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i Paper IF Citations

149 LacticOwcidOxacteriapOPhysiologyOandOStressOResponsesO2022bOhinchjn

148 RumenOandOlowerOgutOmicrobiomesOrelationshipOwithOfeedOefficiencyOandOproductionOtraitsO
throughoutOtheOlactationOofOHolsteinOdairyOcowsddOScientifichReportsbO2022bOghbOjofj 4.9 0

147 wnalysisOofOSwRScyoVchOgenomicOepidemiologyOrevealsOdiseaseOtransmissionOcoupledOtoOvariantO
emergenceOandOallelicOvariationdOScientifichReportsbO2021bOggbOminf 4.9 11

146
NovelOLycMScTOFOmethodOtoOdetectOandOquantifyOascorbicOandOuricOacidOsimultaneouslyOinOdifferentO
biologicalOmatricesdOJournalhofhChromatographyhB:hAnalyticalhTechnologieshinhthehBiomedicalhandhLifeh
SciencesbO2021bOgglnbOghhknn

3.2 2

145 PhylogeneticOandOxiogeographicOPatternsOofOVibrioOparahaemolyticusOStrainsOfromONorthOwmericaO
InferredOfromOWholecGenomeOSequenceOzatadOAppliedhandhEnvironmentalhMicrobiologybO2021bOnmbO 4.8 2

144 wnalysesOofOpubliclyOavailableOgenomesOrevealedOgeneticOdistancesOindicatingOtheyObelongOtoOmoreO
thanOoneOspeciesdOVirulencebO2021bOghbOgokfcgolj 4.7 2

143 MonitoringOtheOmicrobiomeOforOfoodOsafetyOandOqualityOusingOdeepOshotgunOsequencingdONpjhScienceh
ofhFoodbO2021bOkbOi 6.3 7

142 ProlongedOdroughtOimpartsOlastingOcompositionalOchangesOtoOtheOriceOrootOmicrobiomedONatureh
PlantsbO2021bOmbOgflkcgfmm 11.5 22

141 WholeOGenomeOSequencingOofOPediatricOStrainsORevealsOImportantOInsightsOIntoOTheirO
VirulencecwssociatedOTraitsdOFrontiershinhMicrobiologybO2021bOghbOmggkmm 5.7 3

140 MolecularOEpidemiologyOandOwntimicrobialOResistanceOofOinOHospitalizedOPatientsOFromOMexicoddO
FrontiershinhMicrobiologybO2021bOghbOmnmjkg 5.7 2

139 QuantificationOofOantibioticOresistanceOgenesOandOmobileOgeneticOinOdairyOmanureddOPeerJbO2021bOobOeghjfn3.1 1

138 ImprovingOxiosecurityOProceduresOtoOMinimizeOtheORiskOofOSpreadingOPathogenicOInfectionsOwgentsO
wfterOyarcassORecyclingdOFrontiershinhMicrobiologybO2020bOggbOlhi 5.7 3

137 xiologicalOMachineOLearningOyombinedOwithOPopulationOGenomicsORevealsOVirulenceOGeneOwllelicO
VariantsOyauseOziseasedOMicroorganismsbO2020bOnbO 4.9 5

136 InsularOMicrobiogeographypOThreeOPathogensOasOExemplarsdOCurrenthIssueshinhMolecularhBiologybO
2020bOilbOnocgfn 2.9 4

135 xacterialOEpigenomicspOEpigeneticsOinOtheOwgeOofOPopulationOGenomicsO2020bOhiichkh 0

134 GenomicOcharacterizationOofOaOdiazotrophicOmicrobiotaOassociatedOwithOmaizeOaerialOrootOmucilagedO
PLoShONEbO2020bOgkbOefhiolmm 3.7 5

133 wssessmentOofOgaseousOozoneOtreatmentOonOSalmonellaOTyphimuriumOandOEscherichiaOcoliOOgkmpHmO
reductionsOinOpoultryOlitterdOWastehManagementbO2020bOggmbOjhcjm 8.6 3
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132 ziazotrophicObacteriaOfromOmaizeOexhibitOmultifacetedOplantOgrowthOpromotionOtraitsOinOmultipleO
hostsdOPLoShONEbO2020bOgkbOefhiofng 3.7 4

