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j Paper IF Citations

75 SpeciesbresolvedMsequencingMofMlowbbiomassMorMdegradedMmicrobiomesMusingMgbRvybMccMGenomem
BiologyaM2022aMghaMhk 18.3 2

74 NanomechanicalMandMMolecularMxharacterizationMofMvgingMinMyentinalMxollagenccMJournalmofmDentalm
ResearchaM2022aMggehijgffelgimi 8.1 0

73 ParallelbMetaMSuiteoMInteractiveMandMrapidMmicrobiomeMdataManalysisMonMmultipleMplatformsM2022aMfaM 3

72 SalivaryMbacterialMsignaturesMinMdepressionbobesityMcomorbidityMareMassociatedMwithM
neurotransmittersMandMneuroactiveMdipeptidesccMBMCmMicrobiologyaM2022aMggaMlj 4.5 1

71 PhylogenybvwareMvnalysisMofMMetagenomeMxommunityMzcologyMwasedMonMMatchedMReferenceM
µenomesMwhileMwypassingMTaxonomyccMMSystemsaM2022aMeeefklgg 7.6 3

70 SvRSbxoVbgMyistributionMinMResidentialMαousingMSuggestsMxontactMyepositionMandMxorrelatesMwithM
spccMMSystemsaM2022aMeefiffgf 7.6 0

69 ProbioticMconsumptionMinfluencesMuniversalMadaptiveMmutationsMinMindigenousMhumanMandMmouseM
gutMmicrobiotacMCommunicationsmBiologyaM2021aMiaMffnm 6.7 3

68 zxposureMtoMsoilMenvironmentsMduringMearlierMlifeMstagesMisMdistinguishableMinMtheMgutMmicrobiomeMofM
adultMmicecMGutmMicrobesaM2021aMfhaMfbfh 8.8 13

67 LongitudinalMMultibomicsMandMMicrobiomeMMetabanalysisMIdentifyManMvsymptomaticMµingivalMStateM
ThatMLinksMµingivitisaMPeriodontitisaMandMvgingcMMBioaM2021aMfgaM 7.8 9

66 xhallengesMinMbenchmarkingMmetagenomicMprofilerscMNaturemMethodsaM2021aMfmaMkfmbkgk 21.6 15

65
xandidateMprobioticMLactiplantibacillusMplantarumMαNUemgMrapidlyMandMconvergentlyMevolvesMwithinM
humanaMmiceaMandMzebrafishMgutMbutMdifferentiallyMinfluencesMtheMresidentMmicrobiomecMMicrobiomeaM
2021aMnaMfjf

16.6 5

64 µeographicMVariationMyidMNotMvffectMtheMPredictiveMPowerMofMSalivaryMMicrobiotaMforMxariesMinM
xhildrenMWithMMixedMyentitioncMFrontiersminmCellularmandmInfectionmMicrobiologyaM2021aMffaMkmegmm 5.9 1

63 xompositionalMandMgeneticMalterationsMinMµravesTMdiseaseMgutMmicrobiomeMrevealMspecificMdiagnosticM
biomarkerscMISMEmJournalaM2021aMfjaMhhnnbhiff 11.9 7

62 SvRSbxoVbgMdetectionMstatusMassociatesMwithMbacterialMcommunityMcompositionMinMpatientsMandMtheM
hospitalMenvironmentcMMicrobiomeaM2021aMnaMfhg 16.6 15

61 TheMpredictiveMpowerMofMsalivaMelectrolytesMexceedsMthatMofMsalivaMmicrobiomesMinMdiagnosingMearlyM
childhoodMcariescMJournalmofmOralmMicrobiologyaM2021aMfhaMfngfimk 6.3 2

60 IntrabRamanomeMxorrelationMvnalysisMUnveilsMMetaboliteMxonversionMNetworkMfromManMIsogenicM
PopulationMofMxellscMMBioaM2021aMfgaMeefilegf 7.8 1

59 zfficientMcomputationMofM’aithTsMphylogeneticMdiversityMwithMapplicationsMinMcharacterizingM
microbiomescMGenomemResearchaM2021aMhfaMgfhfbgfhl 9.7 3
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58 αumanMSkinaMOralaMandMµutMMicrobiomesMPredictMxhronologicalMvgecMMSystemsaM2020aMjaM 7.6 33

