
Laurent Excoffier

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx5988y21xlaurentuexcoffierupublicationsubyuyearvpdf

Version:g2y24uy4u28g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

206
papers

56,422
citations

83
h-index

227
g-index

227
ext. papers

63,432
ext. citations

9
avg, IF

8.18
L-index



j Paper IF Citations

206 TheIimpactIofIpurifyingIandIbackgroundIselectionIonItheIinferenceIofIpopulationIhistoryjIproblemsI
andIprospectsI2021VI 3

205 temographicIinferenceXICurrentgBiologyVI2021VIcaVIRbgfWRbgi 6.3 6

204 wenomicIinsightsIintoIpopulationIhistoryIandIbiologicalIadaptationIinIOceaniaXINatureVI2021VIeibVIehcWehi50.4 26

203 LongWtermIevolutionIandIshortWtermIadaptationIofImicrobiotaIstrainsIandIsubWstrainsIinImiceXICellg
HostgandgMicrobeVI2021VIbiVIfeZWffcXei 23.4 11

202 ReplyItoIKReWevaluatingItheIevidenceIforIfacilitationIofIsticklebackIspeciationIbyIadmixtureIinItheI
LakeIsonstanceIbasinKXINaturegCommunicationsVI2021VIabVIbhZg 17.4

201 fastsimcoalbjIdemographicIinferenceIunderIcomplexIevolutionaryIscenariosXIBioinformaticsVI2021VI 7.2 14

200 RecentIuvolutionaryIxistoryIofITigersIxighlightsIsontrastingIRolesIofIweneticItriftIandISelectionXI
MoleculargBiologygandgEvolutionVI2021VIchVIbcffWbcgi 8.3 11

199 TheIympactIofIPurifyingIandIrackgroundISelectionIonItheIynferenceIofIPopulationIxistoryjI
ProblemsIandIProspectsXIMoleculargBiologygandgEvolutionVI2021VIchVIbihfWcZZc 8.3 9

198 RunsIofIhomozygosityIinIkillerIwhaleIgenomesIprovideIaIglobalIrecordIofIdemographicIhistoriesXI
MoleculargEcologyVI2021VIcZVIfafbWfagg 5.7 6

197 SimulationsIofIxumanItispersalIandIweneticItiversityXIEvolutionarygStudiesVI2021VIbcaWbef 2.5

196 PolygenicIPatternsIofIqdaptiveIyntrogressionIinIáodernIxumansIqreIáainlyIShapedIbyIResponseItoI
PathogensXIMoleculargBiologygandgEvolutionVI2020VIcgVIadbZWadcc 8.3 20

195 tissectionIofItheImutationIaccumulationIprocessIduringIbacterialIrangeIexpansionsXIBMCgGenomicsVI
2020VIbaVIbec 4.5 1

194 weneIflowIasIaIsimpleIcauseIforIanIexcessIofIhighWfrequencyWderivedIallelesXIEvolutionaryg
ApplicationsVI2020VIacVIbbedWbbfc 4.8 4

193 TransitionIfromIrackgroundISelectionItoIqssociativeIOverdominanceIPromotesItiversityIinIRegionsI
ofILowIRecombinationXICurrentgBiologyVI2020VIcZVIaZaWaZgXec 6.3 19

192 TheIecologicalIandIgenomicIbasisIofIexplosiveIadaptiveIradiationXINatureVI2020VIehfVIgeWgi 50.4 54

191 qdmixtureIbetweenIoldIlineagesIfacilitatedIcontemporaryIecologicalIspeciationIinILakeIsonstanceI
sticklebackXINaturegCommunicationsVI2019VIaZVIdbdZ 17.4 18

190 –illerIwhaleIgenomesIrevealIaIcomplexIhistoryIofIrecurrentIadmixtureIandIvicarianceXIMolecularg
EcologyVI2019VIbhVIcdbgWcddd 5.7 25

Laurent Excoffier

2
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188 SPLqTsxucjIsimulationIofIserialIgeneticIdataIunderIspatiallyIexplicitIevolutionaryIscenariosI
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EvolutionVI2013VIcZVIaeddWeh 8.3 132
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MoleculargBiologygandgEvolutionVI2013VIcZVIegWfa 8.3 35
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LinuxIandIWindowsXIMoleculargEcologygResourcesVI2010VIaZVIefdWg 8.4 10640
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EcologygandgEvolutionVI2008VIbcVIcdgWea 10.9 495
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99 sontrastedIpatternsIofImitochondrialIandInuclearIstructureIamongInurseryIcoloniesIofItheIbatI
áyotisImyotisXIJournalgofgEvolutionarygBiologyVI2008VIadVIgZhWgbZ 2.3 135

98 qnalysisIofIPopulationISubdivisionI2008VIihZWaZbZ 24
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81 somputerIprogramsIforIpopulationIgeneticsIdataIanalysisjIaIsurvivalIguideXINaturegReviewsgGenetics
VI2006VIgVIgdeWeh 30.1 256
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