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l Paper IF Citations

144 MolecularLportraitsLofLhumanLbreastLtumoursaLNatureYL2000YLgciYLkgkZhe 50.4 11221

143 xistinctLtypesLofLdiffuseLlargeLvZcellLlymphomaLidentifiedLbyLgeneLexpressionLprofilingaLNatureYL
2000YLgcfYLhcfZdd 50.4 7592

142 womprehensiveLidentificationLofLcellLcycleZregulatedLgenesLofLtheLyeastLSaccharomycesLcerevisiaeL
byLmicroarrayLhybridizationaLMolecularbBiologybofbthebCellYL1998YLmYLfekfZmk 3.5 3710

141 …enomicLexpressionLprogramsLinLtheLresponseLofLyeastLcellsLtoLenvironmentalLchangesaLMolecularb
BiologybofbthebCellYL2000YLddYLgegdZhk 3.5 3708

140 SystematicLvariationLinLgeneLexpressionLpatternsLinLhumanLcancerLcellLlinesaLNaturebGeneticsYL2000YL
egYLeekZfh 36.3 1739

139 TheLtranscriptionalLprogramLinLtheLresponseLofLhumanLfibroblastsLtoLserumaLScienceYL1999YLelfYLlfZk 33.3 1713

138 yvolutionLofLgenesLandLgenomesLonLtheLxrosophilaLphylogenyaLNatureYL2007YLghcYLecfZdl 50.4 1586

137 uLgeneLexpressionLdatabaseLforLtheLmolecularLpharmacologyLofLcanceraLNaturebGeneticsYL2000YLegYLefiZgg36.3 1173

136 InLvivoLenhancerLanalysisLofLhumanLconservedLnonZcodingLsequencesaLNatureYL2006YLgggYLgmmZhce 50.4 911

135 xNuLarraysLforLanalysisLofLgeneLexpressionaLMethodsbinbEnzymologyYL1999YLfcfYLdkmZech 1.7 747

134 …enomeZwideLanalysisLofLxNuLcopyZnumberLchangesLusingLcxNuLmicroarraysaLNaturebGeneticsYL
1999YLefYLgdZi 36.3 712

133 ToolsLforLneuroanatomyLandLneurogeneticsLinLxrosophilaaLProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaYL2008YLdchYLmkdhZec 11.5 688

132 xiscoveryLofLfunctionalLelementsLinLdeLxrosophilaLgenomesLusingLevolutionaryLsignaturesaLNatureYL
2007YLghcYLedmZfe 50.4 506

131
yxploitingLtranscriptionLfactorLbindingLsiteLclusteringLtoLidentifyLcisZregulatoryLmodulesLinvolvedLinL
patternLformationLinLtheLxrosophilaLgenomeaLProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaYL2002YLmmYLkhkZie

11.5 482

130 TranscriptionLfactorsLbindLthousandsLofLactiveLandLinactiveLregionsLinLtheLxrosophilaLblastodermaL
PLoSbBiologyYL2008YLiYLeek 9.7 360

129 TheLStanfordLMicroarrayLxatabaseaLNucleicbAcidsbResearchYL2001YLemYLdheZh 20.1 337

128 …eneLexpressionLinformaticsZZitSsLallLinLyourLmineaLNaturebGeneticsYL1999YLedYLhdZh 36.3 316
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127 S…eneLshavingSLasLaLmethodLforLidentifyingLdistinctLsetsLofLgenesLwithLsimilarLexpressionLpatternsaL
GenomebBiologyYL2000YLdYLRySyuRw—cccf 18.3 304

126 NoiseLminimizationLinLeukaryoticLgeneLexpressionaLPLoSbBiologyYL2004YLeYLedfk 9.7 303

125 yxploringLtheLconditionalLcoregulationLofLyeastLgeneLexpressionLthroughLfuzzyLkZmeansLclusteringaL
GenomebBiologyYL2002YLfYLRySyuRw—cchm 18.3 273

