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2012UI]eUIdYV] 1.7 15

208
oomparativeIevaluationIofIalternativeIbatteriesIofIgeneticImarkersItoIcomplementIautosomalI®TRsI
inIkinshipIinvestigationsfIautosomalIindelsIvsWIíVchromosomeI®TRsWIInternationaldJournaldofdLegald
MedicineUI2012UIZ[bUIeZcV[Z

3.1 28

207 ®uRfIpeterministicIproteinIinferenceIfromIpeptidesIassignedItoIy®IdataWIJournaldofdProteomicsUI
2012UIcaUI_ZcbVd] 3.9 19
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206 tumanIcarbamoylIphosphateIsynthetaseIuIQo–®uRfIinsightsIonItheIstructuralIroleIofItheIunknownI
functionIdomainsWIBiochemicaldanddBiophysicaldResearchdCommunicationsUI2012UI_[ZUI_YeVZ[ 3.4 6

205 TranscriptionalIregulationIofItheIhumanImitochondrialIpeptideIdeformylaseIQ–prRWIBiochemicaldandd
BiophysicaldResearchdCommunicationsUI2012UI_[ZUId[aV]Z 3.4 5

204 piversityIandIspecificityIofImicrosatellitesIwithinImspergillusIsectionIrumigatiWIBMCdMicrobiologyUI
2012UIZ[UIZa_ 4.5 20

203 ®–unpelfIaImultifunctionalIworkbenchIforIspeciesIidentificationIusingIinsertionXdeletionIvariantsWI
MoleculardEcologydResourcesUI2012UIZ[UIZZeYVa 8.4 12

202 oapillaryIelectrophoresisIanalysisIofIaIeVplexI®TRIassayIforIcanineIgenotypingWIMethodsdindMoleculard
BiologyUI2012UId]YUI[]ZV_Y 1.4

201
zewImethodIforItheIsimultaneousIidentificationIofIcowUIsheepUIgoatUIandIwaterIbuffaloIinIdairyI
productsIbyIanalysisIofIshortIspeciesVspecificImitochondrialIpzmItargetsWIJournaldofdAgriculturaldandd
FooddChemistryUI2012UIbYUIZY_dYVa

5.7 36

200 ®traightforwardIinferenceIofIancestryIandIadmixtureIproportionsIthroughIancestryVinformativeI
insertionIdeletionImultiplexingWIPLoSdONEUI2012UIcUIe[ebd_ 3.7 171

199 ®equenceIcomparisonIalignmentVfreeIapproachIbasedIonIsuffixItreeIandIxVwordsIfrequencyWI
ScientificdWorlddJournalrdTheUI2012UI[YZ[UI_aYZ[_ 2.2 10

198 RefiningItheIgeneticIportraitIofI–ortugueseIRomaIthroughIíVchromosomalImarkersWIAmericand
JournaldofdPhysicaldAnthropologyUI2012UIZ_dUI]deVe_ 2.5 6

197 yitochondrialIpzmIdeletionsIareIassociatedIwithInonVnIpzmIconformationsWINucleicdAcidsdResearchUI
2012UI_YUIcbYbV[Z 20.1 49

196 oharacterizationIofItheIhumanIornithineItranscarbamylaseI]PIuntranslatedIregulatoryIregionWIDNAd
anddCelldBiologyUI2012UI]ZUI_[cV]] 3.6 7

195 yutationalIoriginIofIyachadoVvosephIdiseaseIinItheImustralianImboriginalIcommunitiesIofIsrooteI
qylandtIandIüirrkalaWIArchivesdofdNeurologyUI2012UIbeUIc_bVaZ 19

194 ’nItheIstructuralIplasticityIofItheIhumanIgenomefIchromosomalIinversionsIrevisitedWICurrentd
GenomicsUI2012UIZ]UIb[]V][ 2.6 16

193 –yruvateIkinaseIdeficiencyIinIsubV®aharanImfricafIidentificationIofIaIhighlyIfrequentImissenseI
mutationIQsd[emgslu[ccxysRIandIassociationIwithImalariaWIPLoSdONEUI2012UIcUIe_cYcZ 3.7 15

