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j Paper IF Citations

133 StructuralMandMfunctionalMinsightMintoMregulationMofMkinesinbfMbyMmicrotubulebassociatedMproteinM
MvPlccMScienceaM2022aMhljaMhgkbhhf 33.3 8

132 SeipinMformsMaMflexibleMcageMatMlipidMdropletMformationMsitesccMNatureiStructuraliandiMoleculariBiology
aM2022aM 17.6 2

131 vrchitectureMandMantigenicityMofMtheMNipahMvirusMattachmentMglycoproteinccMScienceaM2022aMeabmjjkf 33.3 2

130 LargebscaleMdesignMandMrefinementMofMstableMproteinsMusingMsequencebonlyMmodelsccMPLoSiONEaM2022aM
flaMeegkjege 3.7 0

129
TreponemaMpallidumMgenomeMsequencingMfromMsixMcontinentsMrevealsMvariabilityMinMvaccineM
candidateMgenesMandMdominanceMofMNicholsMcladeMstrainsMinMMadagascarccMPLoSiNeglectediTropicali
DiseasesaM2021aMfjaMeeefeekh

4.8 2

128 xryobzMMstructuresMofMxTPMsynthaseMfilamentsMrevealMmechanismMofMpβbsensitiveMassemblyMduringM
buddingMyeastMstarvationcMELifeaM2021aMfeaM 8.9 5

127 znsuringMscientificMreproducibilityMinMbiobmacromolecularMmodelingMviaMextensiveaMautomatedM
benchmarkscMNatureiCommunicationsaM2021aMfgaMknil 17.4 0

126 yeMnovoMproteinMdesignMbyMdeepMnetworkMhallucinationcMNatureaM2021aM 50.4 33

125 zlectromechanicalMcouplingMmechanismMforMactivationMandMinactivationMofManMβxNMchannelcMNaturei
CommunicationsaM2021aMfgaMgmeg 17.4 4

124 PhosphobregulationaMnucleotideMbindingMandMionMaccessMcontrolMinMpotassiumbchlorideM
cotransporterscMEMBOiJournalaM2021aMieaMefelgni 13 5

123 StructureMandMlipidMdynamicsMinMtheMmaintenanceMofMlipidMasymmetryMinnerMmembraneMcomplexMofMvcM
baumanniicMCommunicationsiBiologyaM2021aMiaMmfl 6.7 4

122 xryobelectronMMicroscopyMγmagingMofMvlzheimerUsMvmyloidbbetaMigMOligomerMyisplayedMonMaM
ÅunctionallyMandMStructurallyMRelevantMScaffoldcMAngewandteiChemieaM2021aMfhhaMfmmgmbfmmhj 3.6 1

121
xryobelectronMMicroscopyMγmagingMofMvlzheimerUsMvmyloidbbetaMigMOligomerMyisplayedMonMaM
ÅunctionallyMandMStructurallyMRelevantMScaffoldcMAngewandteiChemieiziInternationaliEditionaM2021aM
keaMfmkmebfmkml

16.4 9

120 PerturbingMtheMenergyMlandscapeMforMimprovedMpackingMduringMcomputationalMproteinMdesigncM
Proteins:iStructureyiFunctioniandiBioinformaticsaM2021aMmnaMihkbiin 4.2 22

119 xryobzMMmodelMvalidationMrecommendationsMbasedMonMoutcomesMofMtheMgefnMzMyataResourceM
challengecMNatureiMethodsaM2021aMfmaMfjkbfki 21.6 22

118 wRxvfdwvRyfMsitebspecificMubiquitylationMofMnucleosomalMβgvMisMdirectedMbyMwvRyfcMNaturei
StructuraliandiMoleculariBiologyaM2021aMgmaMgkmbgll 17.6 21

117 ÅorceMÅieldMOptimizationMαuidedMbyMSmallMMoleculeMxrystalMLatticeMyataMznablesMxonsistentM
SubbvngstromMProteinbLigandMyockingcMJournaliofiChemicaliTheoryiandiComputationaM2021aMflaMgeeebgefe6.4 12
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116 xomputationalMdesignMofMaMsyntheticMPybfMagonistcMProceedingsiofitheiNationaliAcademyiofiSciencesi
ofitheiUnitediStatesiofiAmericaaM2021aMffmaM 11.5 9