124
xevelopmentalLrolesLofLedLxrosophilaLtranscriptionLfactorsLareLdeterminedLbyLquantitativeL
differencesLinLbindingLtoLanLoverlappingLsetLofLthousandsLofLgenomicLregionsaLGenomebBiologyYL
2009YLdcYLRlc

18.3 270

123 WidespreadLdiscordanceLofLgeneLtreesLwithLspeciesLtreeLinLxrosophilanLevidenceLforLincompleteL
lineageLsortingaLPLoSbGeneticsYL2006YLeYLedkf 6 265

122 TheLuwesomeLPowerLofLYeastLyvolutionaryL…eneticsnLNewL…enomeLSequencesLandLStrainLResourcesL
forLtheLSaccharomycesLsensuLstrictoL…enusaLGz:bGenespbGenomespbGeneticsYL2011YLdYLddZeh 3.2 231

121 ZeldaLbindingLinLtheLearlyLxrosophilaLmelanogasterLembryoLmarksLregionsLsubsequentlyLactivatedL
atLtheLmaternalZtoZzygoticLtransitionaLPLoSbGeneticsYL2011YLkYLedcceeii 6 227

120 zunctionalLgenomicLanalysisLofLtheLratesLofLproteinLevolutionaLProceedingsbofbthebNationalbAcademyb
ofbSciencesbofbthebUnitedbStatesbofbAmericaYL2005YLdceYLhglfZl 11.5 226

119 SepsidLevenZskippedLenhancersLareLfunctionallyLconservedLinLxrosophilaLdespiteLlackLofLsequenceL
conservationaLPLoSbGeneticsYL2008YLgYLedcccdci 6 221

118 uLquantitativeLspatiotemporalLatlasLofLgeneLexpressionLinLtheLxrosophilaLblastodermaLCellYL2008YL
dffYLfigZkg 56.2 218

117 LargeZscaleLidentificationLofLsecretedLandLmembraneZassociatedLgeneLproductsLusingLxNuL
microarraysaLNaturebGeneticsYL2000YLehYLhlZie 36.3 213

116 LargeZscaleLturnoverLofLfunctionalLtranscriptionLfactorLbindingLsitesLinLxrosophilaaLPLoSb
ComputationalbBiologyYL2006YLeYLedfc 5 195

115
vindingLofLtheLinfluenzaLuLvirusLtoLcellZsurfaceLreceptorsnLstructuresLofLfiveL
hemagglutininZsialyloligosaccharideLcomplexesLdeterminedLbyLXZrayLcrystallographyaLVirologyYL1997
YLefeYLdmZfd

3.6 182

114
—OOKnLaLprogramLforLfindingLnovelLmolecularLarchitecturesLthatLsatisfyLtheLchemicalLandLstericL
requirementsLofLaLmacromoleculeLbindingLsiteaLProteins:bStructurepbFunctionbandbBioinformaticsYL
1994YLdmYLdmmZeed

4.2 182

113 ussociationLofLcohesinLandLNippedZvLwithLtranscriptionallyLactiveLregionsLofLtheLxrosophilaL
melanogasterLgenomeaLChromosomaYL2008YLddkYLlmZdce 2.8 180

112 NyLzLandL…u…uLfactorLareLlinkedLtoLpromoterZproximalLpausingLatLmanyLgenesLinLxrosophilaaL
MolecularbandbCellularbBiologyYL2008YLelYLfemcZfcc 4.8 176

111 wonservationLandLevolutionLofLcisZregulatoryLsystemsLinLascomyceteLfungiaLPLoSbBiologyYL2004YLeYLefml 9.7 174

110 woevolutionLofLgeneLexpressionLamongLinteractingLproteinsaLProceedingsbofbthebNationalbAcademyb
ofbSciencesbofbthebUnitedbStatesbofbAmericaYL2004YLdcdYLmcffZl 11.5 171