57 MultiplebyiseaseMyetectionMandMxlassificationMacrossMxohortsMviaMMicrobiomeMSearchcMMSystemsaM
2020aMjaM 7.6 12

56
vwfgilMzLzVvTzyMSzRUMMxOMPLzMzNTMUxhdxiVMLzVzLMvSMvNMIN’LvMMvTORYMMvRKzRM’ORM
IN’zxTIONMINMPvTIzNTSMWITαM’zVzRoMvMRzTROSPzxTIVzMSTUyYcMAnnalsmofmthemRheumaticmDiseasesaM
2020aMlnaMfnfjcgbfnfj

2.4

55 TheMOralMMicrobiomeMwankMofMxhinaM2020aMgmlbhee 0

54 MicrobialMcontextMpredictsMSvRSbxoVbgMprevalenceMinMpatientsMandMtheMhospitalMbuiltMenvironmentM
2020aM 10

53 TheMeffectsMofMexopolysaccharidesMandMexopolysaccharidebproducingMLactobacillusMonMtheMintestinalM
microbiomeMofMzebrafishMUyanioMrerioVcMBMCmMicrobiologyaM2020aMgeaMhee 4.5 9

52 TheMznhancedMPharmacologicalMzffectsMofMModifiedMTraditionalMxhineseMMedicineMinMvttenuationMofM
vtherosclerosisMIsMyrivenMbyMModulationMofMµutMMicrobiotacMFrontiersminmPharmacologyaM2020aMffaMjikjmn 5.6 4

51 TheMgutMmicrobiomeMstabilityMisMalteredMbyMprobioticMingestionMandMimprovedMbyMtheMcontinuousM
supplementationMofMgalactooligosaccharidecMGutmMicrobesaM2020aMfgaMflmjgjg 8.8 18

50 vMMicrobiomebwasedMIndexMforMvssessingMSkinMαealthMandMTreatmentMzffectsMforMvtopicMyermatitisM
inMxhildrencMMSystemsaM2019aMiaM 7.6 12

49 vgebMandMSexbyependentMPatternsMofMµutMMicrobialMyiversityMinMαumanMvdultscMMSystemsaM2019aMiaM 7.6 110

48 xalouroManMInteractiveaMMicrobebxentricMvnalysisMToolcMMSystemsaM2019aMiaM 7.6 20

47 PhylogenomicsMofMfeajljMgenomesMrevealsMevolutionaryMproximityMbetweenMdomainsMwacteriaMandM
vrchaeacMNaturemCommunicationsaM2019aMfeaMjill 17.4 89

46 xowbtobmouseMfecalMtransplantationsMsuggestMintestinalMmicrobiomeMasMoneMcauseMofMmastitiscM
MicrobiomeaM2018aMkaMgee 16.6 38

45 IdentifyingMandMPredictingMNoveltyMinMMicrobiomeMStudiescMMBioaM2018aMnaM 7.8 21

44 ImpactMofMyNvMextractionMmethodMandMtargetedMfkSbrRNvMhypervariableMregionMonMoralMmicrobiotaM
profilingcMScientificmReportsaM2018aMmaMfkhgf 4.9 74

43 InflammatoryMcytokinesMandMperipheralMmediatorsMinMtheMpathophysiologyMofMpruritusMinMcutaneousM
TbcellMlymphomacMJournalmofmthemEuropeanmAcademymofmDermatologymandmVenereologyaM2018aMhgaMfkjgbfkjk4.6 12

42 ParallelbMzTvMhoMxomprehensiveMtaxonomicalMandMfunctionalManalysisMplatformMforMefficientM
comparisonMofMmicrobialMcommunitiescMScientificmReportsaM2017aMlaMiehlf 4.9 64

41 MetabolicbvctivitybwasedMvssessmentMofMvntimicrobialMzffectsMbyMyObLabeledMSinglebxellMRamanM
MicrospectroscopycMAnalyticalmChemistryaM2017aMmnaMifembiffj 7.8 87

(2017-2020)
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40 zmergingMTrendsMforMMicrobiomeMvnalysisoM’romMSinglebxellM’unctionalMImagingMtoMMicrobiomeMwigM
yatacMEngineeringaM2017aMhaMkkble 9.7 19

39 LabelbfreeaMsimultaneousMquantificationMofMstarchaMproteinMandMtriacylglycerolMinMsingleMmicroalgalM
cellscMBiotechnologymformBiofuelsaM2017aMfeaMglj 7.8 30

