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j Paper IF Citations

50 ImmunedrelatedNbiomarkersNsharedNbyNinflammatoryNbowelNdiseaseNandNliverNcancereeNPLoSoONEcN
2022cNhncNegimnjlo 3.7 2

49 PSVIIIdpNGenomeNassemblyNofNxmericanNminkNXNeovisonNvisonYNusingNhighdfidelityNlongNreadseNJournalo
ofoAnimaloSciencecN2021cNppcNikhdiki 0.7 78

48 hkpNIntegrationNofNSelectionNSignaturesNxnalysesNandNWeightedNSingledstepNGWxSNtoNPrioritizeN
zandidateNGenesNforNyodyNzonformationNTraitsNinNPigseNJournaloofoAnimaloSciencecN2021cNppcNnmdnn 0.7 78

47 PSIXdhlNxssessmentNofNmachineNlearningNalgorithmsNforNpredictionNofNxleutianNdiseaseNinNxmericanN
minkeNJournaloofoAnimaloSciencecN2021cNppcNimkdiml 0.7

46 koNGenomicNStudiesNofNFeedNEfficiencyNandNzomponentNTraitsNinNxmericanNMinkeNJournaloofoAnimalo
SciencecN2021cNppcNikdil 0.7

45 miRNxNRegulatoryNFunctionsNinNFarmNxnimalN’iseasescNandNyiomarkerNPotentialsNforNEffectiveN
TherapieseNInternationaloJournaloofoMolecularoSciencescN2021cNiicN 6.3 6

44 ModellingNgrowthNcurveNofNEasternNspotdbilledNducksNXxnasNzonorhynchaYNraisedNinNVietnameNJournalo
ofoAnimaloandoFeedoSciencescN2021cNjgcNnmdoh 1.5 0

43 LongNNondzodingNRNxsNinNInsectseNAnimalscN2021cNhhcN 3.1 9

42 RetrievingNhighdqualityNgenomicN’NxNfromNformalindfixedNparaffindembeddedNtissuesNforNmultipleN
molecularNanalyseseNPreparativeoBiochemistryoandoBiotechnologycN2021cNhdo 2.4 1

41 MiRdihNinNtheNzancersNofNtheN’igestiveNSystemNandNItsNPotentialNRoleNasNaN’iagnosticcNPredictivecNandN
TherapeuticNyiomarkereNBiologycN2021cNhgcN 4.9 2

40 EvaluationNofNnondlinearNgrowthNcurveNmodelsNinNtheNVietnameseNindigenousNMiaNchickeneNAnimalo
ScienceoJournalcN2021cNpicNehjkoj 1.8 3

39 EvaluationNofNgeneticNdiversityNandNpopulationNstructureNinNfourNindigenousNduckNbreedsNinNVietnameN
AnimaloBiotechnologycN2021cNhdo 1.4 1

38 IdentificationNofNFiveNHubNGenesNasNKeyNPrognosticNyiomarkersNinNLiverNzancerNviaNIntegratedN
yioinformaticsNxnalysiseNBiologycN2021cNhgcN 4.9 3

37 RegionallyN’istinctNImmuneNandNMetabolicNTranscriptionalNResponsesNinNtheNyovineNSmallNIntestineN
andN’rainingNLymphNNodesN’uringNaNSubclinicalNsubspeNInfectioneeNFrontiersoinoImmunologycN2021cNhicNnmgpjh8.4 0

36 MathematicalNmodelsNtoNdescribeNtheNgrowthNcurvesNofNVietnameseNRiNchickeneNBrazilianoJournaloofo
BiologycN2021cNojcNeikpnlm 1.5 1

35 zholesterolNdeficiencyNhaplotypeNfrequencyNandNitsNimpactNonNmilkNproductionNandNmilkNcholesterolN
contentNinNzanadianNHolsteinNcowseNCanadianoJournaloofoAnimaloSciencecN2020cNhggcNnomdnph 0.9 1

34 TargetedNgenotypingNtoNidentifyNpotentialNfunctionalNvariantsNassociatedNwithNcholesterolNcontentN
inNbovineNmilkeNAnimaloGeneticscN2020cNlhcNiggdigp 2.5 5
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33 hiNGeneticNandNphenotypicNparametersNforNxleutianNdiseaseNtestsNandNtheirNcorrelationsNwithN
growthNandNpeltNqualityNtraitsNinNxmericanNminkeNJournaloofoAnimaloSciencecN2020cNpocNhndho 0.7

