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j Paper IF Citations

233 SsRSYuoVYdLbreakthroughLinfectionsLelicitLpotentXLbroadXLandLdurableLneutralizingLantibodyL
responsesZZLCellXL2022XL 56.2 21

232
éeasuringLinfectiousLSsRSYuoVYdLinLclinicalLsamplesLrevealsLaLhigherLviralLtiterlRïsLratioLforLveltaL
andLwpsilonLvsZLslphaLvariantsZZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaXL2022XLcckXL

11.5 6

231 éutationsLinLviralLnucleocapsidLproteinLandLendoRïaseLareLdiscoveredLtoLassociateLwithLuOVIvckL
hospitalizationLriskZZLScientificgReportsXL2022XLcdXLcdbh 4.9 3

230 TrajectoryLofLViralLRïsL×oadLsmongLβersonsLWithLIncidentLSsRSYuoVYdLyhcfLInfectionLTWuhanL
StrainULinLsssociationLWithLuOVIvYckLSymptomLOnsetLandLSeverityZZLJAMAgNetworkgOpenXL2022XLgXLedcfdikh10.4 2

229 wvaluatingLantibodyLmediatedLprotectionLagainstLslphaXLtetaXLandLveltaLSsRSYuoVYdLvariantsLofL
concernLinLKcjYhsuwdLtransgenicLmiceZZLJournalgofgVirologyXL2022XLjvibdcjfdc 6.6 1

228 wlucidatingLβathwaysLéediatingLtheLRelationshipLtetweenLéaleLSexLandLuOVIvYckLSeverityZZL
ClinicalgEpidemiologyXL2022XLcfXLccgYcdg 5.9 0

227 TheLImpactLofLtYcellLvirectedLTherapyLonLSsRSYuoVYdLVaccineLwfficacyLinLu××ZZLBritishgJournalgofg
HaematologyXL2022XL 4.5 1

226 xragmentLSizeYtasedLwnrichmentLofLViralLSequencesLinLβlasmaLuellYxreeLvïsZZLJournalgofgMolecularg
DiagnosticsXL2022XLdfXLfihYfjf 5.1 1

225 éodelingLInfectionLandLTropismLofLzumanLβarainfluenzaLVirusLTypeLeLinLxerretsZZLMBioXL2022XLebejecdc 7.8 0

224 TheLSsRSYuoVYdLOmicronLVariantLvoesLïotLzaveLzigherLïasalLViralL×oadsLuomparedLtoLtheLveltaL
VariantLinLSymptomaticLandLssymptomaticLIndividualsZZLJournalgofgClinicalgMicrobiologyXL2022XLebbcekdd 9.7 3

223
veLnovoLemergenceLofLaLremdesivirLresistanceLmutationLduringLtreatmentLofLpersistentL
SsRSYuoVYdLinfectionLinLanLimmunocompromisedLpatientlLaLcaseLreportZZLNaturegCommunicationsXL
2022XLceXLcgfi

17.4 6

222 ResponseLofLzumanL×iverLTissueLtoLInnateLImmuneLStimuliZZLFrontiersgingImmunologyXL2022XLceXLjccggc 8.4

221 zostYpathogenLdynamicsLinLlongitudinalLclinicalLspecimensLfromLpatientsLwithLuOVIvYckZZLScientificg
ReportsXL2022XLcdXLgjgh 4.9 1

220 IdentificationLofLOmicronYveltaLuoinfectionsLUsingLβuRYtasedLyenotypingZZLMicrobiologygSpectrumXL
2022XLebbhbgdd 8.9 1

219 TwoLïovelLIflavirusesLviscoveredLinLtatLSamplesLinLWashingtonLStateZLVirusesXL2022XLcfXLkkf 6.2 1

218 éolecularLsnalysisLofLSsRSYuoVYdL×ineagesLinLsrmeniaZLVirusesXL2022XLcfXLcbif 6.2 1

217 éonoclonalLantibodyLtreatmentLdrivesLrapidLcultureLconversionLinLSsRSYuoVYdLinfectionZL2021XL 6
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216
TreponemaLpallidumLgenomeLsequencingLfromLsixLcontinentsLrevealsLvariabilityLinLvaccineL
candidateLgenesLandLdominanceLofLïicholsLcladeLstrainsLinLéadagascarZZLPLoSgNeglectedgTropicalg
DiseasesXL2021XLcgXLebbcbbhe