131 IdentificationOofONitrogenOFixationOGenesOinOIsolatedOfromOMaizeOUsingOPopulationOGenomicsOandO
MachineOLearningdOMicroorganismsbO2020bOnbO 4.9 3

130 zraftOGenomeOSequenceOofOxacillusOvelezensisOyEhbOWhichOGeneticallyOEncodesOaONovelO
MulticomponentOLantibioticdOMicrobiologyhResourcehAnnouncementsbO2019bOnbO 1.3 1

129 FoodOauthenticationOfromOshotgunOsequencingOreadsOwithOanOapplicationOonOhighOproteinOpowdersdO
NpjhSciencehofhFoodbO2019bOibOhj 6.3 21

128 EffectOofOtemperatureOcontrolOonOtheOmetaboliteOcontentOinOexhaledObreathOcondensatedOAnalyticah
ChimicahActabO2018bOgfflbOjoclf 6.6 10

127 yomparativeOanalysisOofOyampylobacterOisolatesOfromOwildObirdsOandOchickensOusingOMwLzIcTOFOMSbO
biochemicalOtestingbOandOzNwOsequencingdOJournalhofhVeterinaryhDiagnostichInvestigationbO2018bOifbOikjcilg1.5 15

126 NitrogenOfixationOinOaOlandraceOofOmaizeOisOsupportedObyOaOmucilagecassociatedOdiazotrophicO
microbiotadOPLoShBiologybO2018bOglbOehfflikh 9.7 130

125 ExploitingOFunctionalOyontextOinOxiologypOReconsideringOylassificationOofOxacterialOLifeO2018bO 2

124 WholeOyellOyrosscLinkingOtoOziscoverOHostcMicrobeOProteinOyognateOReceptoreLigandOPairsdO
FrontiershinhMicrobiologybO2018bOobOgknk 5.7 5

123 FallacyOofOtheOUniqueOGenomepOSequenceOziversityOwithinOSingleOStrainsdOMBiobO2017bOnbO 7.8 49

122 gffKOPathogenOGenomeOProjectpOiflOzraftOGenomeOSequencesOforOFoodOSafetyOandOPublicOHealthdO
GenomehAnnouncementsbO2017bOkbO 6

121 LargecScaleOReleaseOofOyampylobacterOzraftOGenomespOResourcesOforOFoodOSafetyOandOPublicOHealthO
fromOtheOgffKOPathogenOGenomeOProjectdOGenomehAnnouncementsbO2017bOkbO 13

120 ImplicationOofOSialidasesOinOInfectionpOGenomeOReleaseOofOSialidaseOKnockoutOStrainsOfromOSerovarO
TyphimuriumOLThdOGenomehAnnouncementsbO2017bOkbO 7

119 zraftOGenomeOSequenceOofOMultidrugcResistantOwbortiveOfromONorthernOyaliforniadOGenomeh
AnnouncementsbO2017bOkbO 3

118 ExhaledObreathOcondensateOmethodsOadaptedOfromOhumanOstudiesOusingOlongitudinalOmetabolomicsO
forOpredictingOearlyOhealthOalterationsOinOdolphinsdOAnalyticalhandhBioanalyticalhChemistrybO2017bOjfobOlkhiclkil4.4 6

117 zraftOGenomeOSequencesOofOSerovarOTyphimuriumOLThOwithOzeletedOyhitinasesOThatOwreOEmergingO
VirulenceOFactorsdOGenomehAnnouncementsbO2017bOkbO 1

116 gffKOPathogenOGenomeOProjectdOGenomehAnnouncementsbO2017bOkbO 25

115 wminoOwcidsOasOFoodOQualityOFactorsOinOParmigianoOReggianoOHardOyheeseO2017bOikmcilm 1

(2017-2020)
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114 PrebioticOOligosaccharidesOPotentiateOHostOProtectiveOResponsesOagainstOLdOMonocytogenesO
InfectiondOPathogensbO2017bOlbO 4.5 15