32 PSVIIIdjoNLatedyreakingNxbstractqNEstimatingNgeneticNparametersNofNfeedNefficiencyNtraitsNinN
xmericanNminkeNJournaloofoAnimaloSciencecN2020cNpocNjkndjkn 0.7

31
xnNassessmentNofNgeneticNdiversityNandNpopulationNstructuresNofNfifteenNVietnameseNindigenousNpigN
breedsNforNsupportingNtheNdecisionNmakingNonNconservationNstrategieseNTropicaloAnimaloHealthoando
ProductioncN2020cNlicNhgjjdhgkh

1.7 4

30 SelectionNforNFavorableNHealthNTraitsqNxNPotentialNxpproachNtoNzopeNwithN’iseasesNinNFarmNxnimalseN
AnimalscN2020cNhgcN 3.1 6

29 xNtargetedNgenotypingNapproachNtoNenhanceNtheNidentificationNofNvariantsNforNlactationNpersistencyN
inNdairyNcowseNJournaloofoAnimaloSciencecN2019cNpncNkgmmdkgnl 0.7 2

28 LeveragingNxvailableNResourcesNandNStakeholderNInvolvementNforNImprovedNProductivityNofNxfricanN
LivestockNinNtheNEraNofNGenomicNyreedingeNFrontiersoinoGeneticscN2019cNhgcNjln 4.5 17

27
IntegrationNofNmiRNxNweightedNgeneNcodexpressionNnetworkNandNmiRNxdmRNxNcodexpressionN
analysesNrevealsNpotentialNregulatoryNfunctionsNofNmiRNxsNinNcalfNrumenNdevelopmenteNGenomicscN
2019cNhhhcNokpdolp

4.3 14

26 EvaluationNofNGrowthNzurveNModelsNforNyodyNWeightNinNxmericanNMinkeNAnimalscN2019cNhgcN 3.1 7

25 PSVIdhkN’ifferentiallyNexpressedNmicroRNxsNwithNpotentialNregulatoryNrolesNinNileumNofNHolsteinN
cowsNwithNsubclinicalNJohneâ��sNdiseaseeNJournaloofoAnimaloSciencecN2019cNpncNigmdign 0.7 3

24
ijN’ifferentialNmicroRNxNexpressionNinNjejunalNtissueNandNjejunalNlymphNnodesNfollowingNnaturallyN
occurringNMycobacteriumNaviumNsubspeciesNparatuberculosisNinfectionNinNHolsteinNcowseNJournaloofo
AnimaloSciencecN2019cNpncNigdih

0.7 1

23 PSVIdhlNTranscriptomeNanalysisNofNilealNlymphNnodesNidentifiesNkeyNmicroRNxsNaffectingNdiseaseN
progressionNinNHolsteinNcowsNwithNsubclinicalNJohneâ��sNdiseaseeNJournaloofoAnimaloSciencecN2019cNpncNigndigo0.7 3

22 IntegrationNofNlncRNxNandNmRNxNTranscriptomeNxnalysesNRevealsNGenesNandNPathwaysNPotentiallyN
InvolvedNinNzalfNIntestinalNGrowthNandN’evelopmentNduringNtheNEarlyNWeeksNofNLifeeNGenescN2018cNpcN 4.2 15

21
TranscriptomeNxnalysisNofNLongNNondzodingNRNxNinNtheNyovineNMammaryNGlandNFollowingN’ietaryN
SupplementationNwithNLinseedNOilNandNSafflowerNOileNInternationaloJournaloofoMolecularoSciencescN
2018cNhpcN

6.3 9

20 hhkNNondcodingNRNxsNinNbovineNmammaryNglandseeNJournaloofoAnimaloSciencecN2018cNpmcNjmpdjng 0.7 1

19 IntegrationNofNmiRNxNandNmRNxNzodExpressionNRevealsNPotentialNRegulatoryNRolesNofNmiRNxsNinN
’evelopmentalNandNImmunologicalNProcessesNinNzalfNIleumNduringNEarlyNGrowtheNCellscN2018cNncN 7.9 2

18 ’irectdfedNmicrobialNsupplementationNinfluencesNtheNbacteriaNcommunityNcompositionNofNtheN
gastrointestinalNtractNofNpredNandNpostdweanedNcalveseNScientificoReportscN2018cNocNhkhkn 4.9 21

