021YLgihYLedmgff

5.8 2

189 SourdoughLproductionnLfermentationLstrategiesYLmicrobialLecologyYLandLuseLofLnonaflourL
ingredientsbLCriticalgReviewsgingFoodgSciencegandgNutritionYL2021YLeagg 11.5 6

188 zunctionalLroleLofLyeastsYLlacticLacidLbacteriaLandLaceticLacidLbacteriaLinLcocoaLfermentationL
processesbLFEMSgMicrobiologygReviewsYL2020YLhhYLhgfahig 15.1 26

187 umpliconavasedLéighaThroughputLSequencingLMethodLwapableLofLSpeciesaLevelLşdentificationLofL
woagulaseaNegativeLStaphylococciLinLxiverseLwommunitiesbLMicroorganismsYL2020YLlYL 4.9 7

186 RoastingainducedLchangesLinLcocoaLbeansLwithLrespectLtoLtheLmoodLpyramidbLFoodgChemistryYL2020YL
ggfYLefkhjk 8.5 10

185 TemporalLshotgunLmetagenomicsLofLanLycuadorianLcoffeeLfermentationLprocessLhighlightsLtheL
predominanceLofLlacticLacidLbacteriabLCurrentgResearchgingBiotechnologyYL2020YLfYLeaei 4.8 15

184 RawLmeatLqualityLandLsaltLlevelsLaffectLtheLbacterialLspeciesLdiversityLandLcommunityLdynamicsL
duringLtheLfermentationLofLporkLmincebLFoodgMicrobiologyYL2020YLlmYLedghgh 6 10

183 womparativeLgenomicsLofLLactobacillusLfermentumLsuggestsLaLfreealivingLlifestyleLofLthisLlacticLacidL
bacterialLspeciesbLFoodgMicrobiologyYL2020YLlmYLedghhl 6 11

182 NovelLaceticLacidLbacteriaLfromLciderLfermentationsnLspbLnovbLandLspbLnovbLInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyYL2020YLkdYLjejgajeke 2.2 2

181 TheLmetagenomeaassembledLgenomeLofLwandidatusLOenococcusLaquikefiriLfromLwaterLkefirL
representsLtheLspeciesLOenococcusLsiceraebLFoodgMicrobiologyYL2020YLllYLedghdf 6 12

180
upplicationLofLaLéighaThroughputLumpliconLSequencingLMethodLtoLwhartLtheLvacterialL
wommunitiesLthatLureLussociatedLwithLyuropeanLzermentedLMeatsLfromLxifferentLOriginsbLFoodsYL
2020YLmYL

4.9 4

179 TheLUseLofLLessLwonventionalLMeatsLorLMeatLwithLéighLpéLwanLLeadLtoLtheLGrowthLofLUndesirableL
MicroorganismsLduringLNaturalLMeatLzermentationbLFoodsYL2020YLmYL 4.9 4
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178 PotentialLofLvacteriaLfromLulternativeLzermentedLzoodsLasLStarterLwulturesLforLtheLProductionLofL
WheatLSourdoughsbLMicroorganismsYL2020YLlYL 4.9 6

177 xiverseLMicrobialLwompositionLofLSourdoughsLzromLxifferentLOriginsbLFrontiersgingMicrobiologyYL
2020YLeeYLefef 5.7 17

176 TemporalLShotgunLMetagenomicsLRevealedLtheLPotentialLMetabolicLwapabilitiesLofLSpecificL
MicroorganismsLxuringLLambicLveerLProductionbLFrontiersgingMicrobiologyYL2020YLeeYLejmf 5.7 7

175 GenomeascaleLmetabolicLmodelingLofLucetobacterLpasteurianusLgljvLrevealsLitsLmetabolicL
adaptationLtoLcocoaLfermentationLconditionsbLFoodgMicrobiologyYL2020YLmfYLedgimk 6 3

174 wuringLofLwocoaLveansnLzineaScaleLMonitoringLofLtheLStarterLwulturesLuppliedLandLMetabolomicsLofL
theLzermentationLandLxryingLStepsbLFrontiersgingMicrobiologyYL2020YLeeYLjejlki 5.7 5

173 MonitoringLofLvolatileLproductionLinLcookedLpoultryLproductsLusingLselectedLionLflowLtubeamassL
spectrometrybLFoodgResearchgInternationalYL2019YLeemYLemjafdj 7 7

172 zollowingLwoffeeLProductionLfromLwherriesLtoLwupnLMicrobiologicalLandLMetabolomicLunalysisLofL
WetLProcessingLofLwoffeaLarabicabLAppliedgandgEnvironmentalgMicrobiologyYL2019YLliYL 4.8 32

171 TheLapplicationLofLselectedLionLflowLtubeamassLspectrometryLtoLfollowLvolatileLformationLinL
modifiedaatmosphereapackagedLcookedLhambLFoodgResearchgInternationalYL2019YLefgYLjdeajee 7 1

170 xiversityLandLzunctionalLPropertiesLofLLacticLucidLvacteriaLşsolatedLzromLWildLzruitsLandLzlowersL
PresentLinLNorthernLurgentinabLFrontiersgingMicrobiologyYL2019YLedYLedme 5.7 61

169 ShotgunLMetagenomicsLofLaLWaterLKefirLzermentationLycosystemLRevealsLaLNovelLSpeciesbL
FrontiersgingMicrobiologyYL2019YLedYLhkm 5.7 41

168 OmicsLapproachesLtoLunderstandLsourdoughLfermentationLprocessesbLInternationalgJournalgofgFoodg
MicrobiologyYL2019YLgdfYLmdaedf 5.8 25

167
yxploringLtheLLinkLvetweenLtheLGeographicalLOriginLofLyuropeanLzermentedLzoodsLandLtheL
xiversityLofLTheirLvacterialLwommunitiesnLTheLwaseLofLzermentedLMeatsbLFrontiersgingMicrobiologyYL
2019YLedYLfgdf

5.7 20

166 womparativeLgenomeLanalysisLofLYLanLunderstudiedLmemberLofLtheLgroupbLMicrobialgGenomicsYL2019YL
iYL 4.4 3

165 GenomeaScaleLMetabolicLReconstructionLofLgljvYLaLwandidateLzunctionalLStarterLwultureLforLwocoaL
veanLzermentationbLFrontiersgingMicrobiologyYL2019YLedYLflde 5.7 12

164
TheLvufferLwapacityLandLwalciumLwoncentrationLofLWaterLşnfluenceLtheLMicrobialLSpeciesLxiversityYL
GrainLGrowthYLandLMetaboliteLProductionLxuringLWaterLKefirLzermentationbLFrontiersging
MicrobiologyYL2019YLedYLflkj

