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A Combined Metagenomics and Metatranscriptomics Approach to Unravel Costa Rican Cocoa Box
Fermentation Processes Reveals Yet Unreported Microbial Species and Functionalities. Frontiers in 57 7
Microbiology, 2021, 12, 641185

Technological and Environmental Features Determine the Uniqueness of the Lambic Beer
Microbiota and Production Process. Applied and Environmental Microbiology, 2021, 87, e0061221
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selected ion flow tube-mass spectrometry. Food Research International, 2018, 106, 254-262

Monitoring of starter culture-initiated liquid wheat and teff sourdough fermentations by selected

ion flow tube-mass spectrometry. Journal of the Science of Food and Agriculture, 2018, 98, 3501-3512 43 11

Pervasiveness of Staphylococcus carnosus over Staphylococcus xylosus is affected by the level of
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Microbiology, 2017, 65, 170-178

Identification of acetic acid bacteria through matrix-assisted laser desorption/ionization
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96 deiminase pathway activity by Lactobacillus sakei. Research in Microbiology, 2013, 164, 216-25 4 13

Characterization of strains of Weissella fabalis sp. nov. and Fructobacillus tropaeoli from
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bifdobacterial competitiveness, butyrate production, and gas production. /nternational Journal of 5.8 210
Food Microbiology, 2011, 149, 73-80
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metatranscriptome. Applied and Environmental Microbiology, 2010, 76, 5402-8 4 5

Phylogeny and differentiation of species of the genus Gluconacetobacter and related taxa based
on multilocus sequence analyses of housekeeping genes and reclassification of Acetobacter xylinus
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and Evolutionary Microbiology, 2008, 58, 2909-16

3 Competitiveness and antibacterial potential of bacteriocin-producing starter cultures in different 5
5 types of fermented sausages. Journal of Food Protection, 2008, 71, 1817-27 549

Fermentation of cocoa beans: influence of microbial activities and polyphenol concentrations on
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