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j Paper IF Citations

193 zeneratingLdynamicLgeneLexpressionLpatternsLwithoutLtheLneedLforLregulatoryLcircuitsaLPLoSaONEXL
2022XLdjXLeceikkkf 3.7

192 LearningLtheLlocalLlandscapeLofLproteinLstructuresLwithLconvolutionalLneuralLnetworksaLJournalaofa
BiologicalaPhysicsXL2021XLgjXLgfhYghg 1.6 1

191 utvPHLIPmLpredictingLbacteriophageLlifestyleLfromLconservedLproteinLdomainsaLPeerJXL2021XLlXLeddfli 3.1 20

190 ModelingLpoliovirusLreplicationLdynamicsLfromLliveLtimeYlapseLsingleYcellLimagingLdataaLScientifica
ReportsXL2021XLddXLliee 4.9 0

189 tLsystematicLanalysisLofLtheLbetaLhairpinLmotifLinLtheLProteinLwataLuankaLProteinaScienceXL2021XLfcXLidfYief6.3 5

188 TsrtLRegulatesLVirulenceLandLIntestinalLvolonizationLinaLMSphereXL2020XLhXL 5 1

187 HumanizationLofLyeastLgenesLwithLmultipleLhumanLorthologsLrevealsLfunctionalLdivergenceL
betweenLparalogsaLPLoSaBiologyXL2020XLdkXLefccciej 9.7 10

186 tssessmentLofLRamanLSpectroscopyLforLReducingLUnnecessaryLuiopsiesLforLMelanomaLScreeningaL
MoleculesXL2020XLehXL 4.8 6

185 tLvomprehensiveLvoexpressionLNetworkLtnalysisLinLVibrioLcholeraeaLMSystemsXL2020XLhXL 7.6 1

184 ModerateLtmountsLofLxpistasisLareLNotLxvolutionarilyLStableLinLSmallLPopulationsaLJournalaofa
MolecularaEvolutionXL2020XLkkXLgfhYggg 3.1 2

183 SiteYSpecificLtminoLtcidLwistributionsLyollowLaLUniversalLShapeaLJournalaofaMolecularaEvolutionXL
2020XLkkXLjfdYjgd 3.1 1

182 PredictingLanLepidemicLtrajectoryLisLdifficultaLProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaXL2020XLddjXLekhglYekhhd 11.5 11

181 PinetreemLaLstepYwiseLgeneLexpressionLsimulatorLwithLcodonYspecificLtranslationLratesaL
BioinformaticsXL2019XLfhXLgdjiYgdjk 7.2 3

180 InfluenzaLpassagingLannotationsmLwhatLtheyLtellLusLandLwhyLweLshouldLlistenaLVirusaEvolutionXL2019XL
hXLvezcdi 3.7 6

179 WelcomeLtoLtheLTidyverseaLJournalaofaOpenaSourceaSoftwareXL2019XLgXLdiki 5.2 2985

178 xvolutionaryLcouplingsLdetectLsideYchainLinteractionsaLPeerJXL2019XLjXLejekc 3.1 8

177 MoreLthanLefficacyLrevealedLbyLsingleYcellLanalysisLofLantiviralLtherapeuticsaLScienceaAdvancesXL2019XL
hXLeaaxgjid 14.3 8
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176 PhylogeneticLweightingLdoesLlittleLtoLimproveLtheLaccuracyLofLevolutionaryLcouplingLanalysesaL
EntropyXL2019XLedXL 2.8 6

175 TranscriptLdegradationLandLcodonLusageLregulateLgeneLexpressionLinLaLlyticLphageaLVirusaEvolutionXL
2019XLhXLvezchh 3.7 5

174 TheLManyLNuancedLxvolutionaryLvonsequencesLofLwuplicatedLzenesaLMolecularaBiologyaanda
EvolutionXL2019XLfiXLfcgYfdg 8.3 13

173 ueyondLThermodynamicLvonstraintsmLxvolutionaryLSamplingLzeneratesLRealisticLProteinLSequenceL
VariationaLGeneticsXL2018XLeckXLdfkjYdflh 4 6

172 wiscoveryLofLNextYzenerationLtntimicrobialsLthroughLuacterialLSelfYScreeningLofLSurfaceYwisplayedL
PeptideLLibrariesaLCellXL2018XLdjeXLidkYiekaedf 56.2 79

171 WithinYzeneLShineYwalgarnoLSequencesLtreLNotLSelectedLforLyunctionaLMolecularaBiologyaanda
EvolutionXL2018XLfhXLegkjYeglk 8.3 6

170 vombinatorialLtpproachesLtoLViralLtttenuationaLMSystemsXL2018XLfXL 7.6 3

169 LimitationsLofLalignmentYfreeLtoolsLinLtotalLRNtYseqLquantificationaLBMCaGenomicsXL2018XLdlXLhdc 4.5 42

168 tvianLInfluenzaLVirusLPudLzeneLinLHfNeLVirusesLxvolvedLinLHumansLToLReduceLInterferonLInhibitionL
byLSkewingLvodonLUsageLtowardLInterferonYtlteredLtRNtLPoolsaLMBioXL2018XLlXL 7.8 21