113 zraftOGenomeOSequencespOResourcesOforOFoodOSafetyOandOPublicOHealthdOGenomehAnnouncementsbO
2017bOkbO 3

112 wmylasesOandOTheirOImportanceOduringOGlycanOzegradationpOGenomeOSequenceOReleaseOofOwmylaseO
KnockoutOStrainsdOGenomehAnnouncementsbO2017bOkbO 2

111 zraftOGenomeOSequencesOofOgbgniOStrainsOfromOtheOgffKOPathogenOGenomeOProjectdOGenomeh
AnnouncementsbO2017bOkbO 9

110 pOwOMicrobialOyommunityOwnalysisOToolOtoOIdentifyOandOVisualizeOSignificantlyOResponsiveOxranchesOinO
aOPhylogeneticOTreedOComputationalhandhStructuralhBiotechnologyhJournalbO2017bOgkbOimhcimn 6.8 5

109 wutomationOofOPacxioOSMRTbellONGSOlibraryOpreparationOforObacterialOgenomeOsequencingdO
StandardshinhGenomichSciencesbO2017bOghbOhm 16

108 wnalyticalOmethodologiesOforObroadOmetaboliteOcoverageOofOexhaledObreathOcondensatedOJournalhofh
ChromatographyhB:hAnalyticalhTechnologieshinhthehBiomedicalhandhLifehSciencesbO2017bOgflgcgflhbOgmchk 3.2 17

107 yomparativeOGenomicsORevealsOtheOziversityOofORestrictioncModificationOSystemsOandOzNwO
MethylationOSitesOinOListeriaOmonocytogenesdOAppliedhandhEnvironmentalhMicrobiologybO2017bOnibO 4.8 16

106 wminoOwcidOyatabolismOandOItsORelationshipOtoOyheeseOFlavorOOutcomesO2017bOjnickgl 9

105 wOSystcOMIySOwpproachOtoOEnsuringOFoodOSafetyOandOReducingOtheOEconomicOxurdenOofO
SalmonellosisdOFrontiershinhMicrobiologybO2017bOnbOool 5.7 28

104 HumanObreathOmetabolomicsOusingOanOoptimizedOnoncinvasiveOexhaledObreathOcondensateOsamplerdO
JournalhofhBreathhResearchbO2016bOggbOfglffg 3.1 13

103 xiotechnologyOofOflavorOformationOinOfermentedOdairyOproductsO2016bOgiicglj

102 SalmonellaOTyphimuriumOEnzymaticallyOLandscapesOtheOHostOIntestinalOEpithelialOyellOWIEyYOSurfaceO
GlycomeOtoOIncreaseOInvasiondOMolecularhandhCellularhProteomicsbO2016bOgkbOilkicillj 7.6 25

101
InfluenceOofOHostOEcologyOandOxehaviorOonOyampylobacterOjejuniOPrevalenceOandOEnvironmentalO
yontaminationORiskOinOaOSynanthropicOWildOxirdOSpeciesdOAppliedhandhEnvironmentalhMicrobiologybO
2016bOnhbOjnggchf

4.8 27

100 wOnewOmethodOforOconvertingOfoodwasteOintoOpathogenOfreeOsoilOamendmentOforOenhancingO
agriculturalOsustainabilitydOJournalhofhCleanerhProductionbO2016bOgghbOhfkchgi 10.3 24

99 EnhancedOnoncinvasiveOrespiratoryOsamplingOfromObottlenoseOdolphinsOforObreathOmetabolomicsO
measurementsdOJournalhofhBreathhResearchbO2016bOgfbOfjlffk 3.1 11

98 SalmonellaOzegradesOtheOHostOGlycocalyxOLeadingOtoOwlteredOInfectionOandOGlycanORemodelingdO
ScientifichReportsbO2016bOlbOhokhk 4.9 42

97 zraftOGenomeOSequencesOofOyampylobacterOjejuniOStrainsOThatOyauseOwbortionOinOLivestockdO
GenomehAnnouncementsbO2016bOjbO 10
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96 TheOxacterialOMobileOResistomeOTransferONetworkOyonnectingOtheOwnimalOandOHumanOMicrobiomesdO
AppliedhandhEnvironmentalhMicrobiologybO2016bOnhbOllmhcllng 4.8 145