4.8 2

215 OralLprodrugLofLremdesivirLparentLySYffcgdfLisLefficaciousLagainstLSsRSYuoVYdLinLferretsZLNatureg
CommunicationsXL2021XLcdXLhfcg 17.4 27

214 ulinicalLandLInfectionLβreventionLspplicationsLofLSsRSYuoVYdLyenotypinglLanLIvSsasSéLuonsensusL
ReviewLvocumentZLJournalgofgClinicalgMicrobiologyXL2021XL®uébchgkdc 9.7 3

213 OptimalLtestYassistedLquarantineLstrategiesLforLuOVIvYckL2021XL 1

212 emergenceLofLaLremdesivirLresistanceLmutationLduringLtreatmentLofLpersistentLSsRSYuoVYdL
infectionLinLanLimmunocompromisedLpatientlLsLcaseLreportZL2021XL 2

211 βredictingLInfectivitylLuomparingLxourLβuRYbasedLsssaysLtoLvetectLuulturableLSsRSYuoVYdLinL
ulinicalLSamplesZLEMBOgMoleculargMedicineXL2021XLecgdkb 12 8

210 zumanLparainfluenzaLvirusLevolutionLduringLlungLinfectionLofLimmunocompromisedLindividualsL
promotesLviralLpersistenceZLJournalgofgClinicalgInvestigationXL2021XLcecXL 15.9 2

209 zamsterLorganotypicLmodelingLofLSsRSYuoVYdLlungLandLbrainstemLinfectionZLNatureg
CommunicationsXL2021XLcdXLgjbk 17.4 3

208 zydroxychloroquineLwithLorLwithoutLazithromycinLforLtreatmentLofLearlyLSsRSYuoVYdLinfectionL
amongLhighYriskLoutpatientLadultslLsLrandomizedLclinicalLtrialZLEClinicalMedicineXL2021XLeeXLcbbiie 11.3 28

207 wndogenouslyLβroducedLSsRSYuoVYdLSpecificLIgyLsntibodiesLéayLzaveLaL×imitedLImpactLonL
ulearingLïasalLSheddingLofLVirusLduringLβrimaryLInfectionLinLzumansZLVirusesXL2021XLceXL 6.2 3

206 ulinicalLandLVirologicLuharacteristicsLandLOutcomesLofLuoronavirusLviseaseLdbckLatLaLuancerL
uenterZLOpengForumgInfectiousgDiseasesXL2021XLjXLofabcke 1 1

205 InactivationLofLgenesLinLoxidativeLrespirationLandLironLacquisitionLpathwaysLinLpediatricLclinicalL
isolatesLofLSmallLcolonyLvariantLwnterobacteriaceaeZLScientificgReportsXL2021XLccXLifgi 4.9 1

204 SsRSYuoVYdLORxhLvisruptsLtidirectionalLïucleocytoplasmicLTransportLthroughLInteractionsLwithL
RaecLandLïupkjZLMBioXL2021XLcdXL 7.8 26

203 sLhumanLcoronavirusLevolvesLantigenicallyLtoLescapeLantibodyLimmunityZLPLoSgPathogensXL2021XLciXLecbbkfge7.6 93

202 RetrospectiveLvetectionLofLSsRSYuoVYdLinLSymptomaticLβatientsLpriorLtoLWidespreadLviagnosticL
TestingLinLSouthernLualiforniaZLClinicalgInfectiousgDiseasesXL2021XL 11.6 3

201 yenerationLofLtKLandL®uLβolyomavirusLvefectiveLViralLyenomesLinLzumanLUrineLSamplesL
sssociatedLwithLzigherLViralL×oadsZLJournalgofgVirologyXL2021XLkgXL 6.6 2

200 ViralLgenomesLrevealLpatternsLofLtheLSsRSYuoVYdLoutbreakLinLWashingtonLStateZLScienceg
TranslationalgMedicineXL2021XLceXL 17.5 18