38 ’eedbadditiveMprobioticsMaccelerateMyetMantibioticsMdelayMintestinalMmicrobiotaMmaturationMinMbroilerM
chickencMMicrobiomeaM2017aMjaMnf 16.6 104

37 zcologicalMzffectMofMvrginineMonMOralMMicrobiotacMScientificmReportsaM2017aMlaMlgek 4.9 27

36 xouplingMmetagenomicsMwithMcultivationMtoMselectMhostbspecificMprobioticMmicroborganismsMforM
subtropicalMaquaculturecMJournalmofmAppliedmMicrobiologyaM2017aMfghaMfglibfgmj 4.7 14

35 VariationMinMtheMµutMMicrobiotaMofMTermitesMUTsaitermesMamplicepsVMvgainstMyifferentMyietscMAppliedm
BiochemistrymandmBiotechnologyaM2017aMfmfaMhgbil 3.2 22

34 µenomeMeditingMofMmodelMoleaginousMmicroalgaeMNannochloropsisMsppcMbyMxRISPRdxasncMPlantm
JournalaM2016aMmmaMfelfbfemf 6.9 170

33 IntestinalMMicrobiotaMyistinguishMµoutMPatientsMfromMαealthyMαumanscMScientificmReportsaM2016aMkaMgekeg 4.9 142

32 xomparativeMµutMMicrobiomesMofM’ourMSpeciesMRepresentingMtheMαigherMandMtheMLowerMTermitescM
JournalmofmInsectmScienceaM2016aMfkaM 2 31

31 MicrobiotabbasedMSignatureMofMµingivitisMTreatmentsoMvMRandomizedMStudycMScientificmReportsaM2016aM
kaMgilej 4.9 17

30 yiversityMandMresilienceMofMtheMwoodbfeedingMhigherMtermiteMgutMmicrobiotaMinMresponseMtoMtemporalM
andMdietMvariationscMEcologymandmEvolutionaM2016aMkaMmghjbmgig 2.8 14

29 xetylpyridiniumMchlorideMmouthMrinsesMalleviateMexperimentalMgingivitisMbyMinhibitingMdentalMplaqueM
maturationcMInternationalmJournalmofmOralmScienceaM2016aMmaMfmgbne 27.9 20

28 wacterialMsuccessionMinMpaddyMsoilsMderivedMfromMdifferentMparentMmaterialscMJournalmofmSoilsmandm
SedimentsaM2015aMfjaMnmgbnng 3.4 18

27 PhosphorylationMofMtheMtranslationMinitiationMfactorMeI’g˛–MatMserineMjfMdeterminesMtheMcellMfateM
decisionsMofMvktMinMresponseMtoMoxidativeMstresscMCellmDeathmandmDiseaseaM2015aMkaMefjnf 9.8 78

26 vpplicationMofMMetabMeshMonMtheManalysisMofMmicrobialMcommunitiesMfromMhumanM
associatedbhabitatscMQuantitativemBiologyaM2015aMhaMibfm 3.9 2

25 µenomicM’oundationMofMStarchbtobLipidMSwitchMinMOleaginousMxhlorellaMsppcMPlantmPhysiologyaM2015aM
fknaMgiiibkf 6.6 89

24 PredictionMofMzarlyMxhildhoodMxariesMviaMSpatialbTemporalMVariationsMofMOralMMicrobiotacMCellmHostm
andmMicrobeaM2015aMfmaMgnkbhek 23.4 123

23 MagneticMnanoparticlebmediatedMisolationMofMfunctionalMbacteriaMinMaMcomplexMmicrobialMcommunitycM
ISMEmJournalaM2015aMnaMkehbfi 11.9 63
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22 RapidMcomparisonMandMcorrelationManalysisMamongMmassiveMnumberMofMmicrobialMcommunityMsamplesM
basedMonMMyVMdataMmodelcMScientificmReportsaM2014aMiaMkhnh 4.9 4

21 QuantitativeMdynamicsMofMtriacylglycerolMaccumulationMinMmicroalgaeMpopulationsMatMsinglebcellM
resolutionMrevealedMbyMRamanMmicrospectroscopycMBiotechnologymformBiofuelsaM2014aMlaMjm 7.8 53

20 PredictiveMmodelingMofMgingivitisMseverityMandMsusceptibilityMviaMoralMmicrobiotacMISMEmJournalaM2014aM
maMflkmbme 11.9 70