95 GenomicOyomparisonOofOyampylobacterOsppdOandOTheirOPotentialOforOZoonoticOTransmissionO
betweenOxirdsbOPrimatesbOandOLivestockdOAppliedhandhEnvironmentalhMicrobiologybO2016bOnhbOmglkcmgmk 4.8 51

94 zefiningOtheOfoodOmicrobiomeOforOauthenticationbOsafetybOandOprocessOmanagementdOIBMhJournalhofh
ResearchhandhDevelopmentbO2016bOlfbOgpgcgpgi 2.5 15

93 zesignOofOtheOMywWOcomputeOserviceOforOfoodOsafetyObioinformaticsdOIBMhJournalhofhResearchhandh
DevelopmentbO2016bOlfbOhpgchpgh 2.5 4

92
MetabolomeOsearcherpOaOhighOthroughputOtoolOforOmetaboliteOidentificationOandOmetabolicOpathwayO
mappingOdirectlyOfromOmassOspectrometryOandOusingOgenomeOrestrictiondOBMChBioinformaticsbO2015bO
glbOlh

3.6 27

91
EnhancedOcardiacOwkteproteinOkinaseOxOsignalingOcontributesOtoOpathologicalOcardiacOhypertrophyOinO
partObyOimpairingOmitochondrialOfunctionOviaOtranscriptionalOrepressionOofOmitochondrionctargetedO
nuclearOgenesdOMolecularhandhCellularhBiologybO2015bOikbOnigcjl

4.8 61

90
yESwOTRwFFIyKINGOINHIxITOROinhibitsOcelluloseOdepositionOandOinterferesOwithOtheOtraffickingOofO
celluloseOsynthaseOcomplexesOandOtheirOassociatedOproteinsOKORRIGwNgOandOPOMheyELLULOSEO
SYNTHwSEOINTERwyTIVEOPROTEINgdOPlanthPhysiologybO2015bOglmbOingcoi

6.6 28

89 yompleteOGenomeOSequencesOofOaOylinicalOIsolateOandOanOEnvironmentalOIsolateOofOVibrioO
parahaemolyticusdOGenomehAnnouncementsbO2015bOibO 27

88 ProbioticObacteriaOsurviveOinOyheddarOcheeseOandOmodifyOpopulationsOofOotherOlacticOacidObacteriadO
JournalhofhAppliedhMicrobiologybO2014bOgglbOgljhckl 4.7 34

87 GastrointestinalOmicrobesOinteractOwithOcanineOadiposecderivedOmesenchymalOstemOcellsOinOvitroOandO
enhanceOimmunomodulatoryOfunctionsdOStemhCellshandhDevelopmentbO2014bOhibOgnigcji 4.4 43

86 ExploringObacterialOepigenomicsOinOtheOnextcgenerationOsequencingOerapOaOnewOapproachOforOanO
emergingOfrontierdOTrendshinhMicrobiologybO2014bOhhbOhohciff 12.4 20

85 xrevibacteriumO2014bOihjciif 2

84 GenomicOepidemiologyOofOSalmonellaOentericaOserotypeOEnteritidisObasedOonOpopulationOstructureO
ofOprevalentOlineagesdOEmerginghInfectioushDiseasesbO2014bOhfbOgjngco 10.2 62

83 GutOmicrobiotacproducedOsuccinateOpromotesOydOdifficileOinfectionOafterOantibioticOtreatmentOorO
motilityOdisturbancedOCellhHosthandhMicrobebO2014bOglbOmmfcm 23.4 209

82 GeneticOmechanismsOunderlyingOtheOpathogenicityOofOcoldcstressedOSalmonellaOentericaOserovarO
typhimuriumOinOculturedOintestinalOepithelialOcellsdOAppliedhandhEnvironmentalhMicrobiologybO2014bOnfbOlojicki4.8 19

81 MolecularOcloningOandOexpressionOlevelsOofOtheOmonoterpeneOsynthaseOgeneOWZMMgYOinOyassumunarO
gingerOWZingiberOmontanumOWKoenigYOLinkOexOzietrdYdOArchiveshofhBiologicalhSciencesbO2014bOllbOgihgcgiig 0.7 4