(2004-2000)

3



109
womputationalLidentificationLofLdevelopmentalLenhancersnLconservationLandLfunctionLofL
transcriptionLfactorLbindingZsiteLclustersLinLxrosophilaLmelanogasterLandLxrosophilaL
pseudoobscuraaLGenomebBiologyYL2004YLhYLRid

18.3 171

108 TheLroleLofLchromatinLaccessibilityLinLdirectingLtheLwidespreadYLoverlappingLpatternsLofLxrosophilaL
transcriptionLfactorLbindingaLGenomebBiologyYL2011YLdeYLRfg 18.3 164

107 PopulationLgeneticLvariationLinLgeneLexpressionLisLassociatedLwithLphenotypicLvariationLinL
SaccharomycesLcerevisiaeaLGenomebBiologyYL2004YLhYLRei 18.3 159

106 vindingLsiteLturnoverLproducesLpervasiveLquantitativeLchangesLinLtranscriptionLfactorLbindingL
betweenLcloselyLrelatedLxrosophilaLspeciesaLPLoSbBiologyYL2010YLlYLedcccfgf 9.7 154

105 RapidLquantitativeLprofilingLofLcomplexLmicrobialLpopulationsaLNucleicbAcidsbResearchYL2006YLfgYLeh 20.1 145

104 NoncanonicalLcompensationLofLzygoticLXLtranscriptionLinLearlyLxrosophilaLmelanogasterL
developmentLrevealedLthroughLsingleZembryoLRNuZseqaLPLoSbBiologyYL2011YLmYLedccchmc 9.7 141

103 wontrolLofLembryonicLstemLcellLlineageLcommitmentLbyLcoreLpromoterLfactorYLTuzfaLCellYL2011YLdgiYLkecZfd56.2 132

102 ugingLandLgeneLexpressionLinLtheLprimateLbrainaLPLoSbBiologyYL2005YLfYLeekg 9.7 131

101 QuantitativeLmodelsLofLtheLmechanismsLthatLcontrolLgenomeZwideLpatternsLofLtranscriptionLfactorL
bindingLduringLearlyLxrosophilaLdevelopmentaLPLoSbGeneticsYL2011YLkYLedccdemc 6 130

100 MONKyYnLidentifyingLconservedLtranscriptionZfactorLbindingLsitesLinLmultipleLalignmentsLusingLaL
bindingLsiteZspecificLevolutionaryLmodelaLGenomebBiologyYL2004YLhYLRml 18.3 123

99 ystablishmentLofLregionsLofLgenomicLactivityLduringLtheLxrosophilaLmaternalLtoLzygoticLtransitionaL
ELifeYL2014YLfYL 8.9 123

98 uLsecondZgenerationLassemblyLofLtheLxrosophilaLsimulansLgenomeLprovidesLnewLinsightsLintoL
patternsLofLlineageZspecificLdivergenceaLGenomebResearchYL2013YLefYLlmZml 9.7 120

97
xNuLregionsLboundLatLlowLoccupancyLbyLtranscriptionLfactorsLdoLnotLdriveLpatternedLreporterLgeneL
expressionLinLxrosophilaaLProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofb
AmericaYL2012YLdcmYLedffcZh

11.5 117

96 PositionLspecificLvariationLinLtheLrateLofLevolutionLinLtranscriptionLfactorLbindingLsitesaLBMCb
EvolutionarybBiologyYL2003YLfYLdm 3 114

95 SerendipitousLdiscoveryLofLWolbachiaLgenomesLinLmultipleLxrosophilaLspeciesaLGenomebBiologyYL
2005YLiYLRef 18.3 108

94
IdentificationLofLoligonucleotideLsequencesLthatLdirectLtheLmovementLofLtheLyscherichiaLcoliLztsKL
translocaseaLProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaYL2005YL
dceYLdkidlZef