199 SsRSYuoVYdLtZcZcZiLandLtZcZegcLvariantsLofLconcernLinduceLlethalLdiseaseLinLKcjYhsuwdLtransgenicL
miceLdespiteLconvalescentLplasmaLtherapyL2021XL 9
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198 éolecularLxeaturesLofLtheLéeaslesLVirusLViralLxusionLuomplexLThatLxavorLInfectionLandLSpreadLinL
theLtrainZLMBioXL2021XLcdXLebbikkdc 7.8 4

197 VariantsLofLconcernLareLoverrepresentedLamongLpostYvaccinationLbreakthroughLinfectionsLofL
SsRSYuoVYdLinLWashingtonLStateZLClinicalgInfectiousgDiseasesXL2021XL 11.6 23

196 SpecificLallelicLdiscriminationLofLïgbcYLandLotherLSsRSYuoVYdLmutationsLbyLddβuRLdetectsLtZcZcZiL
lineageLinLWashingtonLStateZLJournalgofgMedicalgVirologyXL2021XLkeXLgkecYgkfc 19.7 16

195 βerformanceLcharacteristicsLofLtheLsbbottLslinityLmLSsRSYuoVYdLassayZLJournalgofgClinicalgVirologyXL
2021XLcfbXLcbfjhk 14.5 4

194 ReducingLuOVIvYckLquarantineLwithLSsRSYuoVYdLtestinglLaLsimulationLstudyZLBMJgOpenXL2021XLccXLebgbfie3 4

193 wstimatingLtheLxalseYβositiveLRateLofLzighlyLsutomatedLSsRSYuoVYdLïucleicLscidLsmplificationL
TestingZLJournalgofgClinicalgMicrobiologyXL2021XLgkXLebcbjbdc 9.7 6

192 yenomicsLandLtranscriptomicsLyieldsLaLsystemYlevelLviewLofLtheLbiologyLofLtheLpathogenLïaegleriaL
fowleriZLBMCgBiologyXL2021XLckXLcfd 7.3 7

191
×owLβrevalenceLofLSevereLscuteLRespiratoryLSyndromeLuoronavirusLdLsmongLβregnantLandL
βostpartumLβatientsLWithLUniversalLScreeningLinLSeattleXLWashingtonZLClinicalgInfectiousgDiseasesXL
2021XLidXLjhkYjid

11.6 20

190
OccurrenceLandLTimingLofLSubsequentLSevereLscuteLRespiratoryLSyndromeLuoronavirusLdL
ReverseYtranscriptionLβolymeraseLuhainLReactionLβositivityLsmongLInitiallyLïegativeLβatientsZL
ClinicalgInfectiousgDiseasesXL2021XLidXLedeYedh

11.6 57

189 vynamicsLofLïeutralizingLsntibodyLTitersLinLtheLéonthsLsfterLSevereLscuteLRespiratoryLSyndromeL
uoronavirusLdLInfectionZLJournalgofgInfectiousgDiseasesXL2021XLddeXLckiYdbg 7 119

188 zydroxychloroquineLasLβostexposureLβrophylaxisLtoLβreventLSevereLscuteLRespiratoryLSyndromeL
uoronavirusLdLInfectionLlLsLRandomizedLTrialZLAnnalsgofgInternalgMedicineXL2021XLcifXLeffYegd 8 36

187
βrolongedLpersistenceLofLβuRYdetectableLvirusLduringLanLoutbreakLofLSsRSYuoVYdLinLanLinpatientL
geriatricLpsychiatryLunitLinLKingLuountyXLWashingtonZLAmericangJournalgofgInfectiongControlXL2021XL
fkXLdkeYdkj

3.8 14

186 wvolutionaryLzistoryLofLwndogenousLzumanLzerpesvirusLhLReflectsLzumanLéigrationLoutLofLsfricaZL
MoleculargBiologygandgEvolutionXL2021XLejXLkhYcbi 8.3 10

185 ursssphageLandLitsLbacterialLhostLinLcatLfecesZLScientificgReportsXL2021XLccXLjcg 4.9 6

184 ulinicalLandLInfectionLβreventionLspplicationsLofLSsRSYuoVYdLyenotypinglLsnLIvSsasSéLuonsensusL
ReviewLvocumentZLClinicalgInfectiousgDiseasesXL2021XL 11.6 4