19 xhangesMofMsalivaMmicrobiotaMinMnasopharyngealMcarcinomaMpatientsMunderMchemoradiationMtherapycM
ArchivesmofmOralmBiologyaM2014aMjnaMflkbmk 2.8 26

18 xhoreographyMofMTranscriptomesMandMLipidomesMofMNannochloropsisMRevealsMtheMMechanismsMofMOilM
SynthesisMinMMicroalgaecMPlantmCellaM2014aMgkaMfkijbfkkj 11.6 243

17 MicrobialMbasisMofMoralMmalodorMdevelopmentMinMhumanscMJournalmofmDentalmResearchaM2013aMngaMffekbfg 8.1 30

16 ImprovementMofMhydrogenMproductionMofMxhlamydomonasMreinhardtiiMbyMcobcultivationMwithMisolatedM
bacteriacMInternationalmJournalmofmHydrogenmEnergyaM2013aMhmaMfellnbfelml 6.7 28

15 vMkcl´µWMxMOSMbioamplifierMforMactiveMelectrodeMwithMyxMrejectionM2013aM 1

14 vMculturebindependentMapproachMtoMunravelMunculturedMbacteriaMandMfunctionalMgenesMinMaMcomplexM
microbialMcommunitycMPLoSmONEaM2012aMlaMeiljhe 3.7 20

13 PreliminaryMcharacterizationMofMtheMoralMmicrobiotaMofMxhineseMadultsMwithMandMwithoutMgingivitiscM
BMCmOralmHealthaM2011aMffaMhh 3.7 82

12 ’unctionalManalysisMofMtheMcyclinbdependentMkinaseMinhibitorMPhomfMidentifiesMaMnovelMinhibitoryM
domaincMMolecularmandmCellularmBiologyaM2001aMgfaMkknjblej 4.8 37

11 InterleukinbfMstimulatesMJunMNbterminaldstressbactivatedMproteinMkinaseMbyManM
arachidonatebdependentMmechanismMinMmesangialMcellscMKidneymInternationalaM1999aMjjaMfliebn 9.9 20

10 SuppressedMactivitiesMofMcathepsinsMandMmetalloproteinasesMinMtheMchronicMmodelMofMpuromycinM
aminonucleosideMnephrosiscMKidneymandmBloodmPressuremResearchaM1999aMggaMfgfbl 3.1 9

9 xandidateMhematopoieticMstemMcellsMfromMfetalMtissuesaMumbilicalMcordMbloodMvscMadultMboneMmarrowM
andMmobilizedMperipheralMbloodcMExperimentalmHematologyaM1998aMgkaMffkgblf 3.1 46

8 ’luorideMprofilesMinMdentalMcalculusMfromMJapaneseaMxhineseMandMwritishMresidentscMArchivesmofmOralm
BiologyaM1997aMigaMkkjblf 2.8 2

7 vMcellularMproteinMthatMcompetesMwithMSVieMTMantigenMforMbindingMtoMtheMretinoblastomaMgeneM
productcMNatureaM1991aMhjeaMfkebg 50.4 148

6
TranslationalMinitiationMfactorMexpressionMandMribosomalMproteinMgeneMexpressionMareMrepressedM
coordinatelyMbutMbyMdifferentMmechanismsMinMmurineMlymphosarcomaMcellsMtreatedMwithM
glucocorticoidscMMolecularmandmCellularmBiologyaM1989aMnaMhklnbmi

4.8 31

5
TranslationalMinitiationMfactorMexpressionMandMribosomalMproteinMgeneMexpressionMareMrepressedM
coordinatelyMbutMbyMdifferentMmechanismsMinMmurineMlymphosarcomaMcellsMtreatedMwithM
glucocorticoidscMMolecularmandmCellularmBiologyaM1989aMnaMhklnbhkmi

4.8 7

(1989-2014)
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4 IntrabRamanomeMxorrelationMvnalysisMUnveilsMMetaboliteMxonversionMNetworkMfromManMIsogenicM
xellularMPopulation 1

3 vgeMandMsexbdependentMpatternsMofMgutMmicrobialMdiversityMinMhumanMadults 1

2 OµUsMenableMeffectiveaMphylogenybawareManalysisMofMevenMshallowMmetagenomeMcommunityMstructures 7

1 MultibomicsMprofilingMofMzarthâ��sMbiomesMrevealsMthatMmicrobialMandMmetaboliteMcompositionMareM
shapedMbyMtheMenvironment 3
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