115 vccurateMpredictionMofMproteinMstructuresMandMinteractionsMusingMaMthreebtrackMneuralMnetworkcM
ScienceaM2021aMhlhaMmlfbmlk 33.3 522

114 StructureMofMtheMphosphoinositideMhbkinaseMVPγhKXMpffe˛‡bpfefMcomplexMrevealsMmolecularM
mechanismMofMαPxRMactivationcMScienceiAdvancesaM2021aMlaM 14.3 3

113 yiscoveryMandMxharacterizationMofMSpikeMNbTerminalMyomainbwindingMvptamersMforMRapidM
SvRSbxoVbgMyetectioncMAngewandteiChemieaM2021aMfhhaMgfhmfbgfhmj 3.6 1

112 yiscoveryMandMxharacterizationMofMSpikeMNbTerminalMyomainbwindingMvptamersMforMRapidM
SvRSbxoVbgMyetectioncMAngewandteiChemieiziInternationaliEditionaM2021aMkeaMgfgffbgfgfj 16.4 9

111 PredictionMofMProteinMMutationalMÅreeMznergyoMwenchmarkMandMSamplingMγmprovementsMγncreaseM
xlassificationMvccuracycMFrontiersiiniBioengineeringiandiBiotechnologyaM2020aMmaMjjmgil 5.8 11

110
vllostericMconformationalMchangeMofMaMcyclicMnucleotidebgatedMionMchannelMrevealedMbyMyzzRM
spectroscopycMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2020aM
fflaMfemhnbfemil

11.5 15

109 MacromolecularMmodelingMandMdesignMinMRosettaoMrecentMmethodsMandMframeworkscMNatureiMethodsaM
2020aMflaMkkjbkme 21.6 165

108 TheMcryobzMMstructureMofMtheMbacterialMflagellumMcapMcomplexMsuggestsMaMmolecularMmechanismMforM
filamentMelongationcMNatureiCommunicationsaM2020aMffaMhgfe 17.4 9

107 PolymerizationMinMtheMactinMvTPaseMclanMregulatesMhexokinaseMactivityMinMyeastcMScienceaM2020aMhklaMfehnbfeig33.3 13

106 yeepMlearningMenablesMtheMatomicMstructureMdeterminationMofMtheMÅanconiMvnemiaMcoreMcomplexM
fromMcryozMcMIUCrJaM2020aMlaMmmfbmng 4.7 5

105 xomputationalMdesignMofMmixedMchiralityMpeptideMmacrocyclesMwithMinternalMsymmetrycMProteini
ScienceaM2020aMgnaMgihhbgiij 6.3 9

104 vMStructuralMModelMofMtheMzndogenousMβumanMwvÅMxomplexMγnformsMyiseaseMMechanismscMCellaM
2020aMfmhaMmegbmflcegi 56.2 31

103 zfficientMconsiderationMofMcoordinatedMwaterMmoleculesMimprovesMcomputationalMproteinbproteinM
andMproteinbligandMdockingMdiscriminationcMPLoSiComputationaliBiologyaM2020aMfkaMefeemfeh 5 19

102 StructuralMbasisMforMautophagyMinhibitionMbyMtheMhumanMRubiconbRablMcomplexcMProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2020aMfflaMfleehbflefe 11.5 9

101 xrystalMStructureMandMMechanisticMMolecularMModelingMStudiesMofMyiterpeneMxyclaseMRvhhllccM
BiochemistryaM2020aMjnaMijelbijfj 3.2 2

100 xomputationalMdesignMofMtransmembraneMporescMNatureaM2020aMjmjaMfgnbfhi 50.4 56

99 vnMenumerativeMalgorithmMforMdeMnovoMdesignMofMproteinsMwithMdiverseMpocketMstructurescM
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2020aMfflaMggfhjbggfij11.5 28
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98 ProcessingMStructurallyMβeterogeneousMxryobzMMyataMUsingMvtomicMModelscMMicroscopyiandi
MicroanalysisaM2019aMgjaMggmbggn 0.5