192 –opulationIassignmentIinIsevenI–ortugueseIdogIbreedsIandIuberianIwolvesWIForensicdScienced
International:dGeneticsdSupplementdSeriesUI2011UI]UIeaabVeaac 0.5

191 unpelsIinIüIchromosomeIhaplogroupIdefinitionWIForensicdSciencedInternational:dGeneticsdSupplementd
SeriesUI2011UI]UIeZcdVeZce 0.5 0

190 sainsUIlossesIandIchangesIofIfunctionIafterIgeneIduplicationfIstudyIofItheImetallothioneinIfamilyWI
PLoSdONEUI2011UIbUIeZd_dc 3.7 47

189 mnIíVlinkedIhaplotypeIofIzeandertalIoriginIisIpresentIamongIallInonVmfricanIpopulationsWIMoleculard
BiologydanddEvolutionUI2011UI[dUIZeacVb[ 8.3 78
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188 ®tudyIofI[aIíVchromosomeI®ingleIzucleotideI–olymorphismsIinImfricanIandImsianIpopulationsWI
ForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2011UI]UIeZ]eVeZ_Y 0.5 1

187 mInewIalgorithmIforImtpzmIsequenceIclusteringWIForensicdSciencedInternational:dGeneticsd
SupplementdSeriesUI2011UI]UIe]ZaVe]Zb 0.5 2

186 –opulationIgeneticIdataIforIrZ]mYZUIrq®Xr–®UIrZ]nIandIx–xIinItheIsouthI–ortugueseIpopulationWI
ForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2011UI]UIe[YdVe[Ye 0.5

185 udentificationIofImtpzmIlineagesIofI®usIscrofaIbyImultiplexIsingleIbaseIextensionIforItheI
authenticationIofIprocessedIfoodIproductsWIJournaldofdAgriculturaldanddFooddChemistryUI2011UIaeUIbe[YVb 5.7 5

184 íVchromosomeImarkersIinIkinshipItestingfIaIgeneralisationIofItheIunpIapproachIidentifyingI
situationsIwhereItheirIcontributionIisIcrucialWIForensicdSciencedInternational:dGeneticsUI2011UIaUI[cV][ 4.3 57

183 mIcommentIonIKTheIhareIandItheItortoisefIoneIsmallIstepIforIfourI®z–sUIoneIgiantIleapIforI
®z–VkindKWIForensicdSciencedInternational:dGeneticsUI2011UIaUI]adVbYgIdiscussionI]bZV[ 4.3 3

182 ®tudyIofI[aIíVchromosomeI®z–sIinItheI–ortugueseWIForensicdSciencedInternational:dGeneticsUI2011UIaUI]]bVd4.3 7

181 unternationalIdistributionIandIageIestimationIofItheI–ortugueseInRom[IcWZab_ZacinsmluIfounderI
mutationWIBreastdCancerdResearchdanddTreatmentUI2011UIZ[cUIbcZVe 4.4 21

180 olusteredItranscriptsIthatIescapeIíIinactivationIatImouseIíqpWIMammaliandGenomeUI2011UI[[UIac[Vd[ 3.2 21

179 RapidIidentificationIofImspergillusIfumigatusIwithinItheIsectionIrumigatiWIBMCdMicrobiologyUI2011UI
ZZUId[ 4.5 43

178 piscussionIonIcommonIdataIanalysisIstrategiesIusedIinIy®VbasedIproteomicsWIProteomicsUI2011UIZZUIbY_VZe4.8 27

177 yaleIlineagesIinI®outhImmericanInativeIgroupsfIevidenceIofIyZeItravelingIsouthWIAmericandJournald
ofdPhysicaldAnthropologyUI2011UIZ_bUIZddVeb 2.5 20

176
mlleleIfrequenciesIofIallIo’pu®IandIfourInonVo’pu®I®TRIlociIofIanIimmigrantInrazilianIpopulationI
livingIinIxisbonIâ��I–reliminaryIresultsWIForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2011
UI]UIeZ[cVeZ[d

0.5 4

175 seneticIcharacterizationIofI®omaliIandIuraqiIpopulationsIusingIaIsetIofI]]IíVchromosomeIundelsWI
ForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2011UI]UIeZ]cVeZ]d 0.5 4

