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PIGT-CDG, a disorder of the glycosylphosphatidylinositol anchor: description of 13 novel patients and
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A microdeletion encompassing <i>PHF21A</i> in an individual with global developmental delay and
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Biallelic variants in <scp><i>ZNF142<[i><[scp> lead to a syndromic neurodevelopmental disorder.
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