11.5 103

93 ThreeZdimensionalLmorphologyLandLgeneLexpressionLinLtheLxrosophilaLblastodermLatLcellularL
resolutionLInLdataLacquisitionLpipelineaLGenomebBiologyYL2006YLkYLRdef 18.3 100

92 TheLgenomeLofLtheLcrustaceanLaLmodelLforLanimalLdevelopmentYLregenerationYLimmunityLandL
lignocelluloseLdigestionaLELifeYL2016YLhYL 8.9 100
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91 womparativeLvalidationLofLtheLxaLmelanogasterLmodyNwOxyLtranscriptomeLannotationaLGenomeb
ResearchYL2014YLegYLdecmZef 9.7 95

90 ImpactLofLchromatinLstructuresLonLxNuLprocessingLforLgenomicLanalysesaLPLoSbONEYL2009YLgYLeikcc 3.7 95

89 …eneLfamilyLinnovationYLconservationLandLlossLonLtheLanimalLstemLlineageaLELifeYL2018YLkYL 8.9 94

88
…lobalLgeneLexpressionLprofilesLforLlifeLstagesLofLtheLdeadlyLamphibianLpathogenLvatrachochytriumL
dendrobatidisaLProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaYL
2008YLdchYLdkcfgZm

11.5 89

87 MiceLinfectedLwithLlowZvirulenceLstrainsLofLToxoplasmaLgondiiLloseLtheirLinnateLaversionLtoLcatL
urineYLevenLafterLextensiveLparasiteLclearanceaLPLoSbONEYL2013YLlYLekhegi 3.7 88

86 uLcondensinZlikeLdosageLcompensationLcomplexLactsLatLaLdistanceLtoLcontrolLexpressionL
throughoutLtheLgenomeaLGenesbandbDevelopmentYL2009YLefYLiceZdl 12.6 85

85 venchmarkingLtoolsLforLtheLalignmentLofLfunctionalLnoncodingLxNuaLBMCbBioinformaticsYL2004YLhYLi 3.6 85

84 xenseLvicoidLhubsLaccentuateLbindingLalongLtheLmorphogenLgradientaLGenesbandbDevelopmentYL
2017YLfdYLdklgZdkmg 12.6 84

83 RapidL…lobalLSpreadLofLwRiZlikeLWolbachiaLacrossLMultipleLxrosophilaaLCurrentbBiologyYL2018YLelYLmifZmkdael6.3 79

82 xynamicLmultifactorLhubsLinteractLtransientlyLwithLsitesLofLactiveLtranscriptionLinLembryosaLELifeYL
2018YLkYL 8.9 75

81 …enomeZwideLtranscriptionalLresponseLofLSiluranaLTXenopusULtropicalisLtoLinfectionLwithLtheLdeadlyL
chytridLfungusaLPLoSbONEYL2009YLgYLeigmg 3.7 71

80 yxtensiveLdivergenceLofLtranscriptionLfactorLbindingLinLxrosophilaLembryosLwithLhighlyLconservedL
geneLexpressionaLPLoSbGeneticsYL2013YLmYLedccfkgl 6 70

79 …enomeZwideLanalysisLofLalternativeLpreZmRNuLsplicingLandLRNuZbindingLspecificitiesLofLtheL
xrosophilaLhnRNPLubvLfamilyLmembersaLMolecularbCellYL2009YLffYLgflZgm 17.6 70

78 xrosophilaLembryogenesisLscalesLuniformlyLacrossLtemperatureLinLdevelopmentallyLdiverseLspeciesaL
PLoSbGeneticsYL2014YLdcYLedccgemf 6 67

77 yvolutionaryLmiragesnLselectionLonLbindingLsiteLcompositionLcreatesLtheLillusionLofLconservedL
grammarsLinLxrosophilaLenhancersaLPLoSbGeneticsYL2010YLiYLedccclem 6 64