174 rw®[ImutationsIassociatedIwithIdecreasedIechinocandinIsusceptibilityIofIoandidaIglabrataI
followingIanidulafunginItherapyWIAntimicrobialdAgentsdanddChemotherapyUI2011UIaaUIZ]Z[V_ 5.9 27

173 ReconstructingItheIundianIoriginIandIdispersalIofItheIquropeanIRomafIaImaternalIgeneticI
perspectiveWIPLoSdONEUI2011UIbUIeZaedd 3.7 53

172 yalariafIlookingIforIselectionIsignaturesIinItheIhumanI–wxRIgeneIregionWIBritishdJournaldofd
HaematologyUI2010UIZ_eUIccaVd_ 4.5 18

171 ’riginIandI®preadIofIsoatI–astoralismI2010UI 15
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170 seneralIderivationIofItheIsetsIofIpedigreesIwithItheIsameIkinshipIcoefficientsWIHumandHeredityUI
2010UIcYUIZe_V[Y_ 1.1 20

169 udentificationIofIspeciesIbyImultiplexIanalysisIofIvariableVlengthIsequencesWINucleicdAcidsdResearchUI
2010UI]dUIe[Y] 20.1 42

168 seneticIdiversityIofImspergillusIfumigatusIinIindoorIhospitalIenvironmentsWIMedicaldMycologyUI2010UI
_dUId][Vd 3.9 30

167 mnalysisIofImalariaIassociatedIgeneticItraitsIinIoaboIçerdeUIaImeltingIpotIofIquropeanIandIsubI
®aharanIsettlersWIBlooddCellsrdMoleculesrdanddDiseasesUI2010UI__UIb[Vd 2.1 12

166 uncidenceIofImapleIsyrupIurineIdiseaseIinI–ortugalWIMoleculardGeneticsdanddMetabolismUI2010UIZYYUI]daVc 3.7 13

165 seneticIprofilesIandIsexIidentificationIofIfoundVdeadIwolvesIdeterminedIbyItheIuseIofIanIZZVlociI
–oRImultiplexWIForensicdSciencedInternational:dGeneticsUI2010UI_UIbdVc[ 4.3 18

164 xikelihoodIratiosIinIkinshipIanalysisfIcontrastingIkinshipIclassesUInotIgenealogiesWIForensicdScienced
International:dGeneticsUI2010UI_UI[ZdVe 4.3 10

163 zilotesIfromIwaramojaUIãgandafIhaplotypeIdataIdefinedIbyIZcIüVchromosomeI®TRsWIForensicdScienced
International:dGeneticsUI2010UI_UIed]Vb 4.3 10

162 zonVtuberculousImycobacteriaIinItuçVnegativeIpatientsIwithIpulmonaryIdiseaseIinIxisbonUI–ortugalWI
ScandinaviandJournaldofdInfectiousdDiseasesUI2010UI_[UIb[bVd 16

161 udentificationIofInovelIx[tsptIgeneImutationsIandIupdateIofItheIpathologicalIspectrumWIJournald
ofdHumandGeneticsUI2010UIaaUIaaVd 4.3 5

160 çw’RoZIpolymorphismsIinInraziliansfIcomparisonIwithItheI–ortugueseIandI–ortugueseVspeakingI
mfricansIandIpharmacogeneticIimplicationsWIPharmacogenomicsUI2010UIZZUIZ[acVbc 2.6 21

159 seneticIprofilingIofItheImzoresIuslandsIQ–ortugalRfIdataIfromIZYIíVchromosomeI®TRsWIAmericand
JournaldofdHumandBiologyUI2010UI[[UI[[ZV] 2.7 4

158 qvolutionaryIhistoryIandIfunctionalIdiversificationIofIphosphomannomutaseIgenesWIJournaldofd
MoleculardEvolutionUI2010UIcZUIZZeV[c 3.1 9

157 piggingIdeeperIintoIqastImfricanIhumanIüIchromosomeIlineagesWIHumandGeneticsUI2010UIZ[cUIbY]VZ] 6.3 45

156 oomparativeIanalysesIofItheIoonservedI’ligomericIsolgiIQo’sRIcomplexIinIvertebratesWIBMCd
EvolutionarydBiologyUI2010UIZYUI[Z[ 3 8