167 UsingLtheLMutationYSelectionLyrameworkLtoLvharacterizeLSelectionLonLProteinLSequencesaLGenesXL
2018XLlXL 4.2 6

166 PredictingLbacterialLgrowthLconditionsLfromLmRNtLandLproteinLabundancesaLPLoSaONEXL2018XLdfXLececiifg3.7 3

165 SicegarmLRLpackageLforLsigmoidalLandLdoubleYsigmoidalLcurveLfittingaLPeerJXL2018XLiXLegehd 3.1 18

164 tcceleratedLsimulationLofLevolutionaryLtrajectoriesLinLoriginYfixationLmodelsaLJournalaofatheaRoyala
SocietyaInterfaceXL2017XLdgXL 4.1 10

163 TheLxaLcoliLmolecularLphenotypeLunderLdifferentLgrowthLconditionsaLScientificaReportsXL2017XLjXLghfcf 4.9 18

162 uiophysicalLModelsLofLProteinLxvolutionmLUnderstandingLtheLPatternsLofLxvolutionaryLSequenceL
wivergenceaLAnnualaReviewaofaBiophysicsXL2017XLgiXLkhYdcf 21.1 68

161 vomputationalLpredictionLofLtheLtoleranceLtoLaminoYacidLdeletionLinLgreenYfluorescentLproteinaL
PLoSaONEXL2017XLdeXLecdiglch 3.7 8

160 SingleYvellLVirologymLOnYvhipLInvestigationLofLViralLInfectionLwynamicsaLCellaReportsXL2017XLedXLdileYdjcg10.6 41

159 ReducedLProteinLxxpressionLinLaLVirusLtttenuatedLbyLvodonLweoptimizationaLGw:aGenesoaGenomesoa
GeneticsXL2017XLjXLelhjYelik 3.2 11

(2017-2019)
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158 LargeYscaleLanalysisLofLpostYtranslationalLmodificationsLinLxaLcoliLunderLglucoseYlimitingLconditionsaL
BMCaGenomicsXL2017XLdkXLfcd 4.5 26

157 tLnewLtwistLinLmeasuringLmutationLratesaLELifeXL2017XLiXL 8.9 4

156 MeasuringLevolutionaryLratesLofLproteinsLinLaLstructuralLcontextaLFutttResearchXL2017XLiXLdkgh 3.6 9

155 MeasuringLevolutionaryLratesLofLproteinsLinLaLstructuralLcontextaLFutttResearchXL2017XLiXLdkgh 3.6 9

154 TheLevolutionLofLlogicLcircuitsLforLtheLpurposeLofLproteinLcontactLmapLpredictionaLPeerJXL2017XLhXLefdfl 3.1 5

153 valculatingLsiteYspecificLevolutionaryLratesLatLtheLaminoYacidLorLcodonLlevelLyieldsLsimilarLrateL
estimatesaLPeerJXL2017XLhXLeffld 3.1 8

152 xxtensivelyLParameterizedLMutationYSelectionLModelsLReliablyLvaptureLSiteYSpecificLSelectiveL
vonstraintaLMolecularaBiologyaandaEvolutionXL2016XLffXLellcYfcce 8.3 16

151 wissectingLtheLrolesLofLlocalLpackingLdensityLandLlongerYrangeLeffectsLinLproteinLsequenceL
evolutionaLProteins:aStructureoaFunctionaandaBioinformaticsXL2016XLkgXLkgdYhg 4.2 11

150 IntermediateLdivergenceLlevelsLmaximizeLtheLstrengthLofLstructureYsequenceLcorrelationsLinL
enzymesLandLviralLproteinsaLProteinaScienceXL2016XLehXLdfgdYhf 6.3 4

149 vausesLofLevolutionaryLrateLvariationLamongLproteinLsitesaLNatureaReviewsaGeneticsXL2016XLdjXLdclYed 30.1 162

148 ttLtheLmercyLofLvirusesaLELifeXL2016XLhXL 8.9 8

147 ViralLfactorsLinLinfluenzaLpandemicLriskLassessmentaLELifeXL2016XLhXL 8.9 61

146 ReproducibilityLofLSNVYcallingLinLmultipleLsequencingLrunsLfromLsingleLtumorsaLPeerJXL2016XLgXLedhck 3.1 2

145 yunctionalLSitesLInduceLLongYRangeLxvolutionaryLvonstraintsLinLxnzymesaLPLoSaBiologyXL2016XLdgXLedcceghe9.7 65

144 tLvomparisonLofLOneYRateLandLTwoYRateLInferenceLyrameworksLforLSiteYSpecificLdNbdSLxstimationaL
GeneticsXL2016XLecgXLgllYhdd 4 14