5.7 9

163 şnfluenceLofLVariousLProcessingLParametersLonLtheLMicrobialLwommunityLxynamicsYLMetabolomicL
ProfilesYLandLwupLQualityLxuringLWetLwoffeeLProcessingbLFrontiersgingMicrobiologyYL2019YLedYLfjfe 5.7 15

162
TheLadditionLofLcitrateLstimulatesLtheLproductionLofLacetoinLandLdiacetylLbyLaLcitrateapositiveL
LactobacillusLcrustorumLstrainLduringLwheatLsourdoughLfermentationbLInternationalgJournalgofgFoodg
MicrobiologyYL2019YLflmYLllaedi

5.8 18

161 MicrobialLacidificationYLalcoholizationYLandLaromaLproductionLduringLspontaneousLlambicLbeerL
productionbLJournalgofgthegSciencegofgFoodgandgAgricultureYL2019YLmmYLfiagl 4.3 28

(2019-2020)
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160
MappingLtheLdominantLmicrobialLspeciesLdiversityLatLexpirationLdateLofLrawLmeatLandLprocessedL
meatsLfromLequineLoriginYLanLunderexploredLmeatLecosystemYLinLtheLvelgianLretailbLInternationalg
JournalgofgFoodgMicrobiologyYL2019YLflmYLelmaemm

5.8 5

159 OxygenLandLdiverseLnutrientsLinfluenceLtheLwaterLkefirLfermentationLprocessbLFoodgMicrobiologyYL
2018YLkgYLgieagje 6 27

158
womplementaryLMechanismsLforLxegradationLofLşnulinaTypeLzructansLandLurabinoxylanL
OligosaccharidesLamongLvifidobacterialLStrainsLSuggestLvacterialLwooperationbLAppliedgandg
EnvironmentalgMicrobiologyYL2018YLlhYL

4.8 41

157
TheLnarrowingLdownLofLinoculatedLcommunitiesLofLcoagulaseanegativeLstaphylococciLinLfermentedL
meatLmodelsLisLmodulatedLbyLtemperatureLandLpébLInternationalgJournalgofgFoodgMicrobiologyYL2018
YLfkhYLifaim

5.8 10

156 warrotLJuiceLzermentationsLasLManaMadeLMicrobialLycosystemsLxominatedLbyLLacticLucidLvacteriabL
AppliedgandgEnvironmentalgMicrobiologyYL2018YLlhYL 4.8 37

155 VariabilityLwithinLtheLdominantLmicrobiotaLofLslicedLcookedLpoultryLproductsLatLexpirationLdateLinL
theLvelgianLretailbLFoodgMicrobiologyYL2018YLkgYLfdmafei 6 12

154
zermentedLmeatsLTandLtheLsymptomaticLcaseLofLtheLzlemishLfoodLpyramidUnLureLweLheadingL
towardsLtheLvilificationLofLaLvaluableLfoodLgroupsbLInternationalgJournalgofgFoodgMicrobiologyYL2018YL
fkhYLjkakd

5.8 19

153 şmpactLofLstarterLcultureYLingredientsYLandLflourLtypeLonLsourdoughLbreadLvolatilesLasLmonitoredLbyL
selectedLionLflowLtubeamassLspectrometrybLFoodgResearchgInternationalYL2018YLedjYLfihafjf 7 16

152 MonitoringLofLstarterLcultureainitiatedLliquidLwheatLandLteffLsourdoughLfermentationsLbyLselectedL
ionLflowLtubeamassLspectrometrybLJournalgofgthegSciencegofgFoodgandgAgricultureYL2018YLmlYLgideagief 4.3 11

151
PervasivenessLofLStaphylococcusLcarnosusLoverLStaphylococcusLxylosusLisLaffectedLbyLtheLlevelLofL
acidificationLwithinLaLconventionalLmeatLstarterLcultureLsetaupbLInternationalgJournalgofgFoodg
MicrobiologyYL2018YLfkhYLjdajj

5.8 14

150 uceticLacidLbacteriaLinLfermentedLfoodsLandLbeveragesbLCurrentgOpiniongingBiotechnologyYL2018YLhmYLeeiaeem11.4 115

149
şmpactLofLprocessLconditionsLonLtheLmicrobialLcommunityLdynamicsLandLmetaboliteLproductionL
kineticsLofLteffLsourdoughLfermentationsLunderLbakeryLandLlaboratoryLconditionsbLFoodgSciencegandg
NutritionYL2018YLjYLehglaehii

3.2 9

148 şntegratedLculturingYLmodelingLandLtranscriptomicsLuncoversLcomplexLinteractionsLandLemergentL
behaviorLinLaLthreeaspeciesLsyntheticLgutLcommunitybLELifeYL2018YLkYL 8.9 34

147 uuthorLresponsenLşntegratedLculturingYLmodelingLandLtranscriptomicsLuncoversLcomplexL
interactionsLandLemergentLbehaviorLinLaLthreeaspeciesLsyntheticLgutLcommunityL2018YL 3

146
WortLSubstrateLwonsumptionLandLMetaboliteLProductionLxuringLLambicLveerLzermentationLandL
MaturationLyxplainLtheLSuccessiveLGrowthLofLSpecificLvacterialLandLYeastLSpeciesbLFrontiersging
MicrobiologyYL2018YLmYLfkjg

5.7 16

145 SpeciesLPervasivenessLWithinLtheLGroupLofLwoagulaseaNegativeLStaphylococciLussociatedLWithL
MeatLzermentationLşsLModulatedLbyLpébLFrontiersgingMicrobiologyYL2018YLmYLffgf 5.7 9

144 yffectLofLtemperatureLandLpéLonLtheLcommunityLdynamicsLofLcoagulaseanegativeLstaphylococciL
duringLspontaneousLmeatLfermentationLinLaLmodelLsystembLFoodgMicrobiologyYL2018YLkjYLeldaell 6 15

143 wompleteLandLunnotatedLGenomeLSequenceLofLtheLSourdoughLLacticLucidLvacteriumLLactobacillusL
fermentumLşMxOLegdedebLGenomegAnnouncementsYL2018YLjYL 4
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142 şnvestigationLofLtheLinstabilityLandLlowLwaterLkefirLgrainLgrowthLduringLanLindustrialLwaterLkefirL
fermentationLprocessbLAppliedgMicrobiologygandgBiotechnologyYL2017YLedeYLfleeaflem 5.7 14