155 TranscriptionalIchangesIinIresponseItoIíIchromosomeIdosageIinItheImousefIimplicationsIforIíI
inactivationIandItheImolecularIbasisIofITurnerI®yndromeWIBMCdGenomicsUI2010UIZZUId[ 4.5 44

154 mssessingIindividualIinterethnicIadmixtureIandIpopulationIsubstructureIusingIaI
_dVinsertionVdeletionIQuz®qxRIancestryVinformativeImarkerIQmuyRIpanelWIHumandMutationUI2010UI]ZUIZd_VeY4.7 239

153 mIframeworkIforItheIdevelopmentIofI®TRIgenotypingIinIdomesticIanimalIspeciesfIcharacterizationI
andIpopulationIstudyIofIZ[IcanineIíVchromosomeIlociWIElectrophoresisUI2010UI]ZUI]Y]Vd 3.6 18
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152 seneticIcharacterizationIofIuniparentalIlineagesIinIpopulationsIfromI®outhwestIuberiaIwithIpastI
malariaIendemicityWIAmericandJournaldofdHumandBiologyUI2010UI[[UIaddVea 2.7 6

151 –hylogeographicIanalysisIofIpaternalIlineagesIinIzqI–ortugueseIvewishIcommunitiesWIAmericand
JournaldofdPhysicaldAnthropologyUI2010UIZ_ZUI]c]VdZ 2.5 20

150 mIgeneticIhistoricalIsketchIofIquropeanIsypsiesfITheIperspectiveIfromIautosomalImarkersWI
AmericandJournaldofdPhysicaldAnthropologyUI2010UIZ_ZUIaYcVZ_ 2.5 14

149 TheIhumanIR–®_IparalogueIonIüqZZW[[]IencodesIaIstructurallyIconservedIribosomalIproteinIandIisI
preferentiallyIexpressedIduringIspermatogenesisWIBMCdMoleculardBiologyUI2010UIZZUI]] 4.5 47

148 çirtualIexpertImassIspectrometristfIiTRmQItoolIforIdatabaseVdependentIsearchUIquantitationIandI
resultIstorageWIProteomicsUI2010UIZYUIZa_aVab 4.8 21

147 totITopicfIβuntroductionItoItheI®pecialIussueIonIrorensicIseneticsfIzonVtumanIpzmIQsuestIqditorfI
prWImntonioImmorimR]WIThedOpendForensicdSciencedJournalUI2010UI]UIbVa[ 2

146 –atternsIofIpharmacogeneticIdiversityIinImfricanIpopulationsfIroleIofIancientIandIrecentIhistoryWI
PharmacogenomicsUI2009UIZYUIZ_Z]V[[ 2.6 8

145 mncestralIoriginIofItheImTToTIrepeatIexpansionIinIspinocerebellarIataxiaItypeIZYIQ®omZYRWIPLoSd
ONEUI2009UI_UIe_aa] 3.7 32

144 TracingItheIhistoryIofIgoatIpastoralismfInewIcluesIfromImitochondrialIandIüIchromosomeIpzmIinI
zorthImfricaWIMoleculardBiologydanddEvolutionUI2009UI[bUI[cbaVc] 8.3 78

143 mnIassessmentIofItheIclonalityIofItheIcomponentsIofIcanineImixedImammaryItumoursIbyI
mitochondrialIpzmIanalysisWIVeterinarydJournalUI2009UIZd[UI[beVc_ 2.5 12

142 pemographicIhistoryIofIoanaryIuslandsImaleIgeneVpoolfIreplacementIofInativeIlineagesIbyI
quropeanWIBMCdEvolutionarydBiologyUI2009UIeUIZdZ 3 41

141 qpistaticIinteractionsImodulateItheIevolutionIofImammalianImitochondrialIrespiratoryIcomplexI
componentsWIBMCdGenomicsUI2009UIZYUI[bb 4.5 30

140 –olymorphismsIinIoneVcarbonImetabolismIpathwayIgenesIandIriskIforIbladderIcancerIinIaITunisianI
populationWICancerdGeneticsdanddCytogeneticsUI2009UIZeaUI_]Va] 20