80 TheOFamilyOxrevibacteriaceaeO2014bOgjgcgki 1

79 MicrobiotacliberatedOhostOsugarsOfacilitateOpostcantibioticOexpansionOofOentericOpathogensdONaturebO
2013bOkfhbOolco 50.4 630

(2013-2016)
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78 PreadaptationOtoOcoldOstressOinOSalmonellaOentericaOserovarOTyphimuriumOincreasesOsurvivalOduringO
subsequentOacidOstressOexposuredOAppliedhandhEnvironmentalhMicrobiologybO2013bOmobOmhngco 4.8 50

77 yrossctalkObetweenOEdOcoliOstrainsOandOaOhumanOcolorectalOadenocarcinomacderivedOcellOlinedO
ScientifichReportsbO2013bOibOijgl 4.9 19

76 zissectingOtheOroleOofOmilkOcomponentsOonOgutOmicrobiotaOcompositiondOGuthMicrobesbO2013bOjbOgilco 8.8 28

75 InsulinOreceptorOsubstrateOsignalingOsuppressesOneonatalOautophagyOinOtheOheartdOJournalhofhClinicalh
InvestigationbO2013bOghibOkigocii 15.9 89

74 MetabolomicsOinOfoodOandOnutritionO2013bO 3

73 GeneticOlossOofOinsulinOreceptorsOworsensOcardiacOefficiencyOinOdiabetesdOJournalhofhMolecularhandh
CellularhCardiologybO2012bOkhbOgfgochl 5.8 45

72 yonsumptionOofOlysozymecrichOmilkOcanOalterOmicrobialOfecalOpopulationsdOAppliedhandhEnvironmentalh
MicrobiologybO2012bOmnbOlgkiclf 4.8 70

71 IntraspeciesOvariationOinOtheOemergenceOofOhyperinfectiousObacterialOstrainsOinOnaturedOPLoSh
PathogensbO2012bOnbOegffhljm 7.6 52

70 GlycosylationOofOhumanOmilkOlactoferrinOexhibitsOdynamicOchangesOduringOearlyOlactationOenhancingO
itsOroleOinOpathogenicObacteriachostOinteractionsdOMolecularhandhCellularhProteomicsbO2012bOggbOMgggdfgkhjn7.6 113

69 xacteroidesOinOtheOinfantOgutOconsumeOmilkOoligosaccharidesOviaOmucuscutilizationOpathwaysdOCellh
HosthandhMicrobebO2011bOgfbOkfmcgj 23.4 337

68 PhylogeneticOdistanceOinOGreatOSaltOLakeOmicrobialOcommunitiesdOAquatichMicrobialhEcologybO2011bO
ljbOhlmchmi 1.1 15

67 SpeciesOandOgenotypeOdiversityOdriveOcommunityOandOecosystemOpropertiesOinOexperimentalO
microcosmsdOEvolutionaryhEcologybO2011bOhkbOggfmcgghk 1.8 16

66 ResponsesOofOLacticOwcidOxacteriaOtoOStarvationO2011bOghocgjj 3

65 xroadOconservationOofOmilkOutilizationOgenesOinOxifidobacteriumOlongumOsubspdOinfantisOasOrevealedO
byOcomparativeOgenomicOhybridizationdOAppliedhandhEnvironmentalhMicrobiologybO2010bOmlbOmimicng 4.8 147

64 FunctionalObiogeographyOasOevidenceOofOgeneOtransferOinOhypersalineOmicrobialOcommunitiesdOPLoSh
ONEbO2010bOkbOeghogo 3.7 49

63 ProteomicOremodellingOofOmitochondrialOoxidativeOpathwaysOinOpressureOoverloadcinducedOheartO
failuredOCardiovascularhResearchbO2010bOnkbOimlcnj 9.9 161

62 MycoepoxydienebOaOfungalOpolyketidebOinducesOcellOcycleOarrestOatOtheOGheMOphaseOandOapoptosisOinO
HeLaOcellsdOBioorganichandhMedicinalhChemistryhLettersbO2010bOhfbOmfkjcn 2.9 48