141 yffectsLofLglucoseLandLoxygenLonLarginineLmetabolismLbyLcoagulaseanegativeLstaphylococcibLFoodg
MicrobiologyYL2017YLjiYLekdaekl 6 7

140
şdentificationLofLaceticLacidLbacteriaLthroughLmatrixaassistedLlaserLdesorptioncionizationL
timeaofaflightLmassLspectrometryLandLreportLofLGluconobacterLnepheliiLKommaneeLetLalbLfdeeLandL
GluconobacterLuchimuraeLTanasupawatLetLalbLfdefLasLlaterLheterotypicLsynonymsLofLGluconobacterL
japonicusLMalimasLetLalbLfddmLandLGluconobacterLoxydansLTéennebergLelmkULxeLLeyLemjeL
TupprovedLListsLemldULemendbLGosselˆ'LetLalbLemlgYLrespectivelybLSystematicgandgAppliedgMicrobiology
YL2017YLhdYLefgaegh

4.2 9

139 xiversityLofLtheLdominantLbacterialLspeciesLonLslicedLcookedLporkLproductsLatLexpirationLdateLinLtheL
velgianLretailbLFoodgMicrobiologyYL2017YLjiYLfgjafhg 6 21

138 MicrobialLycologyLandLProcessLTechnologyLofLSourdoughLzermentationbLAdvancesgingAppliedg
MicrobiologyYL2017YLeddYLhmaejd 4.9 56

137 SourdoughsLasLaLfunctionLofLtheirLspeciesLdiversityLandLprocessLconditionsYLaLmetaaanalysisbLTrendsg
ingFoodgSciencegandgTechnologyYL2017YLjlYLeifaeim 15.3 57

136 ynhancedLmannitolLbiosynthesisLbyLtheLfruitLoriginLstrainLzructobacillusLtropaeoliLwRLLfdghbLAppliedg
MicrobiologygandgBiotechnologyYL2017YLedeYLjejiajekk 5.7 13

135 yxploringLtheLşmpactsLofLPostharvestLProcessingLonLtheLMicrobiotaLandLMetaboliteLProfilesLduringL
GreenLwoffeeLveanLProductionbLAppliedgandgEnvironmentalgMicrobiologyYL2017YLlgYL 4.8 87

134
LactateaLandLacetateabasedLcrossafeedingLinteractionsLbetweenLselectedLstrainsLofLlactobacilliYL
bifidobacteriaLandLcolonLbacteriaLinLtheLpresenceLofLinulinatypeLfructansbLInternationalgJournalgofg
FoodgMicrobiologyYL2017YLfheYLffiafgj

5.8 78

133 SystemicLavailabilityLandLmetabolismLofLcolonicaderivedLshortachainLfattyLacidsLinLhealthyLsubjectsnLaL
stableLisotopeLstudybLJournalgofgPhysiologyYL2017YLimiYLiheaiii 3.9 140

132 MicrobialLycologyLofLTraditionalLveerLzermentationsL2017YL 6

131 TheLenvironmentalLandLintrinsicLyeastLdiversityLofLwubanLcocoaLbeanLheapLfermentationsbL
InternationalgJournalgofgFoodgMicrobiologyYL2016YLfggYLghahg 5.8 24

130 YeastLdiversityLofLsourdoughsLandLassociatedLmetabolicLpropertiesLandLfunctionalitiesbL
InternationalgJournalgofgFoodgMicrobiologyYL2016YLfgmYLfjagh 5.8 132

129
uLlowLpéLdoesLnotLdetermineLtheLcommunityLdynamicsLofLspontaneouslyLdevelopedLbacksloppedL
liquidLwheatLsourdoughsLbutLdoesLinfluenceLtheirLmetaboliteLkineticsbLInternationalgJournalgofgFoodg
MicrobiologyYL2016YLfgmYLihajh

5.8 20

128 uceticLucidLvacteriaLinLzermentedLzoodLandLveverageLycosystemsL2016YLkgamm 6

127
vifidobacterialLinulinatypeLfructanLdegradationLcapacityLdeterminesLcrossafeedingLinteractionsL
betweenLbifidobacteriaLandLzaecalibacteriumLprausnitziibLInternationalgJournalgofgFoodgMicrobiologyYL
2016YLfgeYLkjali

5.8 69

126 udvancesLinLproductionLandLsimplifiedLmethodsLforLrecoveryLandLquantificationLofL
exopolysaccharidesLforLapplicationsLinLfoodLandLhealthbLJournalgofgDairygScienceYL2016YLmmYLgffmagfgl 4 50

125 MicrobialLdiversityLandLmetaboliteLcompositionLofLvelgianLredabrownLacidicLalesbLInternationalg
JournalgofgFoodgMicrobiologyYL2016YLffeYLeaee 5.8 24

(2016-2017)
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124
WholeaGenomeLSequenceLunalysisLofLvombellaLintestiniLLMGLflejeTYLaLNovelLuceticLucidL
vacteriumLşsolatedLfromLtheLwropLofLaLRedaTailedLvumbleLveeYLvombusLlapidariusbLPLoSgONEYL2016YL
eeYLedejijee

3.7 5

123 spbLnovbYLisolatedLfromLwaterLkefirbLInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL
2016YLjjYLefleaeflj 2.2 35

122 vifidobacteriaLandLvutyrateaProducingLwolonLvacterianLşmportanceLandLStrategiesLforLTheirL
StimulationLinLtheLéumanLGutbLFrontiersgingMicrobiologyYL2016YLkYLmkm 5.7 684

121
ussessmentLofLtheLcontributionLofLcocoaaderivedLstrainsLofLucetobacterLghanensisLandLucetobacterL
senegalensisLtoLtheLcocoaLbeanLfermentationLprocessLthroughLaLgenomicLapproachbLFoodg
MicrobiologyYL2016YLilYLjlakl

6 12

120 şnulinatypeLfructanLfermentationLbyLbifidobacteriaLdependsLonLtheLstrainLratherLthanLtheLspeciesL
andLregionLinLtheLhumanLintestinebLAppliedgMicrobiologygandgBiotechnologyYL2016YLeddYLhdmkaedk 5.7 35

119
wommunityLdynamicsLandLmetaboliteLtargetLanalysisLofLspontaneousYLbacksloppedLbarleyL
sourdoughLfermentationsLunderLlaboratoryLandLbakeryLconditionsbLInternationalgJournalgofgFoodg
MicrobiologyYL2016YLfflYLffagf

5.8 38

118 uminoLacidLconversionsLbyLcoagulaseanegativeLstaphylococciLinLaLrichLmediumnLussessmentLofLinteraL
andLintraspeciesLheterogeneitybLInternationalgJournalgofgFoodgMicrobiologyYL2015YLfefYLghahd 5.8 23