17 GenomeNwideNassociationNstudyNidentifiesNnovelNpotentialNcandidateNgenesNforNbovineNmilkN
cholesterolNcontenteNScientificoReportscN2018cNocNhjijp 4.9 17

16 zodExpressionNNetworkNxnalysisNIdentifiesNmiRNxvmRNxNNetworksNPotentiallyNRegulatingNMilkN
TraitsNandNyloodNMetaboliteseNInternationaloJournaloofoMolecularoSciencescN2018cNhpcN 6.3 8
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15 GeneticNparametersNofNmilkNcholesterolNcontentNinNHolsteinNcattleeNCanadianoJournaloofoAnimalo
SciencecN2018cNpocNnhkdnii 0.9 8

14 GenomedwideNassociationNanalysisNandNpathwaysNenrichmentNforNlactationNpersistencyNinNzanadianN
HolsteinNcattleeNJournaloofoDairyoSciencecN2017cNhggcNhplldhpng 4 43

13 MicroRNxNrolesNinNsignallingNduringNlactationqNanNinsightNfromNdifferentialNexpressioncNtimeNcourseN
andNpathwayNanalysesNofNdeepNsequenceNdataeNScientificoReportscN2017cNncNkkmgl 4.9 53

12 NondzodingNRNxNRolesNinNRuminantNMammaryNGlandN’evelopmentNandNLactationN2017cN 6

11 ’ifferentialNexpressionNandNcodexpressionNgeneNnetworksNrevealNcandidateNbiomarkersNofNboarNtaintN
inNnondcastratedNpigseNScientificoReportscN2017cNncNhiigl 4.9 19

10 TranscriptomeNxnalysisNofNNondzodingNRNxsNinNLivestockNSpeciesqNElucidatingNtheNxmbiguityN2017cN 2

9 zodExpressionNNetworkNandNPathwayNxnalysesNRevealNImportantNModulesNofNmiRNxsNRegulatingN
MilkNYieldNandNzomponentNTraitseNInternationaloJournaloofoMolecularoSciencescN2017cNhocN 6.3 25

8 SystemsNgeneticsNandNgenomedwideNassociationNapproachesNforNanalysisNofNfeedNintakecNfeedN
efficiencycNandNperformanceNinNbeefNcattleeNGeneticsoandoMolecularoResearchcN2016cNhlcN 1.2 5

7 SNPNannotationdbasedNwholeNgenomicNpredictionNandNselectionqNanNapplicationNtoNfeedNefficiencyN
andNitsNcomponentNtraitsNinNpigseNJournaloofoAnimaloSciencecN2015cNpjcNiglmdmj 0.7 28

6 GenomedwideNassociationNandNsystemsNgeneticNanalysesNofNresidualNfeedNintakecNdailyNfeedN
consumptioncNbackfatNandNweightNgainNinNpigseNBMCoGeneticscN2014cNhlcNin 2.6 71

5 MolecularNgeneticNdiversityNandNgeneticNstructureNofNVietnameseNindigenousNpigNpopulationseN
JournaloofoAnimaloBreedingoandoGeneticscN2014cNhjhcNjnpdom 2.9 14

4 GenomedwideNassociationNandNpathwayNanalysisNofNfeedNefficiencyNinNpigsNrevealNcandidateNgenesN
andNpathwaysNforNresidualNfeedNintakeeNFrontiersoinoGeneticscN2014cNlcNjgn 4.5 56

3 xssessmentNofNgeneticNdiversityNandNpopulationNstructureNofNVietnameseNindigenousNcattleN
populationsNbyNmicrosatelliteseNLivestockoSciencecN2013cNhllcNhndii 1.7 15

2 GeneticNparametersNforNdifferentNmeasuresNofNfeedNefficiencyNandNrelatedNtraitsNinNboarsNofNthreeN
pigNbreedseNJournaloofoAnimaloSciencecN2013cNphcNkgmpdnp 0.7 64

1 GenomedwideNassociationNstudyNrevealsNgeneticNarchitectureNofNeatingNbehaviorNinNpigsNandNitsN
implicationsNforNhumansNobesityNbyNcomparativeNmappingeNPLoSoONEcN2013cNocNenhlgp 3.7 52
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