61 zevelopmentOofOlarvalOSchistosomaOjaponicumOblockedOinOOncomelaniaOhupensisObyOprecinfectionO
withOlarvalOExorchisOspdOJournalhofhParasitologybO2009bOokbOgihgck 0.9 12
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60 TissuecspecificOremodelingOofOtheOmitochondrialOproteomeOinOtypeOgOdiabeticOakitaOmicedODiabetesbO
2009bOknbOgonlcom 0.9 138

59 yontributionOofOimpairedOmyocardialOinsulinOsignalingOtoOmitochondrialOdysfunctionOandOoxidativeO
stressOinOtheOheartdOCirculationbO2009bOggobOghmhcni 16.7 221

58 xiodiversityOinOmicrobialOcommunitiespOsystemOscaleOpatternsOandOmechanismsdOMolecularhEcologybO
2009bOgnbOgjkkclh 5.7 20

57 zifferentialOruminalOdegradationOofOalfalfaOproteinsdOCanadianhJournalhofhPlanthSciencebO2009bOnobOgflkcgfmj1 6

56 yytosporoneOxOisOanOagonistOforOnuclearOorphanOreceptorONurmmdONaturehChemicalhBiologybO2008bOjbOkjnckl11.7 232

55 yomparativeOgenomicOanalysisOofOtheOgutObacteriumOxifidobacteriumOlongumOrevealsOlociO
susceptibleOtoOdeletionOduringOpureOcultureOgrowthdOBMChGenomicsbO2008bOobOhjm 4.5 140

54 SolidcphaseOcaptureOofOpathogenicObacteriaObyOusingOgangliosidesOandOdetectionOwithOrealctimeOPyRdO
AppliedhandhEnvironmentalhMicrobiologybO2008bOmjbOhhkjcn 4.8 16

53 IdentificationOofOdehydrationOresponsiveOgenesOfromOtwoOnoncnodulatedOalfalfaOcultivarsOusingO
MedicagoOtruncatulaOmicroarraysdOActahPhysiologiaehPlantarumbO2008bOifbOgnicgoo 2.6 22

52 wOnovelOapproachOtoOidentifyObovineOspermOmembraneOproteinsOthatOinteractOwithOreceptorsOonOtheO
vitellineOmembraneOofObovineOoocytesdOMolecularhReproductionhandhDevelopmentbO2008bOmkbOljgco 2.6 3

51 SpecificOintegrinOsubunitsOinObovineOoocytesbOincludingOnovelOsequencesOforOalphaOlOandObetaOiO
subunitsdOMolecularhReproductionhandhDevelopmentbO2007bOmjbOlffcm 2.6 11

50 MicroarrayOanalysisOrevealsOpotentialOmechanismsOofOxRMSgcmediatedOmetastasisOsuppressiondO
ClinicalhandhExperimentalhMetastasisbO2007bOhjbOkkgclk 4.7 40

49 ProducingOlowOfatOcheeseO2007bOkhfckil 3

48 wminoOacidOmetabolismOinOrelationshipOtoOcheeseOflavorOdevelopmentO2007bOmfcgfg 6

47 yompoundsOassociatedOwithOcheeseOflavorO2007bOhlckg 2

46 yarbohydrateOstarvationOcausesOaOmetabolicallyOactiveObutOnonculturableOstateOinOLactococcusOlactisdO
AppliedhandhEnvironmentalhMicrobiologybO2007bOmibOhjonckgh 4.8 79

45 ImprovingOtheOflavourOofOcheeseO2007bO 4

44 GenomicsOandOcheeseOflavorO2007bOhgochik

43 PURIFIywTIONOOFOxOVINEOSPERMOMEMxRwNEcPROTEINSOINVOLVEzOINOSPERMcOOyYTEO
INTERwyTIONSpOwzHESIONbOFUSIONbOwNzOwyTIVwTIONdOBiologyhofhReproductionbO2007bOmmbOnncnn 3.9

(2007-2009)
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42 StudyOofObiochemicalOpathwaysOandOenzymesOinvolvedOinOpyreneOdegradationObyOMycobacteriumOspdO
strainOKMSdOAppliedhandhEnvironmentalhMicrobiologybO2006bOmhbOmnhgcn 4.8 90