117 womparativeLgenomeLanalysisLofLPediococcusLdamnosusLLMGLflfemYLaLstrainLwellaadaptedLtoLtheL
beerLenvironmentbLBMCgGenomicsYL2015YLejYLfjk 4.5 17

116
upplyingLmetaapathwayLanalysesLthroughLmetagenomicsLtoLidentifyLtheLfunctionalLpropertiesLofL
theLmajorLbacterialLcommunitiesLofLaLsingleLspontaneousLcocoaLbeanLfermentationLprocessLsamplebL
FoodgMicrobiologyYL2015YLidYLihajg

6 61

115
ShortLcommunicationnLSubtypingLofLStaphylococcusLhaemolyticusLisolatesLfromLmilkLandL
correspondingLteatLapicesLtoLverifyLtheLpotentialLteataskinLoriginLofLintramammaryLinfectionsLinL
dairyLcowsbLJournalgofgDairygScienceYL2015YLmlYLklmgal

4 8

114
MutualLwrossazeedingLşnteractionsLbetweenLvifidobacteriumLlongumLsubspbLlongumLNwwfkdiLandL
yubacteriumLrectaleLuTwwLggjijLyxplainLtheLvifidogenicLandLvutyrogenicLyffectsLofLurabinoxylanL
OligosaccharidesbLAppliedgandgEnvironmentalgMicrobiologyYL2015YLleYLkkjkale

4.8 106

113 MicrobiotaLandLmetabolitesLofLagedLbottledLgueuzeLbeersLconvergeLtoLtheLsameLcompositionbLFoodg
MicrobiologyYL2015YLhkYLeaee 6 17

112 MicrobialLcommunitiesLinvolvedLinLKa¯�arLcheeseLripeningbLFoodgMicrobiologyYL2015YLhjYLilkaimi 6 18

111 TheLzunctionalLRoleLofLLacticLucidLvacteriaLinLwocoaLveanLzermentationL2015YLfhlafkl 2

110
womparativeLgenomeLanalysisLofLtheLcandidateLfunctionalLstarterLcultureLstrainsLLactobacillusL
fermentumLfffLandLLactobacillusLplantarumLldLforLcontrolledLcocoaLbeanLfermentationLprocessesbL
BMCgGenomicsYL2015YLejYLkjj

4.5 28

109 LeuconostocLrapiLspbLnovbYLisolatedLfromLsousavideacookedLrutabagabLInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyYL2015YLjiYLfiljafimd 2.2 6

108 vombellaLintestiniLgenbLnovbYLspbLnovbYLanLaceticLacidLbacteriumLisolatedLfromLbumbleLbeeLcropbL
InternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL2015YLjiYLfjkafkg 2.2 31

107 SelectedLionLflowLtubeamassLspectrometryLforLonlineLmonitoringLofLsubmergedLfermentationsnLaL
caseLstudyLofLsourdoughLfermentationbLJournalgofgAgriculturalgandgFoodgChemistryYL2015YLjgYLlfmagi 5.7 10
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106
TheLmicrobialLdiversityLofLanLindustriallyLproducedLlambicLbeerLsharesLmembersLofLaLtraditionallyL
producedLoneLandLrevealsLaLcoreLmicrobiotaLforLlambicLbeerLfermentationbLFoodgMicrobiologyYL2015YL
hmYLfgagf

6 54

105 MicrobialLspeciesLdiversityYLcommunityLdynamicsYLandLmetaboliteLkineticsLofLwaterLkefirL
fermentationbLAppliedgandgEnvironmentalgMicrobiologyYL2014YLldYLfijhakf 4.8 104

104 OxidationLofLmetabolitesLhighlightsLtheLmicrobialLinteractionsLandLroleLofLucetobacterL
pasteurianusLduringLcocoaLbeanLfermentationbLAppliedgandgEnvironmentalgMicrobiologyYL2014YLldYLelhlaik4.8 77

103
ucetobacterLsiceraeLspbLnovbYLisolatedLfromLciderLandLkefirYLandLidentificationLofLspeciesLofLtheL
genusLucetobacterLbyLdnaKYLgroyLLandLrpovLsequenceLanalysisbLInternationalgJournalgofgSystematicg
andgEvolutionarygMicrobiologyYL2014YLjhYLfhdkafhei

2.2 28

102 TheLmicrobialLdiversityLofLtraditionalLspontaneouslyLfermentedLlambicLbeerbLPLoSgONEYL2014YLmYLemiglh 3.7 142

101 GluconobacterLcerevisiaeLspbLnovbYLisolatedLfromLtheLbreweryLenvironmentbLInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyYL2014YLjhYLeeghaeehe 2.2 26

100 ucetobacterLlambiciLspbLnovbYLisolatedLfromLfermentingLlambicLbeerbLInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyYL2014YLjhYLedlgaedlm 2.2 36

99
vacterialLcommunityLdynamicsYLlacticLacidLbacteriaLspeciesLdiversityLandLmetaboliteLkineticsLofL
traditionalLRomanianLvegetableLfermentationsbLJournalgofgthegSciencegofgFoodgandgAgricultureYL2013YL
mgYLkhmajd

4.3 44

98
éanseniasporaLopuntiaeYLSaccharomycesLcerevisiaeYLLactobacillusLfermentumYLandLucetobacterL
pasteurianusLpredominateLduringLwellaperformedLMalaysianLcocoaLbeanLboxLfermentationsYL
underliningLtheLimportanceLofLtheseLmicrobialLspeciesLforLaLsuccessfulLcocoaLbeanLfermentationL
processbLFoodgMicrobiologyYL2013YLgiYLkgali

6 77

97 şsolationLofLnovelLhomopolysaccharideaproducingLlacticLacidLbacteriaLfromLRomanianLrawLmilkLandL
fermentedLdairyLproductsbLEuropeangFoodgResearchgandgTechnologyYL2013YLfgkYLjdmajei 3.4 9

96 uLputativeLtransportLproteinLisLinvolvedLinLcitrullineLexcretionLandLreauptakeLduringLarginineL
deiminaseLpathwayLactivityLbyLLactobacillusLsakeibLResearchgingMicrobiologyYL2013YLejhYLfejafi 4 13

95
wharacterizationLofLstrainsLofLWeissellaLfabalisLspbLnovbLandLzructobacillusLtropaeoliLfromL
spontaneousLcocoaLbeanLfermentationsbLInternationalgJournalgofgSystematicgandgEvolutionaryg
MicrobiologyYL2013YLjgYLekdmaekej