183 ïySocomialLInfectionslLzighYResolutionLViewsLofLzospitalYscquiredLInfectionsLThroughLyenomicL
wpidemiologyZZLJournalgofgthegPediatricgInfectiousgDiseasesgSocietyXL2021XLcbXLSjjYSkg 4.8 1

182 snalyticalLSensitivityLofLtheLsbbottLtinaxïOWLuOVIvYckLsgLuardZLJournalgofgClinicalgMicrobiologyXL
2021XLgkXL 9.7 40

181 InLsilicoLdetectionLofLSsRSYuoVYdLspecificLtYcellLepitopesLandLvalidationLinLw×ISsLforLserologicalL
diagnosisLofLuOVIvYckZLScientificgReportsXL2021XLccXLfdkb 4.9 9
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180 uRISβRYuaskLgeneLeditingLofLhepatitisLtLvirusLinLchronicallyLinfectedLhumanizedLmiceZLMolecularg
TherapygugMethodsgandgClinicalgDevelopmentXL2021XLdbXLdgjYdig 6.4 24

179 yeneticLengineeringLofLTreponemaLpallidumLsubspZLpallidumXLtheLSyphilisLSpirocheteZLPLoSg
PathogensXL2021XLciXLecbbkhcd 7.6 4

178 TestLitLearlierXLresultLitLfasterXLmakesLusLstrongerlLhowLrapidLviralLdiagnosticsLenableLtherapeuticL
successZLCurrentgOpiniongingVirologyXL2021XLfkXLcccYcch 7.5 1

177 sLSsRSYuoVYdLïucleocapsidLVariantLthatLsffectsLsntigenLTestLβerformanceZLJournalgofgClinicalg
VirologyXL2021XLcfcXLcbfkbb 14.5 17

176 ImmunogenicityLofLaLheterologousLuOVIvYckLvaccineLafterLfailedLvaccinationLinLaLlymphomaL
patientZLCancergCellXL2021XLekXLcbeiYcbej 24.3 15

175 WholeLyenomeLSequenceLsnalysisLofLtrucellaLmelitensisLβhylogenyLandLVirulenceLxactorsZL
MicrobiologygResearchXL2021XLcdXLhkjYicb 1 0

174
sntiYSsRSYuoVYdLsntibodyL×evelsLéeasuredLbyLtheLsdvisevxLSsRSYuoVYdLsssayLsreLuoncordantL
withLβreviouslyLsvailableLSerologicLsssaysLbutLsreLïotLxullyLβredictiveLofLSterilizingLImmunityZL
JournalgofgClinicalgMicrobiologyXL2021XLgkXLebbkjkdc

9.7 17

173 xastLSsRSYuoVYdLVariantLvetectionLUsingLSnapbackLβrimerLzighYResolutionLéeltingZLDiagnosticsXL
2021XLccXL 3.8 2

172 wmergenceLofLSsRSYuoVYdLResistanceLwithLéonoclonalLsntibodyLTherapyL2021XL 6

171 UnbiasedLβandemicLβathogenLvetectionLandLtheLxederalLRegisterZLJournalgofgClinicalgMicrobiologyXL
2021XLgkXLebcefhdc 9.7

170 βhylogeneticLestimatesLofLSsRSYuoVYdLintroductionsLintoLWashingtonLStateZZLThegLancetgRegionalg
HealthgAmericasXL2021XLcXLcbbbcj 1

169
QuantitativeLmeasurementLofLinfectiousLvirusLinLSsRSYuoVYdLslphaXLveltaLandLwpsilonLvariantsL
revealsLhigherLinfectivityLTviralLtiterlRïsLratioULinLclinicalLsamplesLcontainingLtheLveltaLandLwpsilonL
variantsL2021XL

15

168
×ongitudinalLTprKLprofilingLofLinLvivoLandLinLvitroYpropagatedLTreponemaLpallidumLsubspZLpallidumL
revealsLaccumulationLofLantigenicLvariantsLinLabsenceLofLimmuneLpressureZLPLoSgNeglectedgTropicalg
DiseasesXL2021XLcgXLebbbkige