76 …uTunLaLgraphicLalignmentLtoolLforLcomparativeLsequenceLanalysisaLBMCbBioinformaticsYL2005YLiYLm 3.6 58

75 wonvergenceLofLtopologicalLdomainLboundariesYLinsulatorsYLandLpolyteneLinterbandsLrevealedLbyL
highZresolutionLmappingLofLchromatinLcontactsLinLtheLearlyLembryoaLELifeYL2017YLiYL 8.9 56

74 ullLmotifsLareLNOTLcreatedLequalnLstructuralLpropertiesLofLtranscriptionLfactorZxNuLinteractionsLandL
theLinferenceLofLsequenceLspecificityL2005YLiYLPk 51

(2005-2014)
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73 SequencingLmRNuLfromLcryoZslicedLxrosophilaLembryosLtoLdetermineLgenomeZwideLspatialL
patternsLofLgeneLexpressionaLPLoSbONEYL2013YLlYLekdlec 3.7 50

72 ussociationLmappingLfromLsequencingLreadsLusingLZmersaLELifeYL2018YLkYL 8.9 48

71 uutomaticLimageLanalysisLforLgeneLexpressionLpatternsLofLflyLembryosaLBMCbCellbBiologyYL2007YLlL
SupplLdYLSk 47

70 unLessentialLroleLforLzygoticLexpressionLinLtheLpreZcellularLxrosophilaLembryoaLPLoSbGeneticsYL2013YL
mYLedccfgel 6 44

69 IdentificationLofLdirectLTZboxLtargetLgenesLinLtheLdevelopingLzebrafishLmesodermaLDevelopmentb
lCambridgemYL2009YLdfiYLkgmZic 6.6 43

68 TranscriptionalLuctivationLofLtheLZygoticL…enomeLinLxrosophilaaLCurrentbTopicsbinbDevelopmentalb
BiologyYL2015YLddfYLlhZdde 5.3 42

67 xetectingLtheLlimitsLofLregulatoryLelementLconservationLandLdivergenceLestimationLusingLpairwiseL
andLmultipleLalignmentsaLBMCbBioinformaticsYL2006YLkYLfki 3.6 41

66 uLconservedLdevelopmentalLpatterningLnetworkLproducesLquantitativelyLdifferentLoutputLinL
multipleLspeciesLofLxrosophilaaLPLoSbGeneticsYL2011YLkYLedccefgi 6 40

65 PhylogeneticallyLandLspatiallyLconservedLwordLpairsLassociatedLwithLgeneZexpressionLchangesLinL
yeastsaLGenomebBiologyYL2003YLgYLRgf 18.3 40

64
TheLyeastLmitochondrialLtransportLproteinsnLnewLsequencesLandLconsensusLresiduesYLlackLofLdirectL
relationLbetweenLconsensusLresiduesLandLtransmembraneLhelicesYLexpressionLpatternsLofLtheL
transportLproteinLgenesYLandLproteinZproteinLinteractionsLwithLotherLproteinsaLBiochimicabEtb
BiophysicabActabrbBiomembranesYL2000YLdgikYLeckZdl

3.8 40

63 WhyLPLoSLbecameLaLpublisheraLPLoSbBiologyYL2003YLdYLyfi 9.7 36

62 InsightsLintoLtheLevolutionLofLxarwinSsLfinchesLfromLcomparativeLanalysisLofLtheL…eospizaL
magnirostrisLgenomeLsequenceaLBMCbGenomicsYL2013YLdgYLmh 4.5 33

61 vigLgenomesLfacilitateLtheLcomparativeLidentificationLofLregulatoryLelementsaLPLoSbONEYL2009YLgYLegill 3.7 33

60 RobustLmanipulationLofLtheLbehaviorLofLbyLaLfungalLpathogenLinLtheLlaboratoryaLELifeYL2018YLkYL 8.9 33

59 ImprovingLtranscriptomeLassemblyLthroughLerrorLcorrectionLofLhighZthroughputLsequenceLreadsaL
PeerJYL2013YLdYLeddf 3.1 32

