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Diagnosis of Western Red Cedar Asthma Using a Blood-based Gene Expression Biomarker Panel.
American Journal of Respiratory and Critical Care Medicine, 2017, 196, 1615-1617.

Investigating Immune Gene Signatures in Peripheral Blood from Subjects with Allergic Rhinitis

Undergoing Nasal Allergen Challenge. Journal of Immunology, 2017, 199, 3395-3405. 08 5

mixOmics: An R package for 8€ omics feature selection and multiple data integration. PLoS
Computational Biology, 2017, 13, e1005752.

Controlled diesel exhaust and allergen coexposure modulates microRNA and gene expression in
humans: Effects on inflammatory lung markers. Journal of Allergy and Clinical Immunology, 2016, 138, 2.9 67
1690-1700.

A Regulatory T-Cell Gene Signature Is a Specific and Sensitive Biomarker to Identify Children With

New-Onset Type 1 Diabetes. Diabetes, 2016, 65, 1031-1039.

Identifying Molecular Mechanisms of the Late-Phase Asthmatic Response by Integrating Cellular, Gene,

and Metabolite Levels in Blood. Annals of the American Thoracic Society, 2016, 13, S98-S98. 3.2 6



20

22

AMRIT SINGH

ARTICLE IF CITATIONS

Th17|[Treg ratio derived using DNA methylation analysis is associated with the late phase asthmatic
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