139 mnalysisIofIT–uIgeneIpromoterIvariationIinIthreeIsubV®aharanImfricaIpopulationIsamplesWIAmericand
JournaldofdHumandBiologyUI2009UI[ZUIZZdV[Y 2.7 2

138 mssessingIinterethnicIadmixtureIusingIanIíVlinkedIinsertionVdeletionImultiplexWIAmericandJournaldofd
HumandBiologyUI2009UI[ZUIcYcVe 2.7 22

137 –ostVlastIglacialImaximumIexpansionIfromIuberiaItoIzorthImfricaIrevealedIbyIfineIcharacterizationI
ofImtpzmItIhaplogroupIinITunisiaWIAmericandJournaldofdPhysicaldAnthropologyUI2009UIZ]eUI[a]VbY 2.5 47

136 mInewIautosomalI®TRInineplexIforIcanineIidentificationIandIparentageItestingWIElectrophoresisUI
2009UI]YUI_ZcV[] 3.6 35

135 mInewImultiplexIforIhumanIidentificationIusingIinsertionXdeletionIpolymorphismsWIElectrophoresisUI
2009UI]YUI]bd[VeY 3.6 163
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134 mnIuzpqxIpolymorphismIatItheIíV®TRIsmTmZc[pYaIflankingIregionWIInternationaldJournaldofdLegald
MedicineUI2009UIZ[]UIdeVe_ 3.1 4

133 íVchromosomeI®TRIsequenceIvariationUIrepeatIstructureUIandInomenclatureIinIhumansIandI
chimpanzeesWIInternationaldJournaldofdLegaldMedicineUI2009UIZ[]UIZ_]Ve 3.1 13

132 mIsq–Vu®rsIcollaborativeIstudyIonItheIoptimizationIofIanIíV®TRIdecaplexfIdataIonIZaIuberianIandI
xatinImmericanIpopulationsWIInternationaldJournaldofdLegaldMedicineUI2009UIZ[]UI[[cV]_ 3.1 92

131
qvaluationIofIpí®eeY[UIpí®cZ][UIpí®bdYeUIpí®cZ]]UIandIpí®c_[]IinIhumansIandIchimpanzeesfI
sequenceIvariationUIrepeatIstructureUIandInomenclatureWIInternationaldJournaldofdLegaldMedicineUI
2009UIZ[]UI_Y]VZ[

3.1 9

130 TheIcWZab_ZacinsmluInRom[IrearrangementIaccountsIforImoreIthanIoneVfourthIofIdeleteriousI
nRomImutationsIinInorthernXcentralI–ortugalWIBreastdCancerdResearchdanddTreatmentUI2009UIZZ_UI]ZVd 4.4 46

129 yoorsIandI®aracensIinIquropefIestimatingItheImedievalIzorthImfricanImaleIlegacyIinIsouthernI
quropeWIEuropeandJournaldofdHumandGeneticsUI2009UIZcUId_dVa[ 5.3 34

128 RevisitingIy®ãpIinI–ortugueseIsypsiesfIevidenceIforIaIfounderImutationIandIforIaImutationalI
hotspotIwithinItheInowptmIgeneWIAnnalsdofdHumandGeneticsUI2009UIc]UI[edV]Y] 2.2 11

127 RevealingItheIhistoryIofIsheepIdomesticationIusingIretrovirusIintegrationsWIScienceUI2009UI][_UIa][Vb 33.3 292

126 –opulationIdataIdefinedIbyIZaIautosomalI®TRIlociIinIwaramojaIpopulationIQãgandaRIusingI
mmprX®TRIudentifilerIkitWIForensicdSciencedInternational:dGeneticsUI2009UI]UIeaaVd 4.3 18

125 TheIwarimojongIfromIãgandafIgeneticIcharacterizationIusingIanIíV®TRIdecaplexIsystemWIForensicd
SciencedInternational:dGeneticsUI2009UI]UIeZ[cVd 4.3 20

124 rorensicIanalysisIofIdogIQoanisIlupusIfamiliarisRImitochondrialIpzmIsequencesfIanIinterVlaboratoryI
studyIofItheIsq–Vu®rsIworkingIgroupWIForensicdSciencedInternational:dGeneticsUI2009UI_UI_eVa_ 4.3 17