2.2 46

94 wompleteLgenomeLsequenceLandLcomparativeLanalysisLofLucetobacterLpasteurianusLgljvYLaLstrainL
wellaadaptedLtoLtheLcocoaLbeanLfermentationLecosystembLBMCgGenomicsYL2013YLehYLifj 4.5 69

93 TaxonomyLandLviodiversityLofLSourdoughLYeastsLandLLacticLucidLvacteriaL2013YLediaeih 17

92 upplicabilityLofLLactobacillusLplantarumLşMxOLkllLasLaLstarterLcultureLtoLcontrolLvegetableL
fermentationsbLJournalgofgthegSciencegofgFoodgandgAgricultureYL2013YLmgYLggifaje 4.3 30

91 LactobacillusLporcinaeLspbLnovbYLisolatedLfromLtraditionalLVietnameseLnemLchuabLInternationalg
JournalgofgSystematicgandgEvolutionarygMicrobiologyYL2013YLjgYLekihaekim 2.2 13

90
warnobacteriumLinersLspbLnovbYLaLpsychrophilicYLlacticLacidaproducingLbacteriumLfromLtheLlittoralL
zoneLofLanLuntarcticLpondbLInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL2013YL
jgYLegkdaegki

2.2 17

89 wultureaindependentLexplorationLofLtheLteatLapexLmicrobiotaLofLdairyLcowsLrevealsLaLwideLbacterialL
speciesLdiversitybLVeterinarygMicrobiologyYL2012YLeikYLglgamd 3.3 62

(2012-2015)
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88 PhylogeneticLanalysisLofLaLspontaneousLcocoaLbeanLfermentationLmetagenomeLrevealsLnewL
insightsLintoLitsLbacterialLandLfungalLcommunityLdiversitybLPLoSgONEYL2012YLkYLegldhd 3.7 82

87 MicrobialLproductionLofLconjugatedLlinoleicLandLlinolenicLacidsLinLfermentedLfoodsnLTechnologicalL
bottlenecksbLEuropeangJournalgofgLipidgSciencegandgTechnologyYL2012YLeehYLhljahme 3 17

86 OnafarmLimplementationLofLaLstarterLcultureLforLimprovedLcocoaLbeanLfermentationLandLitsL
influenceLonLtheLflavourLofLchocolatesLproducedLthereofbLFoodgMicrobiologyYL2012YLgdYLgkmamf 6 91

85 NewLinsightsLintoLtheLcitrateLmetabolismLofLynterococcusLfaeciumLzuşRayLemlLandLitsLpossibleL
impactLonLtheLproductionLofLfermentedLdairyLproductsbLInternationalgDairygJournalYL2011YLfeYLildaili 3.5 8

84 NewLinsightsLintoLtheLexopolysaccharideLproductionLofLStreptococcusLthermophilusbLInternationalg
DairygJournalYL2011YLfeYLiljaime 3.5 29

83
TheLeffectLofLheteropolysaccharideaproducingLstrainsLofLStreptococcusLthermophilusLonLtheL
textureLandLorganolepticLpropertiesLofLlowafatLyoghurtbLInternationalgJournalgofgDairygTechnologyYL
2011YLjhYLigjaihg

3.7 4

82
ussessmentLofLtheLyeastLspeciesLcompositionLofLcocoaLbeanLfermentationsLinLdifferentL
cocoaaproducingLregionsLusingLdenaturingLgradientLgelLelectrophoresisbLFEMSgYeastgResearchYL2011YL
eeYLijhakh

3.1 50

81 womparisonLofLtheLbacterialLspeciesLdiversityLofLspontaneousLcocoaLbeanLfermentationsLcarriedLoutL
atLselectedLfarmsLinLşvoryLwoastLandLvrazilbLFoodgMicrobiologyYL2011YLflYLmjhakg 6 73

80 PrevalenceLandLimpactLofLsingleastrainLstarterLculturesLofLlacticLacidLbacteriaLonLmetaboliteL
formationLinLsourdoughbLFoodgMicrobiologyYL2011YLflYLeefmagm 6 65

79 SpontaneousLorganicLcocoaLbeanLboxLfermentationsLinLvrazilLareLcharacterizedLbyLaLrestrictedL
speciesLdiversityLofLlacticLacidLbacteriaLandLaceticLacidLbacteriabLFoodgMicrobiologyYL2011YLflYLegfjagl 6 115

78
wrossafeedingLbetweenLbifidobacteriaLandLbutyrateaproducingLcolonLbacteriaLexplainsL
bifdobacterialLcompetitivenessYLbutyrateLproductionYLandLgasLproductionbLInternationalgJournalgofg
FoodgMicrobiologyYL2011YLehmYLkgald

5.8 210

77 WickerhamomycesLanomalusLinLtheLsourdoughLmicrobialLecosystembLAntoniegVangLeeuwenhoekYL
2011YLmmYLjgakg 2.1 37

76
SpeciesLdiversityYLcommunityLdynamicsYLandLmetaboliteLkineticsLofLtheLmicrobiotaLassociatedLwithL
traditionalLecuadorianLspontaneousLcocoaLbeanLfermentationsbLAppliedgandgEnvironmentalg
MicrobiologyYL2011YLkkYLkjmlakeh

4.8 98

75 MetatranscriptomeLanalysisLforLinsightLintoLwholeaecosystemLgeneLexpressionLduringLspontaneousL
wheatLandLspeltLsourdoughLfermentationsbLAppliedgandgEnvironmentalgMicrobiologyYL2011YLkkYLjelafj 4.8 30

74 şnfluenceLofLtemperatureLandLbacksloppingLtimeLonLtheLmicrobiotaLofLaLtypeLşLpropagatedL
laboratoryLwheatLsourdoughLfermentationbLAppliedgandgEnvironmentalgMicrobiologyYL2011YLkkYLfkejafj 4.8 63

73 YeastLspeciesLcompositionLdiffersLbetweenLartisanLbakeryLandLspontaneousLlaboratoryLsourdoughsbL
FEMSgYeastgResearchYL2010YLedYLhkeale 3.1 72

72 wommunityLdynamicsLofLbacteriaLinLsourdoughLfermentationsLasLrevealedLbyLtheirL
metatranscriptomebLAppliedgandgEnvironmentalgMicrobiologyYL2010YLkjYLihdfal 4.8 58