97 MultipleMliquidMcrystallineMgeometriesMofMhighlyMcompactedMnucleicMacidMinMaMdsRNvMviruscMNatureaM
2019aMjleaMgjgbgjk 50.4 30

96 StructuralMbasisMforMsubstrateMgrippingMandMtranslocationMbyMtheMxlpwMvvv_MdisaggregasecMNaturei
CommunicationsaM2019aMfeaMghnh 17.4 50

95 yeMnovoMproteinMdesignMbyMcitizenMscientistscMNatureaM2019aMjleaMhnebhni 50.4 63

94 hcfMˆ�MstructureMofMyeastMRNvMpolymeraseMγγMelongationMcomplexMstalledMatMaMcyclobutaneMpyrimidineM
dimerMlesionMsolvedMusingMstreptavidinMaffinityMgridscMJournaliofiStructuraliBiologyaM2019aMgelaMglebglm 3.4 12

93 vnMextensivelyMglycosylatedMarchaealMpilusMsurvivesMextremeMconditionscMNatureiMicrobiologyaM2019aM
iaMfiefbfife 26.6 21

92 SelfbvssemblingMgyMvrraysMwithMdeMNovoMProteinMwuildingMwlockscMJournaliofitheiAmericaniChemicali
SocietyaM2019aMfifaMmmnfbmmnj 16.4 24

91 TheMMolecularMvrchitectureMofMNativeMwwSomeMObtainedMbyManMγntegratedMStructuralMvpproachcM
StructureaM2019aMglaMfhmibfhnicei 5.2 33

90 TheMβxNMchannelMvoltageMsensorMundergoesMaMlargeMdownwardMmotionMduringMhyperpolarizationcM
NatureiStructuraliandiMoleculariBiologyaM2019aMgkaMkmkbkni 17.6 22

89 xOMwγNzSbxγyoMvnMzfficientMMethodMforMyeMNovoMzngineeringMofMβighlyMSpecificMxhemicallyMγnducedM
ProteinMyimerizationMSystemscMJournaliofitheiAmericaniChemicaliSocietyaM2019aMfifaMfenimbfenjg 16.4 15

88 StructuralMStudiesMofMxoronavirusMÅusionMProteinscMMicroscopyiandiMicroanalysisaM2019aMgjaMfheebfhef 0.5 3

87 PhaseMseparationMofMPoloblikeMkinaseMiMbyMautoactivationMandMclusteringMdrivesMcentrioleMbiogenesiscM
NatureiCommunicationsaM2019aMfeaMinjn 17.4 32

86 StructuresMofMMzRSbxoVMspikeMglycoproteinMinMcomplexMwithMsialosideMattachmentMreceptorscMNaturei
StructuraliandiMoleculariBiologyaM2019aMgkaMffjfbffjl 17.6 161

85 ProgrammableMdesignMofMorthogonalMproteinMheterodimerscMNatureaM2019aMjkjaMfekbfff 50.4 87

84 vutomaticallyMÅixingMzrrorsMinMαlycoproteinMStructuresMwithMRosettacMStructureaM2019aMglaMfhibfhnceh 5.2 59

83
xryobzMMstructureMofMtheMbacterialMactinMvlfvMrevealsMuniqueMassemblyMandMvTPbbindingMinteractionsM
andMtheMabsenceMofMaMconservedMsubdomaincMProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaaM2018aMffjaMhhjkbhhkf

11.5 4

82 vccurateMcomputationalMdesignMofMmultipassMtransmembraneMproteinscMScienceaM2018aMhjnaMfeigbfeik 33.3 93

81 ProteinMhomologyMmodelMrefinementMbyMlargebscaleMenergyMoptimizationcMProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2018aMffjaMhejibhejn 11.5 49
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80 ProteinMstructureMpredictionMusingMRosettaMinMxvSPfgcMProteins:iStructureyiFunctioniandi
BioinformaticsaM2018aMmkMSupplMfaMffhbfgf 4.2 63

79 vutomaticMstructureMpredictionMofMoligomericMassembliesMusingMRobettaMinMxvSPfgcMProteins:i
StructureyiFunctioniandiBioinformaticsaM2018aMmkMSupplMfaMgmhbgnf 4.2 29