123 pistinguishingIkinshipIfromIgenealogicalIlikelihoodsWIForensicdSciencedInternational:dGeneticsd
SupplementdSeriesUI2009UI[UI_a]V_a_ 0.5 1

122 udentifyingIzãyTIcontaminationIinImtpzmIanalysesWIForensicdSciencedInternational:dGeneticsd
SupplementdSeriesUI2009UI[UI[cdV[dY 0.5 8

121 mssociationIbetweenI®TRsIfromItheIíIchromosomeIinIaIsampleIofI–ortugueseIsypsiesWIForensicd
SciencedInternational:dGeneticsdSupplementdSeriesUI2009UI[UI]eZV]e] 0.5 3

120 yicrobialIforensicsfIpoImspergillusIfumigatusIstrainsIpresentIlocalIorIregionalIdifferentiationkWI
ForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2009UI[UI[ecV[ee 0.5 4

119 unsertionXdeletionIpolymorphismsfImImultiplexIassayIandIforensicIapplicationsWIForensicdScienced
International:dGeneticsdSupplementdSeriesUI2009UI[UIaZ]VaZa 0.5 44

118 seneticIpatternsIofIZYIíIchromosomeIshortItandemIrepeatsIinIanImsianIpopulationIfromIyacauWI
ForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2009UI[UI_Y[V_Y_ 0.5 4

117 yultidrugVresistantItuberculosisfIRapidImolecularIdetectionIwithIyTnpRplus´fiIassayIinIclinicalI
samplesWIRevistadPortuguesadDedPneumologiaUI2009UIZaUI]a]V]ba 2
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116 yolecularIandIstructuralIanalysesIofImapleIsyrupIurineIdiseaseIandIidentificationIofIaIfounderI
mutationIinIaI–ortugueseIsypsyIcommunityWIMoleculardGeneticsdanddMetabolismUI2008UIe_UIZ_dVab 3.7 24

115 üIchromosomeImicrosatelliteIgeneticIvariationIinItwoIzativeImmericanIpopulationsIfromImrgentinafI
populationIstratificationIandImutationIdataWIForensicdSciencedInternational:dGeneticsUI2008UI[UI[c_VdY 4.3 28

114 mIcautionaryInoteIonItheIevaluationIofIgeneticIevidenceIfromIuniparentallyItransmittedImarkersWI
ForensicdSciencedInternational:dGeneticsUI2008UI[UI]cbVd 4.3 22

113 mInewIautosomalI®TRImultiplexIforIcanineIgenotypingWIForensicdSciencedInternational:dGeneticsd
SupplementdSeriesUI2008UIZUIb[dVb[e 0.5 3

112 RefiningItheIanalysisIofIüVchromosomalIdiversityIinImlentejoIQ–ortugalRWIForensicdScienced
International:dGeneticsdSupplementdSeriesUI2008UIZUI[YdV[Ye 0.5 1

111 ®equenceIvariationIatIthreeIíIchromosomalIshortItandemIrepeatsIinIoaucasianIandImfricanI
populationsWIForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2008UIZUIZ_cVZ_e 0.5 2

110 –opulationIdataIforIsixIíVchromosomeI®TRIlociIinIaIRioIdeIvaneiroIQnrazilRIsamplefIãsefulnessIinI
forensicIcaseworkWIForensicdSciencedInternational:dGeneticsdSupplementdSeriesUI2008UIZUIZb_VZbb 0.5 6

109 üVchromosomalI®TRIhaplotypesIinIaIsypsyIpopulationIfromI–ortugalWIForensicdSciencedInternational:d
GeneticsdSupplementdSeriesUI2008UIZUI[Z[V[Z] 0.5 1

108 mI®za–shotImultiplexItypingIstrategyIforImtpzmIidentificationIofImouseIinbredIstrainsWIForensicd
SciencedInternational:dGeneticsdSupplementdSeriesUI2008UIZUIaebVaec 0.5

107 ®ubstructureIofIaITunisianInerberIpopulationIasIinferredIfromIZaIautosomalIshortItandemIrepeatI
lociWIHumandBiologyUI2008UIdYUI_]aV_d 1.2 17