4.8 0

167 sLtifluorescentYtasedLsssayLforLtheLIdentificationLofLïeutralizingLsntibodiesLagainstLSsRSYuoVYdL
VariantsLofLuoncernLandZLJournalgofgVirologyXL2021XLkgXLebccdhdc 6.6 2

166 snalysisLofLSsRSYuoVYdLinfectionLdynamicLinLvivoLusingLreporterYexpressingLvirusesZLProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2021XLccjXL 11.5 4

165 sssociationsLbetweenLSsRSYuoVYdLvariantsLandLriskLofLuOVIvYckLhospitalizationLamongLconfirmedL
casesLinLWashingtonLStatelLaLretrospectiveLcohortLstudyL2021XL 9

164 vevelopmentLofLtheLRealTimeLSsRSYuoVYdLquantitativeL×aboratoryLvevelopedLTestLandLcorrelationL
withLviralLcultureLasLaLmeasureLofLinfectivityZLJournalgofgClinicalgVirologyXL2021XLcfeXLcbfkfg 14.5 7

163 éodifyingLlaboratoryLtestingLviaLhomeLbrewLduringLtheLuOVIvYckLpandemicZLJournalgofgClinicalgandg
TranslationalgScienceXL2021XLgXLeke 0.4 0
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162 RsvxLVariantLTaskLxorceLβrogramLforLsssessingLtheLImpactLofLVariantsLonLSsRSYuoVYdLéolecularL
andLsntigenLTestsZZLIEEEgOpengJournalgofgEngineeringgingMedicinegandgBiologyXL2021XLdXLdjhYdkb 5.9 1

161 RapidLadaptationLtoLhumanLproteinLkinaseLRLbyLaLuniqueLgenomicLrearrangementLinLrhesusL
cytomegalovirusZLPLoSgPathogensXL2021XLciXLecbbkbjj 7.6 3

160 veltaLbreakthroughLinfectionsLelicitLpotentXLbroadLandLdurableLneutralizingLantibodyLresponsesZL
2021XL 3

159 ×argeXLStableXLuontemporaryLInterspeciesLRecombinationLwventsLinLuirculatingLzumanLzerpesL
SimplexLVirusesZLJournalgofgInfectiousgDiseasesXL2020XLddcXLcdicYcdik 7 18

158 βathogenLorLtystanderlLulinicalLSignificanceLofLvetectingLzumanLzerpesvirusLhLinLβediatricL
uerebrospinalLxluidZLJournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 15

157 StabilityLofLSsRSYuoVYdLinLβhosphateYtufferedLSalineLforLéolecularLvetectionZLJournalgofgClinicalg
MicrobiologyXL2020XLgjXL 9.7 20

156 OutbreakLInvestigationLofLuOVIvYckLsmongLResidentsLandLStaffLofLanLIndependentLandLsssistedL
×ivingLuommunityLforLOlderLsdultsLinLSeattleXLWashingtonZLJAMAgInternalgMedicineXL2020XLcjbXLccbcYccbg11.5 71

155 éetagenomicLsnalysisLRevealsLulinicalLSsRSYuoVYdLInfectionLandLtacterialLorLViralLSuperinfectionL
andLuolonizationZLClinicalgChemistryXL2020XLhhXLkhhYkid 5.5 41

154 uhangesLinLSsRSYuoVYdLβositivityLRateLinLOutpatientsLinLSeattleLandLWashingtonLStateXLéarchL
cYsprilLchXLdbdbZLJAMAgugJournalgofgthegAmericangMedicalgAssociationXL2020XLedeXLdeefYdeeh 27.4 18

153 uoastYtoYuoastLSpreadLofLSsRSYuoVYdLduringLtheLwarlyLwpidemicLinLtheLUnitedLStatesZLCellXL2020XL
cjcXLkkbYkkhZeg 56.2 235

152 βerformanceLuharacteristicsLofLtheLsbbottLsrchitectLSsRSYuoVYdLIgyLsssayLandLSeroprevalenceLinL
toiseXLIdahoZLJournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 377

151 wxpeditedLSsRSYuoVYdLscreeningLofLdonorsLandLrecipientsLsupportsLcontinuedLsolidLorganL
transplantationZLAmericangJournalgofgTransplantationXL2020XLdbXLecbhYeccd 8.7 6