78 NearbatomicMmodelMofMmicrotubulebtauMinteractionscMScienceaM2018aMhkeaMfgigbfgik 33.3 175

77 cryoembcloudbtoolsoMvMsoftwareMplatformMtoMdeployMandMmanageMcryobzMMjobsMinMtheMcloudcMJournali
ofiStructuraliBiologyaM2018aMgehaMghebghj 3.4 12

76 αermlineMVRxefMantibodyMrecognitionMofMaMmodifiedMcladeMxMβγVbfMenvelopeMtrimerMandMaM
glycosylatedMβγVbfMgpfgeMcorecMELifeaM2018aMlaM 8.9 19

75 StructureMofMtheMtypeMVγMsecretionMsystemMTssKbTssÅbTssαMbaseplateMsubcomplexMrevealedMbyM
cryobelectronMmicroscopycMNatureiCommunicationsaM2018aMnaMjhmj 17.4 20

74 StructuralMγnsightsMintoMMdnfaManMzssentialMvvvMProteinMRequiredMforMRibosomeMwiogenesiscMCellaM
2018aMfljaMmggbmhicefm 56.2 24

73 xryobelectronMmicroscopyMstructureMofMtheMlipidMdropletbformationMproteinMseipincMJournaliofiCelli
BiologyaM2018aMgflaMiemebienf 7.3 97

72 xryozMMstructureMofMaMprokaryoticMcyclicMnucleotidebgatedMionMchannelcMProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2017aMffiaMiihebiihj 11.5 35

71 RosettazSoMaMsamplingMstrategyMenablingMautomatedMinterpretationMofMdifficultMcryobzMMmapscM
NatureiMethodsaM2017aMfiaMlnlbmee 21.6 84

70 TheMTherapeuticMvntibodyMLMkenMSelectivelyMγnhibitsMLigandMwindingMtoMβumanM˛–˛†MγntegrinMviaM
StericMβindrancecMStructureaM2017aMgjaMflhgbflhncej 5.2 20

69 StructuralMbasisMofMTγRbdomainbassemblyMformationMinMMvLbMandMMyymmbdependentMTLRiMsignalingcM
NatureiStructuraliandiMoleculariBiologyaM2017aMgiaMlihbljf 17.6 82

68 StructuralMbasisMforMtheMinitiationMofMeukaryoticMtranscriptionbcoupledMyNvMrepaircMNatureaM2017aMjjfaMkjhbkjl50.4 94

67 xryobzMMstructureMofMtheMproteinbconductingMzRvyMchannelMβrdfMinMcomplexMwithMβrdhcMNatureaM
2017aMjimaMhjgbhjj 50.4 117

66 ModelingMoblongMproteinsMandMwaterbmediatedMinterfacesMwithMRosettayockMinMxvPRγMroundsMgmbhjcM
Proteins:iStructureyiFunctioniandiBioinformaticsaM2017aMmjaMilnbimk 4.2 14

65 xrucialMstepsMinMtheMstructureMdeterminationMofMaMcoronavirusMspikeMglycoproteinMusingMcryobelectronM
microscopycMProteiniScienceaM2017aMgkaMffhbfgf 6.3 28

64 vntibdiabeticMdrugMbindingMsiteMinMaMmammalianMKMchannelMrevealedMbyMxryobzMcMELifeaM2017aMkaM 8.9 81

63 ModelMforMaMnovelMmembraneMenvelopeMinMaMfilamentousMhyperthermophilicMviruscMELifeaM2017aMkaM 8.9 32

(2017-2018)
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62 RosettaMStructureMPredictionMasMaMToolMforMSolvingMyifficultMMolecularMReplacementMProblemscM
MethodsiiniMoleculariBiologyaM2017aMfkelaMijjbikk 1.4 6

61 αlycanMshieldMandMepitopeMmaskingMofMaMcoronavirusMspikeMproteinMobservedMbyMcryobelectronM
microscopycMNatureiStructuraliandiMoleculariBiologyaM2016aMghaMmnnbnej 17.6 252

60 xryobzMMStructureMofMxaspasebmMTandemMyzyMÅilamentMRevealsMvssemblyMandMRegulationM
MechanismsMofMtheMyeathbγnducingMSignalingMxomplexcMMoleculariCellaM2016aMkiaMghkbgje 17.6 89