71
PhylogenyLandLdifferentiationLofLspeciesLofLtheLgenusLGluconacetobacterLandLrelatedLtaxaLbasedL
onLmultilocusLsequenceLanalysesLofLhousekeepingLgenesLandLreclassificationLofLucetobacterLxylinusL
subspbLsucrofermentansLasLGluconacetobacterLsucrofermentansLTToyosakiLetLalbLemmjULspbLnovbYL
combbLnovbLInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL2010YLjdYLffkkafflg

2.2 61
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70 WeissellaLfabariaLspbLnovbYLfromLaLGhanaianLcocoaLfermentationbLInternationalgJournalgofgSystematicg
andgEvolutionarygMicrobiologyYL2010YLjdYLemmmafddi 2.2 54

69 PeptideLyxtractsLfromLwulturesLofLwertainLLactobacilliLşnhibitLéelicobacterLpyloribLProbioticsgandg
AntimicrobialgProteinsYL2010YLfYLfjagj 5.5 4

68
LacticLacidLbacteriaLcommunityLdynamicsLandLmetaboliteLproductionLofLryeLsourdoughL
fermentationsLshareLcharacteristicsLofLwheatLandLspeltLsourdoughLfermentationsbLFoodg
MicrobiologyYL2010YLfkYLedddal

6 78

67
xifferentiationLofLspeciesLofLtheLfamilyLucetobacteraceaeLbyLuzLPLxNuLfingerprintingnL
GluconacetobacterLkombuchaeLisLaLlaterLheterotypicLsynonymLofLGluconacetobacterLhanseniibL
InternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL2009YLimYLekkealj

2.2 48

66 YeastLdiversityLofLGhanaianLcocoaLbeanLheapLfermentationsbLFEMSgYeastgResearchYL2009YLmYLkkhalg 3.1 120

65 zermentationLandLucidificationLşngredientsL2009YLffkafif 1

64
ValidationLofLtheLTGTGUTiUarepaPwRLfingerprintingLtechniqueLforLrapidLclassificationLandL
identificationLofLaceticLacidLbacteriaYLwithLaLfocusLonLisolatesLfromLGhanaianLfermentedLcocoaL
beansbLInternationalgJournalgofgFoodgMicrobiologyYL2008YLefiYLkmamd

5.8 82

63 şnLvitroLkineticLanalysisLofLcarbohydrateLandLaromaticLaminoLacidLmetabolismLofLdifferentLmembersL
ofLtheLhumanLcolonbLInternationalgJournalgofgFoodgMicrobiologyYL2008YLefhYLfkagg 5.8 19

62 ProbioticsLinLfermentedLsausagesbLMeatgScienceYL2008YLldYLkial 6.4 116

61
şnfluenceLofLturningLandLenvironmentalLcontaminationLonLtheLdynamicsLofLpopulationsLofLlacticLacidL
andLaceticLacidLbacteriaLinvolvedLinLspontaneousLcocoaLbeanLheapLfermentationLinLGhanabLAppliedg
andgEnvironmentalgMicrobiologyYL2008YLkhYLljaml

4.8 107

60
TaxonomicLstructureLandLstabilityLofLtheLbacterialLcommunityLinLbelgianLsourdoughLecosystemsLasL
assessedLbyLcultureLandLpopulationLfingerprintingbLAppliedgandgEnvironmentalgMicrobiologyYL2008YL
khYLfhehafg

4.8 90

59
PediococcusLargentinicusLspbLnovbLfromLurgentineanLfermentedLwheatLflourLandLidentificationLofL
PediococcusLspeciesLbyLpheSYLrpouLandLatpuLsequenceLanalysisbLInternationalgJournalgofgSystematicg
andgEvolutionarygMicrobiologyYL2008YLilYLfmdmaej

2.2 38

58 wompetitivenessLandLantibacterialLpotentialLofLbacteriocinaproducingLstarterLculturesLinLdifferentL
typesLofLfermentedLsausagesbLJournalgofgFoodgProtectionYL2008YLkeYLelekafk 2.5 49

57 zermentationLofLcocoaLbeansnLinfluenceLofLmicrobialLactivitiesLandLpolyphenolLconcentrationsLonL
theLflavourLofLchocolatebLJournalgofgthegSciencegofgFoodgandgAgricultureYL2008YLllYLffllaffmk 4.3 143

56
ucetobacterLghanensisLspbLnovbYLaLnovelLaceticLacidLbacteriumLisolatedLfromLtraditionalLheapL
fermentationsLofLGhanaianLcocoaLbeansbLInternationalgJournalgofgSystematicgandgEvolutionaryg
MicrobiologyYL2007YLikYLejhkaejif

2.2 61

55 şnfluenceLofLgeographicalLoriginLandLflourLtypeLonLdiversityLofLlacticLacidLbacteriaLinLtraditionalL
velgianLsourdoughsbLAppliedgandgEnvironmentalgMicrobiologyYL2007YLkgYLjfjfam 4.8 108

54 vacteriocinsLfromLlacticLacidLbacterianLproductionYLpurificationYLandLfoodLapplicationsbLJournalgofg
MoleculargMicrobiologygandgBiotechnologyYL2007YLegYLemham 0.9 412

53 TheLbacteriocinLproducerLLactobacillusLamylovorusLxwyLhkeLisLaLcompetitiveLstarterLcultureLforL
typeLşşLsourdoughLfermentationsbLJournalgofgthegSciencegofgFoodgandgAgricultureYL2007YLlkYLekfjaekgj 4.3 14

(2007-2010)
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52 viodiversityLandLidentificationLofLsourdoughLlacticLacidLbacteriabLFoodgMicrobiologyYL2007YLfhYLefdak 6 168

51 ScreeningLofLlacticLacidLbacteriaLisolatesLfromLdairyLandLcerealLproductsLforLexopolysaccharideL
productionLandLgenesLinvolvedbLInternationalgJournalgofgFoodgMicrobiologyYL2007YLeelYLfidal 5.8 65

50 PopulationLdynamicsLandLmetaboliteLtargetLanalysisLofLlacticLacidLbacteriaLduringLlaboratoryL
fermentationsLofLwheatLandLspeltLsourdoughsbLAppliedgandgEnvironmentalgMicrobiologyYL2007YLkgYLhkheaid4.8 155

49
xynamicsLandLbiodiversityLofLpopulationsLofLlacticLacidLbacteriaLandLaceticLacidLbacteriaLinvolvedLinL
spontaneousLheapLfermentationLofLcocoaLbeansLinLGhanabLAppliedgandgEnvironmentalgMicrobiologyYL
2007YLkgYLeldmafh

4.8 224

48 LactobacillusLcrustorumLspbLnovbYLisolatedLfromLtwoLtraditionalLvelgianLwheatLsourdoughsbL
InternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL2007YLikYLehjeaehjk 2.2 33