143 SequenceLamplificationLviaLcellLpassagingLcreatesLspuriousLsignalsLofLpositiveLadaptationLinL
influenzaLvirusLHfNeLhemagglutininaLVirusaEvolutionXL2016XLeXL 3.7 28

142 TheLrelationshipLbetweenLdNbdSLandLscaledLselectionLcoefficientsaLMolecularaBiologyaandaEvolutionXL
2015XLfeXLdcljYdck 8.3 63

141 zeometricLvonstraintsLwominateLtheLtntigenicLxvolutionLofLInfluenzaLHfNeLHemagglutininaLPLoSa
PathogensXL2015XLddXLedccglgc 7.6 34
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140 RelationshipLbetweenLproteinLthermodynamicLconstraintsLandLvariationLofLevolutionaryLratesL
amongLsitesaLPhysicalaBiologyXL2015XLdeXLcehcce 3 34

139 TheLutilityLofLproteinLstructureLasLaLpredictorLofLsiteYwiseLdNbdSLvariesLwidelyLamongLHIVYdL
proteinsaLJournalaofatheaRoyalaSocietyaInterfaceXL2015XLdeXLecdhchjl 4.1 7

138 xvolutionaryLpathsLofLleastLresistanceaLProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericaXL2015XLddeXLdehhfYg 11.5 4

137 vomputationalLandLyunctionalLtnalysisLofLtheLVirusYReceptorLInterfaceLRevealsLHostLRangeL
TradeYOffsLinLNewLWorldLtrenavirusesaLJournalaofaVirologyXL2015XLklXLddigfYhf 6.6 12

136 PyvolvemLtLylexibleLPythonLModuleLforLSimulatingLSequencesLalongLPhylogeniesaLPLoSaONEXL2015XL
dcXLecdflcgj 3.7 54

135 xvolutionaLSystematicLhumanizationLofLyeastLgenesLrevealsLconservedLfunctionsLandLgeneticL
modularityaLScienceXL2015XLfgkXLledYh 33.3 227

134 TimeLdependenceLofLevolutionaryLmetricsLduringLtheLecclLpandemicLinfluenzaLvirusLoutbreakaLVirusa
EvolutionXL2015XLdXL 3.7 20

133 vontrolledLMeasurementLandLvomparativeLtnalysisLofLvellularLvomponentsLinLxaLcoliLRevealsLuroadL
RegulatoryLvhangesLinLResponseLtoLzlucoseLStarvationaLPLoSaComputationalaBiologyXL2015XLddXLedccggcc5 27

132 vomprehensiveXLstructurallyYinformedLalignmentLandLphylogenyLofLvertebrateLbiogenicLamineL
receptorsaLPeerJXL2015XLfXLejjf 3.1 14

131 PredictingLevolutionaryLsiteLvariabilityLfromLstructureLinLviralLproteinsmLburiednessXLpackingXL
flexibilityXLandLdesignaLJournalaofaMolecularaEvolutionXL2014XLjlXLdfcYge 3.1 31

130 SocioeconomicLdisparitiesLinLtheLpresentationLofLacuteLbacterialLsinusitisLcomplicationsLinLchildrenaL
LaryngoscopeXL2014XLdegXLdjccYi 3.6 43

129 LimitedLutilityLofLresidueLmaskingLforLpositiveYselectionLinferenceaLMolecularaBiologyaandaEvolutionXL
2014XLfdXLegliYhcc 8.3 7

128 yittingLoutbreakLmodelsLtoLdataLfromLmanyLsmallLnorovirusLoutbreaksaLEpidemicsXL2014XLiXLdkYel 5.1 15

127 PredictingLgrowthLconditionsLfromLinternalLmetabolicLfluxesLinLanLinYsilicoLmodelLofLxaLcoliaLPLoSa
ONEXL2014XLlXLeddgick 3.7 10

126 LongYtermLcontrolLofLviralLreplicationLinLaLzroupLOXLhumanLimmunodeficiencyLvirusLtypeLdYinfectedL
individualaLAIDSaResearchaandaHumanaRetrovirusesXL2014XLfcXLhddYf 1.6 2

125 tnalyzingLmachupoLvirusYreceptorLbindingLbyLmolecularLdynamicsLsimulationsaLPeerJXL2014XLeXLeeii 3.1 7

124 RNaseIIILandLTgLpolynucleotideLKinaseLsequenceLbiasesLandLsolutionsLduringLRNtYseqLlibraryL
constructionaLBiologyaDirectXL2013XLkXLdi 7.2 9

123 MembraneLenvironmentLimposesLuniqueLselectionLpressuresLonLtransmembraneLdomainsLofLzL
proteinYcoupledLreceptorsaLJournalaofaMolecularaEvolutionXL2013XLjiXLdjeYke 3.1 18