150 ValidationLofLSsRSYuoVYdLdetectionLacrossLmultipleLspecimenLtypesZLJournalgofgClinicalgVirologyXL
2020XLcdjXLcbffej 14.5 51

149 ValidationLandLverificationLofLtheLsbbottLRealTimeLSsRSYuoVYdLassayLanalyticalLandLclinicalL
performanceZLJournalgofgClinicalgVirologyXL2020XLcdkXLcbffif 14.5 39

148 éultiplexingLprimeraprobeLsetsLforLdetectionLofLSsRSYuoVYdLbyLqRTYβuRZLJournalgofgClinicalgVirology
XL2020XLcdkXLcbffkk 14.5 21

147 βreproceduralLSurveillanceLTestingLforLSsRSYuoVYdLinLanLssymptomaticLβopulationLinLtheLSeattleL
RegionLShowsL×owLRatesLofLβositivityZLJournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 4

146 βrevalenceLofLuoronavirusLviseaseLdbckLInfectionLandLOutcomesLsmongLSymptomaticLzealthcareL
WorkersLinLSeattleXLWashingtonZLClinicalgInfectiousgDiseasesXL2020XLicXLdibdYdibi 11.6 44

145 vetectionLofLSsRSYuoVYdLbyLbronchoscopyLafterLnegativeLnasopharyngealLtestinglLStayLvigilantLforL
uOVIvYckZLRespiratorygMedicinegCasegReportsXL2020XLebXLcbccdb 1.2 17
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144 WhenLToLRetestlLanLwxaminationLofLRepeatLuOVIvYckLβuRLβatternsLinLanLsmbulatoryLβopulationZL
JournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 3

143 TheL×aboratoryLviagnosisLofLuoronavirusLviseaseLdbckYLxrequentlyLsskedLQuestionsZLClinicalg
InfectiousgDiseasesXL2020XLicXLdkkhYebbc 11.6 27

142 yenomicLsurveillanceLrevealsLmultipleLintroductionsLofLSsRSYuoVYdLintoLïorthernLualiforniaZL
ScienceXL2020XLehkXLgjdYgji 33.3 162

141 uovidYckLinLuriticallyLIllLβatientsLinLtheLSeattleLRegionLYLuaseLSeriesZLNewgEnglandgJournalgofg
MedicineXL2020XLejdXLdbcdYdbdd 59.2 1616

140 IdentificationLofLmultipleLlargeLdeletionsLinLORxiaLresultingLinLinYframeLgeneLfusionsLinLclinicalL
SsRSYuoVYdLisolatesZLJournalgofgClinicalgVirologyXL2020XLcdkXLcbfgde 14.5 39

139 zighYresolutionLprofilingLofLhumanLcytomegalovirusLcellYfreeLvïsLinLhumanLplasmaLhighlightsLitsL
exceptionallyLfragmentedLnatureZLScientificgReportsXL2020XLcbXLeief 4.9 1

138 IdentificationLofLéycobacteriumLporcinumLinLpatientsLwithLcysticLxibrosislLβathogenLorL
contaminantqZLJournalgofgCysticgFibrosisXL2020XLckXLgjbYgjh 4.1 2

137 uomparisonLofLuommerciallyLsvailableLandL×aboratoryYvevelopedLsssaysLforLvetectionLofL
SsRSYuoVYdLinLulinicalL×aboratoriesZLJournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 166

136 uomparativeLβerformanceLofLSsRSYuoVYdLvetectionLsssaysLUsingLSevenLvifferentLβrimerYβrobeL
SetsLandLOneLsssayLKitZLJournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 314

135 uellLfreeLvïsLfromLrespiratoryLpathogensLisLdetectableLinLtheLbloodLplasmaLofLuysticLxibrosisL
patientsZLScientificgReportsXL2020XLcbXLhkbe 4.9 7

134
vetectionLofLSsRSYuoVYdLsmongLResidentsLandLStaffLéembersLofLanLIndependentLandLsssistedL
×ivingLuommunityLforLOlderLsdultsLYLSeattleXLWashingtonXLdbdbZLMorbiditygandgMortalitygWeeklyg
ReportXL2020XLhkXLfchYfcj

