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áicrotusIarvalisXIEvolution;gInternationalgJournalgofgOrganicgEvolutionVI2005VIeiVIbbcaWdb 3.8 35

75 tetectionIofIPathwaysIqffectedIbyIPositiveISelectionIinIPrimateILineagesIqncestralItoIxumansXI
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33 éewIdataIforIqwIhaplotypeIfrequenciesIinIsaucasoidIpopulationsIandIselectiveIneutralityIofItheIqwI
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30 RunsIofIhomozygosityIinIkillerIwhaleIgenomesIprovideIaIglobalIrecordIofIdemographicIhistoriesXI
MoleculargEcologyVI2021VIcZVIfafbWfagg 5.7 6
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26 weneIflowIasIaIsimpleIcauseIforIanIexcessIofIhighWfrequencyWderivedIallelesXIEvolutionaryg
ApplicationsVI2020VIacVIbbedWbbfc 4.8 4
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