(2013-2015)
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122 vrossYspeciesLcomparisonLofLsiteYspecificLevolutionaryYrateLvariationLinLinfluenzaLhaemagglutininaL
PhilosophicalaTransactionsaofatheaRoyalaSocietyaB:aBiologicalaSciencesXL2013XLfikXLecdecffg 5.8 18

121 TheLroleLofLenvironmentalLfactorsLonLtheLevolutionLofLphenotypicLdiversityLinLvesicularLstomatitisL
virusLpopulationsaLJournalaofaGeneralaVirologyXL2013XLlgXLkicYkik 4.9 3

120 IntegratingLsequenceLvariationLandLproteinLstructureLtoLidentifyLsitesLunderLselectionaLMoleculara
BiologyaandaEvolutionXL2013XLfcXLfiYgg 8.3 36

119 xxperimentsLonLtheLroleLofLdeleteriousLmutationsLasLsteppingLstonesLinLadaptiveLevolutionaL
ProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaXL2013XLddcXLxfdjdYk 11.5 55

118 SinonasalLanatomicLvariantsLandLasthmaLareLassociatedLwithLfasterLdevelopmentLofLchronicL
rhinosinusitisLinLpatientsLwithLallergicLrhinitisaLInternationalaForumaofaAllergyaandaRhinologyXL2013XLfXLjhhYid6.3 37

117 vongruentLevolutionLofLfitnessLandLgeneticLrobustnessLinLvesicularLstomatitisLvirusaLJournalaofa
VirologyXL2013XLkjXLglefYk 6.6 7

116 PeptideuuildermLtLsimpleLPythonLlibraryLtoLgenerateLmodelLpeptidesaLPeerJXL2013XLdXLekc 3.1 39

115 MaximumLallowedLsolventLaccessibilitesLofLresiduesLinLproteinsaLPLoSaONEXL2013XLkXLekcifh 3.7 190

114 tminoYacidLsiteLvariabilityLamongLnaturalLandLdesignedLproteinsaLPeerJXL2013XLdXLeedd 3.1 13

113 InteractionsLbetweenLevolutionaryLprocessesLatLhighLmutationLratesaLEvolution;aInternationala
JournalaofaOrganicaEvolutionXL2012XLiiXLefcfYdg 3.8 4

112 xigenYgenomicLsystemLdynamicYpatternLanalysisLTxSwtUmLmodelingLmRNtLdegradationLandL
selfYregulationaLIEEEsACMaTransactionsaonaComputationalaBiologyaandaBioinformaticsXL2012XLlXLgfcYj 3 3

111 ModelingLcodingYsequenceLevolutionLwithinLtheLcontextLofLresidueLsolventLaccessibilityaLBMCa
EvolutionaryaBiologyXL2012XLdeXLdjl 3 30

110 SlowLfitnessLrecoveryLinLaLcodonYmodifiedLviralLgenomeaLMolecularaBiologyaandaEvolutionXL2012XLelXLelljYfccg8.3 49

109 RiskLfactorsLforLdevelopmentLofLchronicLrhinosinusitisLinLpatientsLwithLallergicLrhinitisaLInternationala
ForumaofaAllergyaandaRhinologyXL2012XLeXLfjcYh 6.3 42

108 uringingLmoleculesLbackLintoLmolecularLevolutionaLPLoSaComputationalaBiologyXL2012XLkXLedccehje 5 45

107 ReducedLmRNtLsecondaryYstructureLstabilityLnearLtheLstartLcodonLindicatesLfunctionalLgenesLinL
prokaryotesaLGenomeaBiologyaandaEvolutionXL2012XLgXLkcYk 3.9 25

106 PrincipalYoscillationYpatternLanalysisLofLgeneLexpressionaLPLoSaONEXL2012XLjXLeekkch 3.7 7

105 TheLphenotypeYfitnessLmapLinLexperimentalLevolutionLofLphagesaLPLoSaONEXL2011XLiXLeejjli 3.7 28
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104 KineticsLofLtheLviralLcycleLinfluenceLpharmacodynamicsLofLantiretroviralLtherapyaLBiologyaDirectXL
2011XLiXLge 7.2 4

103 ReducedLstabilityLofLmRNtLsecondaryLstructureLnearLtheLtranslationYinitiationLsiteLinLdswNtLvirusesaL
BMCaEvolutionaryaBiologyXL2011XLddXLhl 3 17

102 TemporalLandLspatialLalterationsLinLmutantLswarmLsizeLofLStaLLouisLencephalitisLvirusLinLmosquitoL
hostsaLInfectionoaGeneticsaandaEvolutionXL2011XLddXLgicYk 4.5 13

101 TheLrelationshipLbetweenLrelativeLsolventLaccessibilityLandLevolutionaryLrateLinLproteinLevolutionaL
GeneticsXL2011XLdkkXLgjlYkk 4 84

100 SpecificLandLnonspecificLhostLadaptationLduringLarboviralLexperimentalLevolutionaLJournalaofa
MolecularaMicrobiologyaandaBiotechnologyXL2011XLedXLjdYkd 0.9 17