58 SilentLbutLnotLstaticnLacceleratedLbaseZpairLsubstitutionLinLsilencedLchromatinLofLbuddingLyeastsaL
PLoSbGeneticsYL2008YLgYLedcccegk 6 30

57 xualLfunctionsLofLTuzkLLinLadipocyteLdifferentiationaLELifeYL2013YLeYLeccdkc 8.9 29

56 uLmolecularLatlasLofLtheLdevelopingLectodermLdefinesLneuralYLneuralLcrestYLplacodeYLandLnonneuralL
progenitorLidentityLinLvertebratesaLPLoSbBiologyYL2017YLdhYLeeccgcgh 9.7 27
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55 TheLfitnessLlandscapesLofLcisZactingLbindingLsitesLinLdifferentLpromoterLandLenvironmentalL
contextsaLPLoSbGeneticsYL2010YLiYLedccdcge 6 25

54 uLcarefulLlookLatLbindingLsiteLreorganizationLinLtheLevenZskippedLenhancersLofLxrosophilaLandL
sepsidsaLPLoSbGeneticsYL2008YLgYLedccceil 6 25

53 IntegratingLdataLclusteringLandLvisualizationLforLtheLanalysisLofLfxLgeneLexpressionLdataaLIEEEtACMb
TransactionsbonbComputationalbBiologybandbBioinformaticsYL2010YLkYLigZkm 3 24

52 TheLecologyLofLtheLxrosophilaZyeastLmutualismLinLwineriesaLPLoSbONEYL2018YLdfYLecdmiggc 3.7 21

51 ProbingLtheLinformationalLandLregulatoryLplasticityLofLaLtranscriptionLfactorLxNuZbindingLdomainaL
PLoSbGeneticsYL2012YLlYLedcceidg 6 20

50 xesignLofLaLcombinatorialLxNuLmicroarrayLforLproteinZxNuLinteractionLstudiesaLBMCbBioinformaticsYL
2006YLkYLgem 3.6 20

49 IdentifyingLcisZregulatoryLsequencesLbyLwordLprofileLsimilarityaLPLoSbONEYL2009YLgYLeimcd 3.7 20

48 wharacterizationLofLtheLtranscriptomeYLnucleotideLsequenceLpolymorphismYLandLnaturalLselectionLinL
theLdesertLadaptedLmouseLPeromyscusLeremicusaLPeerJYL2014YLeYLeige 3.1 20

47 PatternsLofLchromatinLaccessibilityLalongLtheLanteriorZposteriorLaxisLinLtheLearlyLxrosophilaLembryoaL
PLoSbGeneticsYL2018YLdgYLedcckfik 6 19

46 StableL—ostL…eneLyxpressionLinLtheL…utLofLudultLxrosophilaLmelanogasterLwithLxifferentLvacterialL
MonoZussociationsaLPLoSbONEYL2016YLddYLecdikfhk 3.7 19

45 SingleLMoleculeLImagingLinLLiveLymbryosLUsingLLatticeLLightZSheetLMicroscopyaLMethodsbinb
MolecularbBiologyYL2018YLdldgYLhgdZhhm 1.4 18

44 LowZcostYLlowZinputLRNuZseqLprotocolsLperformLnearlyLasLwellLasLhighZinputLprotocolsaLPeerJYL2015YL
fYLelim 3.1 17

43 SexLviasLandLMaternalLwontributionLtoL…eneLyxpressionLxivergenceLinLxrosophilaLvlastodermL
ymbryosaLPLoSbGeneticsYL2015YLddYLedcchhme 6 15

42 SexZspecificLembryonicLgeneLexpressionLinLspeciesLwithLnewlyLevolvedLsexLchromosomesaLPLoSb
GeneticsYL2014YLdcYLedccgdhm 6 15