59 SimultaneousMOptimizationMofMwiomolecularMznergyMÅunctionsMonMÅeaturesMfromMSmallMMoleculesM
andMMacromoleculescMJournaliofiChemicaliTheoryiandiComputationaM2016aMfgaMkgefbkgfg 6.4 199

58 StructureMofMaMxhaperonebUsherMPilusMRevealsMtheMMolecularMwasisMofMRodMUncoilingcMCellaM2016aMfkiaMgknbglm56.2 41

57 xryobelectronMmicroscopyMstructureMofMaMcoronavirusMspikeMglycoproteinMtrimercMNatureaM2016aMjhfaMffibffl50.4 354

56 vutomatedMstructureMrefinementMofMmacromolecularMassembliesMfromMcryobzMMmapsMusingMRosettacM
ELifeaM2016aMjaM 8.9 227

55 vuthorMresponseoMvutomatedMstructureMrefinementMofMmacromolecularMassembliesMfromMcryobzMM
mapsMusingMRosettaM2016aM 5

54 ToolsMforMModelMwuildingMandMOptimizationMintoMNearbvtomicMResolutionMzlectronMxryobMicroscopyM
yensityMMapscMMethodsiiniEnzymologyaM2016aMjlnaMgjjblk 1.7 23

53 γmprovingMhybridMstatisticalMandMphysicalMforcefieldsMthroughMlocalMstructureMenumerationcMProteini
ScienceaM2016aMgjaMfjgjbhi 6.3 5

52 xvSPffMrefinementMexperimentsMwithMROSzTTvcMProteins:iStructureyiFunctioniandiBioinformaticsaM
2016aMmiMSupplMfaMhfibgg 4.2 18

51 γmprovedMdeMnovoMstructureMpredictionMinMxvSPffMbyMincorporatingMcoevolutionMinformationMintoM
RosettacMProteins:iStructureyiFunctioniandiBioinformaticsaM2016aMmiMSupplMfaMklblj 4.2 82

50 yeMnovoMdesignMofMproteinMhomoboligomersMwithMmodularMhydrogenbbondMnetworkbmediatedM
specificitycMScienceaM2016aMhjgaMkmebl 33.3 194

49 ProtocolsMforMMolecularMModelingMwithMRosettahMandMRosettaScriptscMBiochemistryaM2016aMjjaMilimbkh 3.2 118

48 StructureMofMtheMtypeMVγMsecretionMsystemMcontractileMsheathcMCellaM2015aMfkeaMnjgbnkg 56.2 172

47 yeMnovoMproteinMstructureMdeterminationMfromMnearbatomicbresolutionMcryobzMMmapscMNaturei
MethodsaM2015aMfgaMhhjbm 21.6 131

46 yesigningMTwobyimensionalMProteinMvrraysMthroughMÅusionMofMMultimersMandMγnterfaceMMutationscM
NanoiLettersaM2015aMfjaMjghjbn 11.5 35

45 TheMmolecularMbasisMforMflexibilityMinMtheMflexibleMfilamentousMplantMvirusescMNatureiStructuraliandi
MoleculariBiologyaM2015aMggaMkigbi 17.6 45
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44
UniqueMdoublebringMstructureMofMtheMperoxisomalMPexfdPexkMvTPaseMcomplexMrevealedMbyM
cryobelectronMmicroscopycMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofi
AmericaaM2015aMffgaMzieflbgj

11.5 50

43 yesignMofMorderedMtwobdimensionalMarraysMmediatedMbyMnoncovalentMproteinbproteinMinterfacescM
ScienceaM2015aMhimaMfhkjbm 33.3 173

42 vtomicbaccuracyMmodelsMfromMicjbˆ�McryobelectronMmicroscopyMdataMwithMdensitybguidedMiterativeM
localMrefinementcMNatureiMethodsaM2015aMfgaMhkfbhkj 21.6 245

41 zMRingeroMsideMchainbdirectedMmodelMandMmapMvalidationMforMhyMcryobelectronMmicroscopycMNaturei
MethodsaM2015aMfgaMnihbk 21.6 523