99 ShortLcommunicationmLdynamicLconstraintsLonLtheLsecondLphaseLcompartmentLofLHIVYinfectedLcellsaL
AIDSaResearchaandaHumanaRetrovirusesXL2011XLejXLjhlYid 1.6 19

98 TranscriptionalLrobustnessLcomplementsLnonsenseYmediatedLdecayLinLhumansaLPLoSaGeneticsXL2011XL
jXLedcceeli 6 4

97 vontactLheterogeneityLandLphylodynamicsmLhowLcontactLnetworksLshapeLparasiteLevolutionaryL
treesaLInterdisciplinaryaPerspectivesaonaInfectiousaDiseasesXL2011XLecddXLefkjgf 1.7 18

96 ReplyLtoLTorreaLClinicalaInfectiousaDiseasesXL2010XLhcXLdgehYdgei 11.6 1

95
MethodsLofLmodellingLviralLdiseaseLdynamicsLacrossLtheLwithinYLandLbetweenYhostLscalesmLtheL
impactLofLvirusLdoseLonLhostLpopulationLimmunityaLPhilosophicalaTransactionsaofatheaRoyalaSocietyaB:a
BiologicalaSciencesXL2010XLfihXLdlfdYgd

5.8 17

94 zenomicLevolutionLofLvesicularLstomatitisLvirusLstrainsLwithLdifferencesLinLadaptabilityaLJournalaofa
VirologyXL2010XLkgXLglicYk 6.6 16

93 IncongruentLfitnessLlandscapesXLnotLtradeoffsXLdominateLtheLadaptationLofLvesicularLstomatitisL
virusLtoLnovelLhostLtypesaLJournalaofaGeneralaVirologyXL2010XLldXLdgkgYlf 4.9 20

92 wetectingLpositiveLandLpurifyingLselectionLatLsynonymousLsitesLinLyeastLandLwormaLMoleculara
BiologyaandaEvolutionXL2010XLejXLdldeYee 8.3 50

91 tLuniversalLtrendLofLreducedLmRNtLstabilityLnearLtheLtranslationYinitiationLsiteLinLprokaryotesLandL
eukaryotesaLPLoSaComputationalaBiologyXL2010XLiXLedccciig 5 208

90 woesLmutationalLrobustnessLinhibitLextinctionLbyLlethalLmutagenesisLinLviralLpopulationsraLPLoSa
ComputationalaBiologyXL2010XLiXLedccckdd 5 18

89 SignaturesLofLproteinLbiophysicsLinLcodingLsequenceLevolutionaLCurrentaOpinionainaStructuralaBiologyXL
2010XLecXLfkhYl 8.1 38

88 PhenotypicLdifferencesLinLviralLimmuneLescapeLexplainedLbyLlinkingLwithinYhostLdynamicsLtoL
hostYpopulationLimmunityaLJournalaofaTheoreticalaBiologyXL2010XLeihXLhcdYdc 2.3 20

87 TranslationallyLoptimalLcodonsLassociateLwithLaggregationYproneLsitesLinLproteinsaLProteomicsXL2010
XLdcXLgdifYjd 4.8 36

(2010-2011)
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86
tnalysisLofLhumanLimmunodeficiencyLvirusLtypeLdLviremiaLandLprovirusLinLrestingLvwgWLTLcellsL
revealsLaLnovelLsourceLofLresidualLviremiaLinLpatientsLonLantiretroviralLtherapyaLJournalaofaVirologyXL
2009XLkfXLkgjcYkd

6.6 108

85 TLcellLdynamicsLandLtheLresponseLtoLHttRTLinLaLcohortLofLHIVYdYinfectedLeliteLsuppressorsaLClinicala
InfectiousaDiseasesXL2009XLglXLdjifYi 11.6 46

84 LethalLmutagenesisLinLaLstructuredLenvironmentaLJournalaofaTheoreticalaBiologyXL2009XLeidXLijYjf 2.3 11

83 TheLevolutionaryLconsequencesLofLerroneousLproteinLsynthesisaLNatureaReviewsaGeneticsXL2009XLdcXLjdhYeg30.1 334

82 TranslationallyLoptimalLcodonsLassociateLwithLstructurallyLsensitiveLsitesLinLproteinsaLMoleculara
BiologyaandaEvolutionXL2009XLeiXLdhjdYkc 8.3 146

81 vonstraintsLonLtheLdominantLmechanismLforLHIVLviralLdynamicsLinLpatientsLonLraltegraviraLAntivirala
TherapyXL2009XLdgXLeifYjd 1.6 21

80 tvidaL2009XLfYfh 23

79 vonstraintsLonLtheLdominantLmechanismLforLHIVLviralLdynamicsLinLpatientsLonLraltegraviraLAntivirala
TherapyXL2009XLdgXLeifYejd 1.6 23