106 udentificationIofIspeciesIwithIpzmVbasedItechnologyfIcurrentIprogressIandIchallengesWIRecentd
PatentsdondDNAdldGenedSequencesUI2008UI[UIZdcVee 91

105 tumanIyicroevolutionIandItheImtlanticI®laveITradeWICurrentdAnthropologyUI2008UI_eUIZ]_VZ_] 2.1 30

104 qvidenceIforIvariableIselectiveIpressuresIatIaIlargeIsecondaryIstructureIofItheIhumanImitochondrialI
pzmIcontrolIregionWIMoleculardBiologydanddEvolutionUI2008UI[aUI[caeVcY 8.3 43

103 tumanIfertilityIincreasesIwithImaritalIradiusWIGeneticsUI2008UIZcdUIbYZV] 4 11

102 oommentIonIKmnIassociationIbetweenItheIkinshipIandIfertilityIofIhumanIcouplesKWIScienceUI2008UI
][[UIZb]_gIauthorIreplyIZb]_ 33.3 11

101 oountingItheIfoundersfItheImatrilinealIgeneticIancestryIofItheIvewishIpiasporaWIPLoSdONEUI2008UI]UIe[Yb[3.7 77

100 ®pecificityIofImtpzmVdirectedI–oRVinfluenceIofIzãclearIyTpzmIinsertionIQzãyTRIcontaminationIinI
routineIsamplesIandItechniquesWIInternationaldJournaldofdLegaldMedicineUI2008UIZ[[UI]_ZVa 3.1 20

99 seneticIprofileIcharacterizationIandIsegregationIanalysisIofIZYIíV®TRsIinIaIsampleIfromI®antanderUI
oolombiaWIInternationaldJournaldofdLegaldMedicineUI2008UIZ[[UI]_cVaZ 3.1 18

Antˆ‡nio Amorim

14



98 –opulationIandIsegregationIdataIonIZcIüV®TRsfIresultsIofIaIsq–Vu®rsIcollaborativeIstudyWI
InternationaldJournaldofdLegaldMedicineUI2008UIZ[[UIa[eV]] 3.1 32

97 udentificationIofImouseIinbredIstrainsIthroughImitochondrialIpzmIsingleVnucleotideIextensionWI
ElectrophoresisUI2008UI[eUI_ceaVdY[ 3.6 7

96 oisVactingIfactorsIpromotingItheIomsIintergenerationalIinstabilityIinIyachadoVvosephIdiseaseWI
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsUI2008UIZ_cnUI_]eV_b 3.5 18

95
mImultiplexIprimerIextensionIassayIforItheIrapidIidentificationIofIpaternalIlineagesIinIdomesticI
goatIQoapraIhircusRfIxayingItheIfoundationsIforIaIdetailedIcaprineIüIchromosomeIphylogenyWI
MoleculardPhylogeneticsdanddEvolutionUI2008UI_eUIbb]Vd

4.1 6

94 TestingIforIgeneticIstructureIinIdifferentIurbanImrgentinianIpopulationsWIForensicdScienced
InternationalUI2007UIZbaUI]aV_Y 2.6 25

93 –opulationIdataIforIüVchromosomeIhaplotypesIdefinedIbyIZcI®TRsIQmmprl®TRIürilerRIinI–ortugalWI
ForensicdSciencedInternationalUI2007UIZcZUI[aYVa 2.6 35

92 oharacterizingIpartialImırcIdeletionsIofItheIüIchromosomeIwithIampliconVspecificIsequenceI
markersWIBMCdGenomicsUI2007UIdUI]_[ 4.5 25

91 yethylenetetrahydrofolateIreductaseIandImethionineIsynthaseIpolymorphismsIandIriskIofIbladderI
cancerIinIaITunisianIpopulationWICancerdGeneticsdanddCytogeneticsUI2007UIZcbUI_dVa] 24

90 seneticIdiversityIofIZYIíIchromosomeI®TRsIinInorthernI–ortugalWIInternationaldJournaldofdLegald
MedicineUI2007UIZ[ZUIZe[Vc 3.1 48

89 seneticIanalysisIofIthreeIã®IpopulationIgroupsIusingIanIíVchromosomalI®TRIdecaplexWIInternationald
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