31.7 83

133 wvaluationLofLyenotypicLsntiviralLResistanceLTestingLasLanLslternativeLtoLβhenotypicLTestingLinLaL
βatientLwithLvOuKjLveficiencyLandLSevereLzSVYcLviseaseZLJournalgofgInfectiousgDiseasesXL2020XLddcXLdbegYdbfd7 3

132 SsRSYuoVYdLViralL×oadLonLsdmissionLIsLsssociatedLWithLebYvayLéortalityZLOpengForumgInfectiousg
DiseasesXL2020XLiXLofaageg 1 23

131 vIRwuTLRTYqβuRLvwTwuTIOïLOxLSsRSYuoVYdLRïsLxROéLβsTIwïTLïsSOβzsRYïyws×LSWstSL
WITzOUTLsïLRïsLwXTRsuTIOïLSTwβL2020XL 49

130 urypticLtransmissionLofLSsRSYuoVYdLinLWashingtonLStateL2020XL 40

129 ReliabilityLofLselfYsamplingLforLaccurateLassessmentLofLrespiratoryLvirusLviralLandLimmunologicL
kineticsL2020XL 3

128 antiviralLhostLresponseLtoLSsRSYuoVYdLbyLviralLloadXLsexXLandLageL2020XL 14

127 ïeutralizingLantibodiesLcorrelateLwithLprotectionLfromLSsRSYuoVYdLinLhumansLduringLaLfisheryL
vesselLoutbreakLwithLhighLattackLrateL2020XL 26

(2020-2020)
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126 ReinfectionLwithLSsRSYuoVYdLandLxailureLofLzumoralLImmunitylLaLcaseLreportL2020XL 37

125 OutcomesLassociatedLwithLSsRSYuoVYdLviralLcladesLinLuOVIvYckL2020XL 4

124 ViralLgenomesLrevealLpatternsLofLtheLSsRSYuoVYdLoutbreakLinLWashingtonLStateL2020XL 7

123 InternationalLSpreadLofLéultidrugYResistantLuampylobacterLcoliLinLéenLWhoLzaveLSexLWithLéenLinL
WashingtonLStateLandLQuˆ'becXLdbcgYdbcjZLClinicalgInfectiousgDiseasesXL2020XLicXLcjkhYckbf 11.6 8

122 virectLRTYqβuRLdetectionLofLSsRSYuoVYdLRïsLfromLpatientLnasopharyngealLswabsLwithoutLanLRïsL
extractionLstepZLPLoSgBiologyXL2020XLcjXLeebbbjkh 9.7 77

121 βoolingLofLSsRSYuoVYdLsamplesLtoLincreaseLmolecularLtestingLthroughputZLJournalgofgClinicalg
VirologyXL2020XLcecXLcbfgib 14.5 40

120 OptimizationLandLclinicalLvalidationLofLdualYtargetLRTY×séβLforLSsRSYuoVYdZLJournalgofgVirologicalg
MethodsXL2020XLdjhXLccekid 2.6 24

119 SensitiveLIdentificationLofLtacterialLvïsLinLulinicalLSpecimensLbyLtroadYRangeLchSLrRïsLyeneL
wnrichmentZLJournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 8

118 OrallyLefficaciousLbroadYspectrumLallostericLinhibitorLofLparamyxovirusLpolymeraseZLNatureg
MicrobiologyXL2020XLgXLcdedYcdfh 26.6 8

117 ulinicalLevaluationLofLtheLtioxire´fiLRespiratoryLβanelLdZcLandLdetectionLofLSsRSYuoVYdZLJournalgofg
ClinicalgVirologyXL2020XLcdkXLcbfgej 14.5 35

116 wstimationLofLxullY×engthLTprKLviversityLinLTreponemaLpallidumLsubspZZLMBioXL2020XLccXL 7.8 3

115
SensitiveLRecoveryLofLuompleteLSsRSYuoVYdLyenomesLfromLulinicalLSamplesLbyLUseLofLSwiftL
tiosciencesSLSsRSYuoVYdLéultiplexLsmpliconLSequencingLβanelZLJournalgofgClinicalgMicrobiologyXL
2020XLgkXL