47 LactobacillusLnamurensisLspbLnovbYLisolatedLfromLaLtraditionalLvelgianLsourdoughbLInternationalg
JournalgofgSystematicgandgEvolutionarygMicrobiologyYL2007YLikYLffgaffk 2.2 45

46
LeuconostocLholzapfeliiLspbLnovbYLisolatedLfromLythiopianLcoffeeLfermentationLandLassessmentLofL
sequenceLanalysisLofLhousekeepingLgenesLforLdelineationLofLLeuconostocLspeciesbLInternationalg
JournalgofgSystematicgandgEvolutionarygMicrobiologyYL2007YLikYLfmifafmim

2.2 85

45 wontinuousLproductionLofLLTWUatartaricLacidLfromLcisaepoxysuccinateLusingLaLmembraneLrecycleL
reactorbLAppliedgMicrobiologygandgBiotechnologyYL2006YLkeYLeiiajg 5.7 29

44 zunctionalLmeatLstarterLculturesLforLimprovedLsausageLfermentationbLInternationalgJournalgofgFoodg
MicrobiologyYL2006YLedjYLfkdali 5.8 402

43
StreptococcusLmacedonicusLuwuaxwLemlLproducesLtheLlantibioticYLmacedocinYLatLtemperatureLandL
péLconditionsLthatLprevailLduringLcheeseLmanufacturebLInternationalgJournalgofgFoodgMicrobiologyYL
2006YLedkYLeglahk

5.8 28

42
ynterocinLuLproductionLbyLynterococcusLfaeciumLzuşRayLhdjLisLcharacterisedLbyLaLtemperatureaLandL
péadependentLswitchaoffLmechanismLwhenLgrowthLisLlimitedLdueLtoLnutrientLdepletionbL
InternationalgJournalgofgFoodgMicrobiologyYL2006YLedkYLeimakd

5.8 36

41 SugarsLrelevantLforLsourdoughLfermentationLstimulateLgrowthLofLandLbacteriocinLproductionLbyL
LactobacillusLamylovorusLxwyLhkebLInternationalgJournalgofgFoodgMicrobiologyYL2006YLeefYLedfaee 5.8 19

40 ReclassificationLofLLactobacillusLbrevisLstrainsLLMGLeehmhLandLLMGLeemlhLasLLactobacillusL
parabrevisLspbLnovbLInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL2006YLijYLeiigaeiik2.2 46

39 ReclassificationLofLLactobacillusLamylophilusLLMGLeehddLandLNRRLLvahhgiLasLLactobacillusL
amylotrophicusLspbLnovbLInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyYL2006YLijYLfifgafifk2.2 18

38 TheLinLvitroLinhibitionLofLGramanegativeLpathogenicLbacteriaLbyLbifidobacteriaLisLcausedLbyLtheL
productionLofLorganicLacidsbLInternationalgDairygJournalYL2006YLejYLedhmaedik 3.5 78

37
KineticLanalysisLofLtheLantibacterialLactivityLofLprobioticLlactobacilliLtowardsLSalmonellaLentericaL
serovarLTyphimuriumLrevealsLaLroleLforLlacticLacidLandLotherLinhibitoryLcompoundsbLResearchging
MicrobiologyYL2006YLeikYLfheak

4 148

36 TheLsourdoughLmicrofloranLbiodiversityLandLmetabolicLinteractionsbLTrendsgingFoodgSciencegandg
TechnologyYL2005YLejYLhgaij 15.3 378

35 KineticsLandLmodellingLofLsourdoughLlacticLacidLbacteriabLTrendsgingFoodgSciencegandgTechnologyYL
2005YLejYLmiaedg 15.3 22
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34
SimulationLofLtheLeffectLofLsausageLingredientsLandLtechnologyLonLtheLfunctionalityLofLtheL
bacteriocinaproducingLLactobacillusLsakeiLwTwLhmhLstrainbLInternationalgJournalgofgFoodgMicrobiologyYL
2005YLeddYLeheaif

5.8 60

33
warbonLdioxideLstimulatesLtheLproductionLofLamylovorinLLLbyLLactobacillusLamylovorusLxwyLhkeYL
whileLenhancedLaerationLcausesLbiphasicLkineticsLofLgrowthLandLbacteriocinLproductionbL
InternationalgJournalgofgFoodgMicrobiologyYL2005YLediYLemeafdf

5.8 11

32 şnteractionsLofLmeataassociatedLbacteriocinaproducingLLactobacilliLwithLListeriaLinnocuaLunderL
stringentLsausageLfermentationLconditionsbLJournalgofgFoodgProtectionYL2005YLjlYLfdklalh 2.5 17

31
viodiversityLofLexopolysaccharidesLproducedLbyLStreptococcusLthermophilusLstrainsLisLreflectedLinL
theirLproductionLandLtheirLmolecularLandLfunctionalLcharacteristicsbLAppliedgandgEnvironmentalg
MicrobiologyYL2004YLkdYLmddaef

4.8 166

30 yffectsLofLdifferentLspicesLusedLinLproductionLofLfermentedLsausagesLonLgrowthLofLandLcurvacinLuL
productionLbyLLactobacillusLcurvatusLLTéLeekhbLAppliedgandgEnvironmentalgMicrobiologyYL2004YLkdYLhldkaeg4.8 41

29
SodiumLchlorideLreducesLproductionLofLcurvacinLuYLaLbacteriocinLproducedLbyLLactobacillusLcurvatusL
strainLLTéLeekhYLoriginatingLfromLfermentedLsausagebLAppliedgandgEnvironmentalgMicrobiologyYL2004
YLkdYLffkeal

4.8 59

28
untimicrobialLpotentialLofLprobioticLorLpotentiallyLprobioticLlacticLacidLbacteriaYLtheLfirstLresultsLofL
theLinternationalLyuropeanLresearchLprojectLPROPuTéLofLtheLPROyUéyuLTéLclusterbLMicrobialg
EcologygingHealthgandgDiseaseYL2004YLejYLefiaegd

15

27 StreptococcusLthermophilusLSTLeeeLproducesLaLstableLhighamolecularamassLexopolysaccharideLinL
milkabasedLmediumbLInternationalgDairygJournalYL2004YLehYLlikaljh 3.5 14

26 LacticLacidLbacteriaLasLfunctionalLstarterLculturesLforLtheLfoodLfermentationLindustrybLTrendsgingFoodg
SciencegandgTechnologyYL2004YLeiYLjkakl 15.3 1050