41 IdentificationOofOtheOleucinectochcmethylbutyricOacidOcatabolicOpathwayOofOLactococcusOlactisdO
AppliedhandhEnvironmentalhMicrobiologybO2006bOmhbOjhljcmi 4.8 57

40 yomparativeOgenomicsOofOtheOlacticOacidObacteriadOProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmericabO2006bOgfibOgklggcl 11.5 1053

39 GeneOExpressionOwrraysOinOFoodO2005bOiiiciji 2

38 VolatileOSulfurOzetectionOinOFermentedOFoodsO2005bOiomcjfi 2

37 FattyOacidOproductionOfromOaminoOacidsOandOalphacketoOacidsObyOxrevibacteriumOlinensOxLhdOAppliedh
andhEnvironmentalhMicrobiologybO2004bOmfbOlinkcoi 4.8 29

36 RoleOofOaminotransferaseOIlvEOinOproductionOofObranchedcchainOfattyOacidsObyOLactococcusOlactisO
subspdOlactisdOAppliedhandhEnvironmentalhMicrobiologybO2004bOmfbOlincjg 4.8 25

35 zNwOMacroarrayOprofilingOofOLactococcusOlactisOsubspdOlactisOILgjfiOgeneOexpressionOduringO
environmentalOstressesdOAppliedhandhEnvironmentalhMicrobiologybO2004bOmfbOlmincjm 4.8 89

34 MonocarboxylicOacidOproductionObyOlactococciOandOlactobacillidOInternationalhDairyhJournalbO2004bOgjbOhimchjl3.5 34

33 UseOofOcapillaryOelectrophoresisOandOlasercinducedOfluorescenceOforOattomoleOdetectionOofOaminoO
acidsdOJournalhofhChromatographyhAbO2002bOoljbOhjicki 4.5 48

32 ziscoveringOlacticOacidObacteriaObyOgenomicsdOAntoniehVanhLeeuwenhoekbO2002bOnhbOhockn 2.1 149

31 ziscoveringOlacticOacidObacteriaObyOgenomicsdOAntoniehVanhLeeuwenhoekbO2002bOnhbOhockn 2.1 67

30 SolidcphaseOcaptureOofOproteinsbOsporesbOandObacteriadOAppliedhandhEnvironmentalhMicrobiologybO2001
bOlmbOgiffcm 4.8 23

29 TryptophanOcatabolismOinOxrevibacteriumOlinensOasOaOpotentialOcheeseOflavorOadjunctdOJournalhofh
DairyhSciencebO2001bOnjbOgmmicnh 4 21

28 OptimizingOtheOimmobilizationOofOsinglecstrandedOzNwOontoOglassObeadsdOJournalhofhProteomicsbO
2001bOjmbOhhgcig 110

27 RelationshipOofOarginineOandOlactoseOutilizationObyOLactococcusOlactisOsspdOlactisOMLidOInternationalh
DairyhJournalbO2001bOggbOhkichkn 3.5 25

26 InfluenceOofOgrowthOconditionsOonOheatcstableOphospholipaseOactivityOinOPseudomonasdOJournalhofh
DairyhResearchbO2001bOlnbOgfocgl 1.6 38

25 IsolationOandOcharacterizationOofOaOproteaseOfromOPseudomonasOfluorescensOROondOJournalhofh
AppliedhMicrobiologybO2000bOnobOhnfcn 4.7 42
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24 InfluenceOofOaOpolycethyleneOglycolOspacerOonOantigenOcaptureObyOimmobilizedOantibodiesdOJournalhofh
ProteomicsbO2000bOjkbOhggco 36

23 ziversityOofOsulfurOcompoundOproductionOinOlacticOacidObacteriadOJournalhofhDairyhSciencebO2000bOnibOhmjfcl4 53

22 InvestigationOofOtheOabilityOofOaOpurifiedOproteaseOfromOPseudomonasOfluorescensOROonOtoO
hydrolyzeObitterOpeptidesOfromOcheesedOInternationalhDairyhJournalbO2000bOgfbOmkcmo 3.5 15