40 VirologycMvMvirusMthatMinfectsMaMhyperthermophileMencapsidatesMvbformMyNvcMScienceaM2015aMhimaMnfibl 33.3 79

39 TheMoriginMofMconsistentMproteinMstructureMrefinementMfromMstructuralMaveragingcMStructureaM2015aM
ghaMffghbm 5.2 14

38 StructureMofMzspwMfromMtheMzSXbfMtypeMVγγMsecretionMsystemMandMinsightsMintoMitsMexportMmechanismcM
StructureaM2015aMghaMjlfbjmh 5.2 57

37 xombinedMcovalentbelectrostaticMmodelMofMhydrogenMbondingMimprovesMstructureMpredictionMwithM
RosettacMJournaliofiChemicaliTheoryiandiComputationaM2015aMffaMkenbgg 6.4 163

36 OneMcontactMforMeveryMtwelveMresiduesMallowsMrobustMandMaccurateMtopologyblevelMproteinMstructureM
modelingcMProteins:iStructureyiFunctioniandiBioinformaticsaM2014aMmgMSupplMgaMgembfm 4.2 70

35 RelaxationMofMbackboneMbondMgeometryMimprovesMproteinMenergyMlandscapeMmodelingcMProteini
ScienceaM2014aMghaMilbjj 6.3 192

34 xrystalMstructureMofMtheMtransportMunitMofMtheMautotransporterMadhesinMinvolvedMinMdiffuseMadherenceM
fromMzscherichiaMcolicMJournaliofiStructuraliBiologyaM2014aMfmlaMgebgn 3.4 26

33 βighMthermodynamicMstabilityMofMparametricallyMdesignedMhelicalMbundlescMScienceaM2014aMhikaMimfbimj 33.3 196

32 xrystalMstructureManalysisMofMzstvMfromMvrthrobacterMspcMRuekfabbanMinsightMintoMcatalyticM
promiscuitycMFEBSiLettersaM2014aMjmmaMffjibke 3.8 13

31 γmprovedMlowbresolutionMcrystallographicMrefinementMwithMPhenixMandMRosettacMNatureiMethodsaM
2013aMfeaMffegbi 21.6 137

30 βighbresolutionMcomparativeMmodelingMwithMRosettaxMcMStructureaM2013aMgfaMflhjbig 5.2 649

29 vdvancesaMinteractionsaMandMfutureMdevelopmentsMinMtheMxNSaMPhenixaMandMRosettaMstructuralMbiologyM
softwareMsystemscMAnnualiReviewiofiBiophysicsaM2013aMigaMgkjbml 21.1 76

28 xryobzMMmodelMvalidationMusingMindependentMmapMreconstructionscMProteiniScienceaM2013aMggaMmkjbm 6.3 64

27 ProteinMStructureMModelingMwithMRosettaoMxaseMStudiesMinMStructureMPredictionMandMznzymeM
RepurposingcMNATOiScienceiforiPeaceiandiSecurityiSeriesiA:iChemistryiandiBiologyaM2013aMhjhbhkg 0.1

(2013-2015)
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26 StructureMofMtheMxbterminalMregionMofManMzRαMchannelMandMfunctionalMimplicationscMProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2013aMffeaMffkimbjh 11.5 50

25 vMrefinedMmodelMofMtheMprototypicalMSalmonellaMSPγbfMThSSMbasalMbodyMrevealsMtheMmolecularMbasisM
forMitsMassemblycMPLoSiPathogensaM2013aMnaMefeehhel 7.6 63

24 vdvancesMinMRosettaMstructureMpredictionMforMdifficultMmolecularbreplacementMproblemscMActai
CrystallographicaiSectioniD:iBiologicaliCrystallographyaM2013aMknaMggegbm 18

23 TheMdynamicMdisulphideMrelayMofMquiescinMsulphydrylMoxidasecMNatureaM2012aMimmaMifibm 50.4 62

22 phenixcmr_rosettaoMmolecularMreplacementMandMmodelMrebuildingMwithMPhenixMandMRosettacMJournali
ofiStructuraliandiFunctionaliGenomicsaM2012aMfhaMmfbne 109