78 TheLtravelingYwaveLapproachLtoLasexualLevolutionmLMullerSsLratchetLandLspeedLofLadaptationaL
TheoreticalaPopulationaBiologyXL2008XLjfXLegYgi 1.2 115

77 TheLlookYaheadLeffectLofLphenotypicLmutationsaLBiologyaDirectXL2008XLfXLdk 7.2 49

76 MistranslationYinducedLproteinLmisfoldingLasLaLdominantLconstraintLonLcodingYsequenceLevolutionaL
CellXL2008XLdfgXLfgdYhe 56.2 763

75 RapidLadaptiveLamplificationLofLpreexistingLvariationLinLanLRNtLvirusaLJournalaofaVirologyXL2008XLkeXLgfhgYie6.6 15

74 TheLstochasticLedgeLinLadaptiveLevolutionaLGeneticsXL2008XLdjlXLicfYec 4 52

73 wecayLdynamicsLofLHIVYdLdependLonLtheLinhibitedLstagesLofLtheLviralLlifeLcycleaLProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaXL2008XLdchXLgkfeYj 11.5 105

72 tLlinearLrelationshipLbetweenLfitnessLandLtheLlogarithmLofLtheLcriticalLbottleneckLsizeLinLvesicularL
stomatitisLvirusLpopulationsaLJournalaofaVirologyXL2008XLkeXLdehklYlc 6.6 7

71 LethalLmutagenesisLofLbacteriaaLGeneticsXL2008XLdkcXLdcidYjc 4 35

70 LethalLMutagenesisL2008XLecjYedk 6

69 wetectingLclustersLofLmutationsaLPLoSaONEXL2008XLfXLefjih 3.7 7
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68 vontactLdensityLaffectsLproteinLevolutionaryLrateLfromLbacteriaLtoLanimalsaLJournalaofaMoleculara
EvolutionXL2008XLiiXLflhYgcg 3.1 44

67 LowYlevelLHIVYdLreplicationLandLtheLdynamicsLofLtheLrestingLvwgWLTLcellLreservoirLforLHIVYdLinLtheL
settingLofLHttRTaLBMCaInfectiousaDiseasesXL2008XLkXLe 4 43

66 yrequencyYwependentLSelectionLinLaLPeriodicLxnvironmentaLPhysicaaA:aStatisticalaMechanicsaandaItsa
ApplicationsXL2007XLfkdXLehhYeig 3.3 1

65 xffectsLofLpopulationLsizeLandLmutationLrateLonLtheLevolutionLofLmutationalLrobustnessaLEvolution;a
InternationalaJournalaofaOrganicaEvolutionXL2007XLidXLiiiYjg 3.8 41

64 LimitsLonLreplenishmentLofLtheLrestingLvwgWLTLcellLreservoirLforLHIVLinLpatientsLonLHttRTaLPLoSa
PathogensXL2007XLfXLedee 7.6 57

63 TheoryLofLlethalLmutagenesisLforLvirusesaLJournalaofaVirologyXL2007XLkdXLelfcYl 6.6 197

62 ThermodynamicsLofLneutralLproteinLevolutionaLGeneticsXL2007XLdjhXLehhYii 4 120

61 SelectionLforLmutationalLrobustnessLinLfiniteLpopulationsaLJournalaofaTheoreticalaBiologyXL2006XLegfXLdkdYlc2.3 31

60 StructuralLdeterminantsLofLtheLrateLofLproteinLevolutionLinLyeastaLMolecularaBiologyaandaEvolutionXL
2006XLefXLdjhdYid 8.3 138

59 RobustnessLandLxvolvabilityLinLLivingLSystemsaLBioScienceXL2006XLhiXLilh 5.7 5

58 PopulationLgeneticsLofLtranslationalLrobustnessaLGeneticsXL2006XLdjfXLgjfYkd 4 44

57
ResidualLhumanLimmunodeficiencyLvirusLtypeLdLviremiaLinLsomeLpatientsLonLantiretroviralLtherapyLisL
dominatedLbyLaLsmallLnumberLofLinvariantLclonesLrarelyLfoundLinLcirculatingLvwgWLTLcellsaLJournalaofa
VirologyXL2006XLkcXLiggdYhj

6.6 321

56 wensityYwependentLSelectionLinLVesicularLStomatitisLVirusaLJournalaofaVirologyXL2006XLkcXLgecjYgecj 6.6 78

55 tLsingleLdeterminantLdominatesLtheLrateLofLyeastLproteinLevolutionaLMolecularaBiologyaanda
EvolutionXL2006XLefXLfejYfj 8.3 317

54 QuasispeciesLinLtimeYdependentLenvironmentsaLCurrentaTopicsainaMicrobiologyaandaImmunologyXL
2006XLellXLffYhc 3.3 11

53 TradeoffLbetweenLshortYtermLandLlongYtermLadaptationLinLaLchangingLenvironmentaLPhysicalaReviewa
EXL2005XLjeXLcgdlee 2.4 3