21 xREVIxwyTERIUMO1999bOifncigj 0

20 GeneticOcharacterizationOofOaOcellOenvelopecassociatedOproteinaseOfromOLactobacillusOhelveticusO
yNRZihdOJournalhofhBacteriologybO1999bOgngbOjkohcm 3.5 68

19 SulfurOmetabolismOinObacteriaOassociatedOwithOcheesedOAntoniehVanhLeeuwenhoekbO1999bOmlbOhjmchlg 2.1 118

18 IsolationOandOcharacterizationOofOacidcOandObilectolerantOisolatesOfromOstrainsOofOLactobacillusO
acidophilusdOJournalhofhDairyhSciencebO1999bOnhbOhicig 4 193

17 ProductionOofOvolatileOsulfurOcompoundsOinOyheddarOcheeseOslurriesdOInternationalhDairyhJournalbO
1999bOobOlfkclgg 3.5 36

16 InfluenceOofOcarbohydrateOstarvationOandOarginineOonOculturabilityOandOaminoOacidOutilizationOofO
lactococcusOlactisOsubspdOlactisdOAppliedhandhEnvironmentalhMicrobiologybO1999bOlkbOllkcmi 4.8 78

15 SulfurOmetabolismOinObacteriaOassociatedOwithOcheeseO1999bOhjmchlg 2

14 PeptideOwccumulationOandOxitternessOinOyheddarOyheeseOMadeOUsingOSinglecStrainOLactococcusO
lactisOStartersOwithOzistinctOProteinaseOSpecificitiesdOJournalhofhDairyhSciencebO1998bOngbOihmciim 4 77

13 yonversionOofOmethionineOtoOthiolsObyOlactococcibOlactobacillibOandObrevibacteriadOAppliedhandh
EnvironmentalhMicrobiologybO1998bOljbOiihfcl 4.8 119

12 PurificationOandOcharacterizationOofOLcmethionineOgammaclyaseOfromObrevibacteriumOlinensOxLhdO
AppliedhandhEnvironmentalhMicrobiologybO1998bOljbOiihmcig 4.8 113

11 wOSemiautomatedOReflectanceOyolorimetricOMethodOforOtheOzeterminationOofOLipaseOwctivityOinO
MilkdOJournalhofhDairyhSciencebO1996bOmobOggljcggmg 4 16

10 yapillaryOelectrophoresisOofOyheddarOcheesedOJournalhofhChromatographyhAbO1996bOmigbOifkcigi 4.5 38

9
wOSEMIcwUTOMwTEzOyOLORIMETRIyOMETHOzOFOROzETERMINwTIONOOFOwMINOPEPTIzwSEO
wyTIVITYOINOTURxIzOSOLUTIONSOgdOJournalhofhRapidhMethodshandhAutomationhinhMicrobiologybO1995bO
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8 ProteolyticOyharacterizationOofOLactobacillusOdelbrueckiiOsspdObulgaricusOStrainsObyOtheO
ocPhthaldialdehydeOTestOandOwminoOwcidOwnalysisdOJournalhofhDairyhSciencebO1991bOmjbOioncjfi 4 20

7 yomparisonOofOylassicalOIonOExchangeOwminoOwcidOwnalysisOandOocPhthaldialdehydeOMethodsOtoO
yharacterizeOProteolysisObyOLactobacillusObulgaricusdOJournalhofhDairyhSciencebO1989bOmhbOhnmichnml 4 4
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6 MisclassificationOofOaOwholeOgenomeOsequenceOreferenceOdefinedObyOtheOHumanOMicrobiomeO
ProjectpOaOdetrimentalOcarryoverOeffectOtoOmicrobiomeOstudies 2

5 PandemicOdynamicsOofOyOVIzcgoOusingOepidemicOstagebOinstantaneousOreproductiveOnumberOandO
pathogenOgenomeOidentityOWGENIYOscorepOmodelingOmolecularOepidemiology 6
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2 xiologicalOmachineOlearningOcombinedOwithObacterialOpopulationOgenomicsOrevealsOcommonOandOrareO
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