41 PrimateZspecificLevolutionLofLanLLxLRLenhanceraLGenomebBiologyYL2006YLkYLRil 18.3 15

40 zlexibleLpromoterLarchitectureLrequirementsLforLcoactivatorLrecruitmentaLBMCbMolecularbBiologyYL
2006YLkYLdi 4.5 15

39 …enomeZwideLmeasurementLofLspatialLexpressionLinLpatterningLmutantsLofaLFvuuuResearchYL2017YL
iYLgd 3.6 15

38 wonvergentLevolutionLofLgeneLexpressionLinLtwoLhighZtoothedLsticklebackLpopulationsaLPLoSb
GeneticsYL2018YLdgYLedcckggf 6 14

(2018-2010)
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37 PatternsLofL…enomeZWideLxiversityLandLPopulationLStructureLinLtheLxrosophilaLathabascaLSpeciesL
womplexaLMolecularbBiologybandbEvolutionYL2017YLfgYLdmdeZdmef 8.3 13

36 SaccharomycesLcerevisiaeLmitochondriaLareLrequiredLforLoptimalLattractivenessLtoLxrosophilaL
melanogasteraLPLoSbONEYL2014YLmYLeddflmm 3.7 13

35 PlanLUnLUniversalLaccessLtoLscientificLandLmedicalLresearchLviaLfunderLpreprintLmandatesaLPLoSb
BiologyYL2019YLdkYLefcccekf 9.7 11

34 KineticLsculptingLofLtheLsevenLstripesLofLtheLxrosophilaLgeneaLELifeYL2020YLmYL 8.9 9

33 yntomophthovirusnLunLinsectZderivedLiflavirusLthatLinfectsLaLbehaviorLmanipulatingLfungalL
pathogenLofLdipterans 9

32 RapidLglobalLphaseoutLofLanimalLagricultureLhasLtheLpotentialLtoLstabilizeLgreenhouseLgasLlevelsLforL
fcLyearsLandLoffsetLilLpercentLofLwOeLemissionsLthisLcenturyL2022YLdYLecccccdc 8

31 WholeL…enomeLSequencesLofLefLSpeciesLfromLtheLSpeciesL…roupLTxipteranLxrosophilidaeUnLuL
ResourceLforLTestingLyvolutionaryL—ypothesesaLGz:bGenespbGenomespbGeneticsYL2020YLdcYLdggfZdghh 3.2 7

30 xeterminingLphysicalLconstraintsLinLtranscriptionalLinitiationLcomplexesLusingLxNuLsequenceL
analysisaLPLoSbONEYL2007YLeYLeddmm 3.7 7

29 KineticLsculptingLofLtheLsevenLstripesLofLtheLxrosophilaLevenZskippedLgene 6

28 uLphylogenyLforLtheLxrosophilaLmontiumLspeciesLgroupnLuLmodelLcladeLforLcomparativeLanalysesaL
MolecularbPhylogeneticsbandbEvolutionYL2021YLdhlYLdckcid 4.1 6

27 uLmodelLforLsequentialLevolutionLofLligandsLbyLexponentialLenrichmentLTSyLyXULdataaLAnnalsbofb
AppliedbStatisticsYL2012YLiYL 2.1 5

26 wouplingLvisualizationLandLdataLanalysisLforLknowledgeLdiscoveryLfromLmultiZdimensionalLscientificL
dataaLProcediabComputerbScienceYL2010YLdYLdkhkZdkig 1.6 5

25 PLoSLMedicineâ��LuLMedicalLJournalLforLtheLInternetLugeaLPLoSbMedicineYL2004YLdYLefd 11.6 5

24 xNuLdealtLwrongLhandLonLcoveraLNatureYL2010YLgikYLgcd 50.4 4

23 RegulationLofLgeneLexpressionLbyLtheLintracellularLsecondLmessengersLIPfLandLdiacylglycerolaL
GenesisYL1988YLmYLfhdZl 4