25
ModellingLgrowthLandLbacteriocinLproductionLbyLLactobacillusLcurvatusLLTéLeekhLinLresponseLtoL
temperatureLandLpéLvaluesLusedLforLyuropeanLsausageLfermentationLprocessesbLInternationalg
JournalgofgFoodgMicrobiologyYL2003YLleYLheaif

5.8 82

24 yffectLofLsodiumLchlorideLonLgrowthLandLbacteriocinLproductionLbyLLactobacillusLamylovorusLxwyL
hkebLInternationalgJournalgofgFoodgMicrobiologyYL2003YLllYLfmagm 5.8 55

23 uLcombinedLmodelLtoLpredictLtheLfunctionalityLofLtheLbacteriocinaproducingLLactobacillusLsakeiL
strainLwTwLhmhbLAppliedgandgEnvironmentalgMicrobiologyYL2003YLjmYLedmgam 4.8 52

22 viphasicLkineticsLofLgrowthLandLbacteriocinLproductionLwithLLactobacillusLamylovorusLxwyLhkeL
occurLunderLstressLconditionsbLMicrobiologygpUnitedgKingdomrYL2003YLehmYLedkgaedlf 2.9 30

21 şnhibitoryLsubstancesLproducedLbyLLactobacilliLisolatedLfromLsourdoughsaaaLreviewbLInternationalg
JournalgofgFoodgMicrobiologyYL2002YLkfYLgeahg 5.8 194

20 uLnovelLareaLofLpredictiveLmodellingnLdescribingLtheLfunctionalityLofLbeneficialLmicroorganismsLinL
foodsbLInternationalgJournalgofgFoodgMicrobiologyYL2002YLkgYLfieam 5.8 44

19 TheLbiodiversityLofLlacticLacidLbacteriaLinLGreekLtraditionalLwheatLsourdoughsLisLreflectedLinLbothL
compositionLandLmetaboliteLformationbLAppliedgandgEnvironmentalgMicrobiologyYL2002YLjlYLjdimajm 4.8 156

18 ModellingLcontributesLtoLtheLunderstandingLofLtheLdifferentLbehaviourLofLbacteriocinaproducingL
strainsLinLaLmeatLenvironmentbLInternationalgDairygJournalYL2002YLefYLfhkafig 3.5 29

17 şsolationLofLbacteriocinsLthroughLexpandedLbedLadsorptionLusingLaLhydrophobicLinteractionL
mediumbLBioseparationYL2001YLedYLhiaid 6

(2001-2005)
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16
UxPaNaacetylglucosamineLhaepimeraseLactivityLindicatesLtheLpresenceLofLNaacetylgalactosamineLinL
exopolysaccharidesLofLStreptococcusLthermophilusLstrainsbLAppliedgandgEnvironmentalgMicrobiologyYL
2001YLjkYLgmkjalh

4.8 28

15 MicrobialLphysiologyYLfermentationLkineticsYLandLprocessLengineeringLofLheteropolysaccharideL
productionLbyLlacticLacidLbacteriabLInternationalgDairygJournalYL2001YLeeYLkhkakik 3.5 106

14 RecentLdevelopmentsLinLtheLbiosynthesisLandLapplicationsLofLheteropolysaccharidesLfromLlacticL
acidLbacteriabLInternationalgDairygJournalYL2001YLeeYLjlkakdk 3.5 276

13 wompetitivenessLandLbacteriocinLproductionLofLynterococciLinLtheLproductionLofLSpanishastyleLdryL
fermentedLsausagesbLInternationalgJournalgofgFoodgMicrobiologyYL2000YLikYLggahf 5.8 102

12
worrelationLofLactivitiesLofLtheLenzymesLalphaaphosphoglucomutaseYLUxPagalactoseLhaepimeraseYL
andLUxPaglucoseLpyrophosphorylaseLwithLexopolysaccharideLbiosynthesisLbyLStreptococcusL
thermophilusLLYdgbLAppliedgandgEnvironmentalgMicrobiologyYL2000YLjjYLgiemafk

4.8 110

11
wharacterizationLandLproductionLofLamylovorinLLhkeYLaLbacteriocinLpurifiedLfromLLactobacillusL
amylovorusLxwyLhkeLbyLaLnovelLthreeastepLmethodbLMicrobiologygpUnitedgKingdomrYL1999YLehiLTLPtL
mUYLfiimafijl

2.9 71

10 éeteropolysaccharidesLfromLlacticLacidLbacteriabLFEMSgMicrobiologygReviewsYL1999YLfgYLeigakk 15.1 341

9 yxpandedLbedLadsorptionLasLaLuniqueLunitLoperationLforLtheLisolationLofLbacteriocinsLfromL
fermentationLmediaL1999YLlYLeimaejl 10

8 MassLtransferLlimitationsLinLdiffusionalimitedLisotropicLhollowLfiberLbioreactorsbLBiotechnologyg
LettersYL1999YLegYLgekagfg 13

7 ProcessLcharacteristicsLofLexopolysaccharideLproductionLbyLstreptococcusLthermophilusbL
MacromoleculargSymposiaYL1999YLehdYLhgaif 0.8 8

6 yxpolysaccharidesLfromLlacticLacidLbacterianLTechnologicalLbottlenecksLandLpracticalLsolutionsbL
MacromoleculargSymposiaYL1999YLehdYLgeahe 0.8 17

5
şndicationLthatLtheLnitrogenLsourceLinfluencesLbothLamountLandLsizeLofLexopolysaccharidesL
producedLbyLstreptococcusLthermophilusLLYdgLandLmodellingLofLtheLbacterialLgrowthLandL
exopolysaccharideLproductionLinLaLcomplexLmediumbLAppliedgandgEnvironmentalgMicrobiologyYL1999YL
jiYLfljgakd

4.8 94

4
PrimaryLmetaboliteLkineticsLofLbacteriocinLbiosynthesisLbyLandLevidenceLforLstimulationLofL
bacteriocinLproductionLunderLunfavourableLgrowthLconditionsbLMicrobiologygpUnitedgKingdomrYL1996
YLehfYLlekalfk

2.9 262

3 wharacterizationLofLtheLuntagonisticLuctivityLofLLactobacillusLamylovorusLxwyLhkeLandLLargeLScaleL
şsolationLofLştsLvacteriocinLumylovorinLLhkebLSystematicgandgAppliedgMicrobiologyYL1996YLemYLmafd 4.2 126

2 LowawalorieLSugarsLProducedLbyLLacticLucidLvacteriaemgafdm 7

1 TheLzunctionalLRoleLofLLacticLucidLvacteriaLinLwocoaLveanLzermentationgdeagfi 24
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