52 PredictingLtheLtoleranceLofLproteinsLtoLrandomLaminoLacidLsubstitutionaLBiophysicalaJournalXL2005XL
klXLfjdgYec 2.9 36

51 QuasispeciesLtheoryLinLtheLcontextLofLpopulationLgeneticsaLBMCaEvolutionaryaBiologyXL2005XLhXLgg 3 192

(2005-2008)
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50 OnLtheLconservativeLnatureLofLintragenicLrecombinationaLProceedingsaofatheaNationalaAcademyaofa
SciencesaofatheaUnitedaStatesaofaAmericaXL2005XLdceXLhfkcYh 11.5 79

49 WhyLhighlyLexpressedLproteinsLevolveLslowlyaLProceedingsaofatheaNationalaAcademyaofaSciencesaofathea
UnitedaStatesaofaAmericaXL2005XLdceXLdgffkYgf 11.5 590

48 ThermodynamicLpredictionLofLproteinLneutralityaLProceedingsaofatheaNationalaAcademyaofaSciencesaofa
theaUnitedaStatesaofaAmericaXL2005XLdceXLiciYdd 11.5 272

47 tvidamLxvolutionLxxperimentsLwithLSelfYReplicatingLvomputerLProgramsL2005XLfYfh 2

46 wensityYdependentLselectionLinLvesicularLstomatitisLvirusaLJournalaofaVirologyXL2004XLjkXLhjllYkcg 6.6 69

45
RxPLIvtTIONLtTLPxRIOwIvtLLYLvHtNzINzLMULTIPLIvITYLOyLINyxvTIONLPROMOTxSLSTtuLxL
vOxXISTxNvxLOyLvOMPxTINzLVIRtLLPOPULtTIONSaLEvolution;aInternationalaJournalaofaOrganica
EvolutionXL2004XLhkXLlcc

3.8 2

44 voYinfectionLweakensLselectionLagainstLepistaticLmutationsLinLRNtLvirusesaLGeneticsXL2004XLdikXLlYdl 4 67

43 TheLspeedLofLadaptationLinLlargeLasexualLpopulationsaLGeneticsXL2004XLdijXLecghYhf 4 108

42 tdaptiveLradiationLfromLresourceLcompetitionLinLdigitalLorganismsaLScienceXL2004XLfchXLkgYi 33.3 97

41 tvidamLaLsoftwareLplatformLforLresearchLinLcomputationalLevolutionaryLbiologyaLArtificialaLifeXL2004XL
dcXLdldYeel 1.4 205

40 xxperimentsLinLwigitalLxvolutionLTxditorsSLIntroductionLtoLtheLSpecialLIssueUaLArtificialaLifeXL2004XLdcXLddjYdee1.4 7

39 xvolutionLofLresourceLcompetitionLbetweenLmutuallyLdependentLdigitalLorganismsaLArtificialaLifeXL
2004XLdcXLdghYhi 1.4 6

38 wigitalLevolutionLinLtimeYdependentLfitnessLlandscapesaLArtificialaLifeXL2004XLdcXLdefYfg 1.4 8

37 ReplicationLatLperiodicallyLchangingLmultiplicityLofLinfectionLpromotesLstableLcoexistenceLofL
competingLviralLpopulationsaLEvolution;aInternationalaJournalaofaOrganicaEvolutionXL2004XLhkXLlccYh 3.8 30

36 SupplementaryLmaterialsLneedLtheLrightLformataLNatureXL2004XLgfcXLeld 50.4

35 MolecularLclockLinLneutralLproteinLevolutionaLBMCaGeneticsXL2004XLhXLeh 2.6 38

34 StabilityLandLtheLevolvabilityLofLfunctionLinLaLmodelLproteinaLBiophysicalaJournalXL2004XLkiXLejhkYig 2.9 80

33 ModellingLStochasticLvlonalLInterferenceaLNaturalaComputingaSeriesXL2004XLedYfk 2.5 2
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32 woesLtheLRedLQueenLReignLinLtheLKingdomLofLwigitalLOrganismsraLLectureaNotesainaComputeraScience
XL2003XLgchYgdg 0.9

31 vompensatoryLmutationsLcauseLexcessLofLantagonisticLepistasisLinLRNtLsecondaryLstructureLfoldingaL
BMCaEvolutionaryaBiologyXL2003XLfXLf 3 56

30 PhenotypicLmixingLandLhidingLmayLcontributeLtoLmemoryLinLviralLquasispeciesaLBMCaMicrobiologyXL
2003XLfXLdd 4.5 48

29 xvolutionLofLmutationalLrobustnessaLMutationaResearchapaFundamentalaandaMolecularaMechanismsaofa
MutagenesisXL2003XLheeXLfYdd 3.3 95

28 ProbabilityLofLfixationLofLanLadvantageousLmutantLinLaLviralLquasispeciesaLGeneticsXL2003XLdifXLgijYjg 4 33

27 zenealogicalLprocessLonLaLcorrelatedLfitnessLlandscapeaLTheaJournalaofaExperimentalaZoologyXL2002XL
elgXLejgYkg 13