21
StructureMandMstoichiometryMofManMaccessoryMsubunitMTRγPmbMinteractionMwithM
hyperpolarizationbactivatedMcyclicMnucleotidebgatedMchannelscMProceedingsiofitheiNationaliAcademyi
ofiSciencesiofitheiUnitediStatesiofiAmericaaM2012aMfenaMlmnnbnei

11.5 40

20 xrystalMstructureMofMaMmonomericMretroviralMproteaseMsolvedMbyMproteinMfoldingMgameMplayerscM
NatureiStructuraliandiMoleculariBiologyaM2011aMfmaMffljbl 17.6 316

19 vlternateMstatesMofMproteinsMrevealedMbyMdetailedMenergyMlandscapeMmappingcMJournaliofiMoleculari
BiologyaM2011aMiejaMkelbfm 6.5 207

18 xrystalMstructureMofMXMRVMproteaseMdiffersMfromMtheMstructuresMofMotherMretropepsinscMNaturei
StructuraliandiMoleculariBiologyaM2011aMfmaMgglbn 17.6 26

17 γmprovedMmolecularMreplacementMbyMdensitybMandMenergybguidedMproteinMstructureMoptimizationcM
NatureaM2011aMilhaMjiebh 50.4 196

16 xryobzMMstructureMofMaMgroupMγγMchaperoninMinMtheMprehydrolysisMvTPbboundMstateMleadingMtoMlidM
closurecMStructureaM2011aMfnaMkhhbn 5.2 45

15 βighbresolutionMstructureMofMaMretroviralMproteaseMfoldedMasMaMmonomercMActaiCrystallographicai
SectioniD:iBiologicaliCrystallographyaM2011aMklaMnelbfi 15

14 yeterminationMofMtheMstructuresMofMsymmetricMproteinMoligomersMfromMNMRMchemicalMshiftsMandM
residualMdipolarMcouplingscMJournaliofitheiAmericaniChemicaliSocietyaM2011aMfhhaMkgmmbnm 16.4 55

13
xrystalMstructureMofMTollblikeMreceptorMadaptorMMvLdTγRvPMrevealsMtheMmolecularMbasisMforMsignalM
transductionMandMdiseaseMprotectioncMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaaM2011aMfemaMfimlnbmi

11.5 105

12 StructuralMbasisMforMscaffoldingbmediatedMassemblyMandMmaturationMofMaMdsyNvMviruscMProceedingsiofi
theiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2011aMfemaMfhjjbke 11.5 162

11 ModelingMsymmetricMmacromolecularMstructuresMinMRosettahcMPLoSiONEaM2011aMkaMegeije 3.7 142

10 vnalysesMofMsubnanometerMresolutionMcryobzMMdensityMmapscMMethodsiiniEnzymologyaM2010aMimhaMfbgn 1.7 20

9 RefinementMofMproteinMstructuresMintoMlowbresolutionMdensityMmapsMusingMrosettacMJournaliofi
MoleculariBiologyaM2009aMhngaMfmfbne 6.5 230
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8 SphericalbharmonicMdecompositionMforMmolecularMrecognitionMinMelectronbdensityMmapscM
InternationaliJournaliofiDataiMiningiandiBioinformaticsaM2009aMhaMgejbgl 0.5 4

7 γndependentMevolutionMofMpolymerizationMinMtheMvctinMvTPaseMclanMregulatesMhexokinaseMactivity 1

6 PredictionMofMproteinMmutationalMfreeMenergyoMbenchmarkMandMsamplingMimprovementsMincreaseM
classificationMaccuracy 1

5 yeepMlearningMenablesMtheMatomicMstructureMdeterminationMofMtheMÅanconiMvnemiaMcoreMcomplexM
fromMcryozM 1

4 vtomicMmodelMofMmicrotubulebboundMtau 3

3 znsuringMscientificMreproducibilityMinMbiobmacromolecularMmodelingMviaMextensiveaMautomatedMbenchmarks 2

2 xryobzMMStructuresMofMxTPMSynthaseMÅilamentsMRevealMMechanismMofMpβbSensitiveMvssemblyMyuringM
wuddingMYeastMStarvation 1

1 αrowingMαlycansMinMRosettaoMvccurateMdeMnovoMglycanMmodelingaMdensityMfittingaMandMrationalMsequonMdesign 2

List of Publications
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