22 ImpactLofLessentialLworkersLinLtheLcontextLofLsocialLdistancingLforLepidemicLcontrolaLPLoSbONEYL2021
YLdiYLecehhilc 3.7 4

21 TheLenigmaticLconservationLofLaLRapdLbindingLsiteLinLtheLSaccharomycesLcerevisiaeL—MRZyLsilenceraL
Gz:bGenespbGenomespbGeneticsYL2012YLeYLdhhhZie 3.2 3

20 ystablishmentLofLregionsLofLgenomicLactivityLduringLtheLxrosophilaLmaternalLtoLzygoticLtransition 3
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19 ussociationLMappingLfromLSequencingLReadsLUsingLKZmers 3

18 OreeLallelicLvariationLaloneLdoesLnotLexplainLdifferencesLinLdiscriminationLofLyeastZproducedL
volatilesLbyxaLmelanogaster 3

17 xynamicLmultifactorLhubsLinteractLtransientlyLwithLsitesLofLactiveLtranscriptionLinLxrosophilaLembryos 3

16 ZeldaLpotentiatesLtranscriptionLfactorLbindingLtoLzygoticLenhancersLbyLincreasingLlocalLchromatinL
accessibilityLduringLearlyLxrosophilaLmelanogasterLembryogenesis 3

15 utlasâ�ƒtYLpatternsLfromLeveryLcellaLScienceYL2017YLfhlYLdkeZdkf 33.3 2

14 StructuralLvariationLamongLwildLandLindustrialLstrainsLofLPenicilliumLchrysogenumaLPLoSbONEYL2014YL
mYLemiklg 3.7 2

13 SpatialLpromoterLrecognitionLsignaturesLmayLenhanceLtranscriptionLfactorLspecificityLinLyeastaLPLoSb
ONEYL2013YLlYLehfkkl 3.7 2

12 PointwloudXplorenLaLvisualizationLtoolLforLfxLgeneLexpressiondata 2

11 whronicLethanolLingestionLimpairsLxrosophilaLmelanogasterLhealthLinLaLmicrobiomeZdependentLmanner 2

10 OxygenLchangesLdriveLnonZuniformLscalingLinLxrosophilaLmelanogasterLembryogenesisaL
FvuuuResearchYL2015YLgYLddce 3.6 2

9 xenseLvicoidL—ubsLuccentuateLvindingLalongLtheLMorphogenL…radient 2

8 RobustLmanipulationLofLtheLbehaviorLofLxrosophilaLmelanogasterLbyLaLfungalLpathogenLinLtheLlaboratory 1

7 ImpactLofLessentialLworkersLinLtheLcontextLofLsocialLdistancingLforLepidemicLcontrol 1

6 TheLancestralLanimalLgeneticLtoolkitLrevealedLbyLdiverseLchoanoflagellateLtranscriptomes 1

5 MutationLofLsequencesLflankingLandLseparatingLtranscriptionLfactorLbindingLsitesLinLaLxrosophilaL
enhancerLsignificantlyLalterLitsLoutput 1

4 uLchromatinLextensionLmodelLforLinsulatorLfunctionLbasedLonLcomparisonLofLhighZresolutionL
chromatinLconformationLcaptureLandLpolyteneLbandingLmaps 1

3 wonvergenceLofLtopologicalLdomainLboundariesYLinsulatorsYLandLpolyteneLinterbandsLrevealedLbyL
highZresolutionLmappingLofLchromatinLcontactsLinLtheLearlyLxrosophilaLmelanogasterLembryo 1

2 yxploringLtheLgeneticLbasisLofLvariationLinLgeneLpredictionsLwithLaLsyntheticLassociationLstudyaLPLoSb
ONEYL2010YLhYLeddigh 3.7

(2010-)
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1 OpenLaccessnLtheLsoonerLtheLbetteraLScienceYL2009YLfehYLeiioLauthorLreplyLeiiZk 33.3
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