26 ViralLevolutionLunderLtheLpressureLofLanLadaptiveLimmuneLsystemmLOptimalLmutationLratesLforLviralL
escapeaLComplexityXL2002XLkXLekYff 1.6 41

25 OptimalLadaptiveLperformanceLandLdelocalizationLinLNKLfitnessLlandscapesaLPhysicaaA:aStatisticala
MechanicsaandaItsaApplicationsXL2002XLfcgXLglhYhci 3.3 25

24 MaternalLeffectsLinLmolecularLevolutionaLPhysicalaReviewaLettersXL2002XLkkXLcjkdcd 7.4 15

23 TheLbiologyLofLdigitalLorganismsaLTrendsainaEcologyaandaEvolutionXL2002XLdjXLhekYhfe 10.9 68

22 wynamicLfitnessLlandscapesLinLmolecularLevolutionaLPhysicsaReportsXL2001XLfglXLflhYggi 27.7 94

21 wynamicLfitnessLlandscapesmLexpansionsLforLsmallLmutationLratesaLPhysicaaA:aStatisticalaMechanicsa
andaItsaApplicationsXL2001XLelcXLgjhYglc 3.3 10

20 tdaptiveLevolutionLonLneutralLnetworksaLBulletinaofaMathematicalaBiologyXL2001XLifXLjdhYfc 2.1 98

19 SelectionLforLfitnessLversusLselectionLforLrobustnessLinLRNtLsecondaryLstructureLfoldingaLEvolution;a
InternationalaJournalaofaOrganicaEvolutionXL2001XLhhXLegdeYec 3.8 69

18 xvolutionLofLdigitalLorganismsLatLhighLmutationLratesLleadsLtoLsurvivalLofLtheLflattestaLNatureXL2001XL
gdeXLffdYf 50.4 446

17 SxLxvTIONLyORLyITNxSSLVxRSUSLSxLxvTIONLyORLROuUSTNxSSLINLRNtLSxvONwtRYLSTRUvTURxL
yOLwINzaLEvolution;aInternationalaJournalaofaOrganicaEvolutionXL2001XLhhXLegde 3.8 8

16 InteractionLbetweenLdirectionalLepistasisLandLaverageLmutationalLeffectsaLProceedingsaofatheaRoyala
SocietyaB:aBiologicalaSciencesXL2001XLeikXLdgilYjg 4.4 92

15 LifetimesLofLagentsLunderLexternalLstressaLPhysicalaReviewaEXL1999XLhlXLRehdeYRehdh 2.4 1
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14 tdaptiveLwalksLonLtimeYdependentLfitnessLlandscapesaLPhysicalaReviewaEXL1999XLicXLedhgYl 2.4 13

13 MolecularLxvolutionLinLTimeYwependentLxnvironmentsaLLectureaNotesainaComputeraScienceXL1999XLgdjYged0.9

12 tftershocksLinLcoherentYnoiseLmodelsaLPhysicaaD:aNonlinearaPhenomenaXL1998XLdecXLgcdYgdj 3.3 13

11 HierarchicalLnoiseLinLlargeLsystemsLofLindependentLagentsaLPhysicalaReviewaEXL1998XLhkXLjdcdYjdck 2.4 1

10 txionLcyclotronLemissivityLofLmagnetizedLwhiteLdwarfsLandLneutronLstarsaLPhysicalaReviewaDXL1997XL
hiXLdfdfYdfdl 4.9 13

9 SimpleLmodelLofLevolutionLwithLvariableLsystemLsizeaLPhysicalaReviewaEXL1997XLhiXLjdekYjdfd 2.4 15

8 UncoveringLmodelingLfeaturesLofLviralLreplicationLdynamicsLfromLhighYthroughputLsingleYcellL
virologyLexperiments 1

7 tLsystematicLanalysisLofLtheLbetaLhairpinLmotifLinLtheLProteinLwataLuank 1

6 RelationshipLbetweenLproteinLthermodynamicLconstraintsLandLvariationLofLevolutionaryLratesL
amongLsites 1

5 SequenceLamplificationLviaLcellLpassagingLcreatesLspuriousLsignalsLofLpositiveLadaptationLinL
influenzaLHfNeLhemagglutinin 2

4 utvPHLIPmLPredictingLbacteriophageLlifestyleLfromLconservedLproteinLdomains 1

3 TheoryLofLmeasurementLforLsiteYspecificLevolutionaryLratesLinLaminoYacidLsequences 2

2 TranscriptLdegradationLandLcodonLusageLregulateLgeneLexpressionLinLaLlyticLphage 1

1 HumanizationLofLyeastLgenesLwithLmultipleLhumanLorthologsLrevealsLprinciplesLofLfunctionalL
divergenceLbetweenLparalogs 4
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