9.7 33

114 TheLxirstLQuarterLofLSsRSYuoVYdLTestinglLtheLUniversityLofLWashingtonLéedicineLwxperienceZL
JournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 10

113 WesternLWashingtonLStateLuOVIvYckLwxperiencelLKeysLtoLxlatteningLtheLuurveLandLwffectiveLzealthL
SystemLResponseZLJournalgofgthegAmericangCollegegofgSurgeonsXL2020XLdecXLechYedfZec 4.4 13

112 ReliabilityLofLselfYsamplingLforLaccurateLassessmentLofLrespiratoryLvirusLviralLandLimmunologicL
kineticsZLJournalgofgInfectiousgDiseasesXL2020XL 7 6

111 RetrospectiveLclinicalLevaluationLofLfLlateralLflowLassaysLforLtheLdetectionLofLSsRSYuoVYdLIgyZL
DiagnosticgMicrobiologygandgInfectiousgDiseaseXL2020XLkjXLccgchc 2.9 8

110 InhibitionLofLuoronavirusLwntryLandLbyLaL×ipidYuonjugatedLβeptideLverivedLfromLtheLSsRSYuoVYdL
SpikeLylycoproteinLzRuLvomainZLMBioXL2020XLccXL 7.8 33

109 ïeutralizingLsntibodiesLuorrelateLwithLβrotectionLfromLSsRSYuoVYdLinLzumansLduringLaLxisheryL
VesselLOutbreakLwithLaLzighLsttackLRateZLJournalgofgClinicalgMicrobiologyXL2020XLgjXL 9.7 320
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108 zerpesLSimplexLVirusLéistypingLdueLtoLzSVYcLˆ�LzSVYdLInterspeciesLRecombinationLinLViralLyeneL
wncodingLylycoproteinLtZLVirusesXL2020XLcdXL 6.2 2

107 vetectionLofLSsRSYuoVYdLwithLSzwR×OuKLOneYβotLTestingZLNewgEnglandgJournalgofgMedicineXL2020XL
ejeXLcfkdYcfkf 59.2 231

106 InLvivoLantiviralLhostLtranscriptionalLresponseLtoLSsRSYuoVYdLbyLviralLloadXLsexXLandLageZLPLoSg
BiologyXL2020XLcjXLeebbbjfk 9.7 129

105 urypticLtransmissionLofLSsRSYuoVYdLinLWashingtonLstateZLScienceXL2020XLeibXLgicYgig 33.3 135

104 yeneLeditingLandLeliminationLofLlatentLherpesLsimplexLvirusLinLvivoZLNaturegCommunicationsXL2020XL
ccXLfcfj 17.4 21

103 βrevalentLandLviverseLIntratumoralLOncoproteinYSpecificLuvjLTLuellsLwithinLβolyomavirusYvrivenL
éerkelLuellLuarcinomasZLCancergImmunologygResearchXL2020XLjXLhfjYhgk 12.5 9

102 uomparativeLgenomicsLandLfullYlengthLTprkLprofilingLofLTreponemaLpallidumLsubspZLpallidumL
reinfectionZLPLoSgNeglectedgTropicalgDiseasesXL2020XLcfXLebbbikdc 4.8 6

101 VsβivlLaLlightweightLcrossYplatformLviralLannotationLpipelineLandLidentificationLtoolLtoLfacilitateL
virusLgenomeLsubmissionsLtoLïutILyentankZLBMCgBioinformaticsXL2019XLdbXLfj 3.6 22

100 yenomeYWideLspproachLtoLtheLuvfLTYuellLResponseLtoLzumanLzerpesvirusLhtZLJournalgofgVirologyXL
2019XLkeXL 6.6 3

99
WholeYgenomeLanalysisLofLextraintestinalLpathogenicLwscherichiaLcoliLTwxβwuULévRLSTieLandLSTcdiL
isolatedLfromLendangeredLsouthernLresidentLkillerLwhalesLTOrcinusLorcaUZLJournalgofgAntimicrobialg
ChemotherapyXL2019XLifXLdcihYdcjb

5.1 3

98 sLïovelXLWidespreadLslleleLResultsLinLReducedLuhlorhexidineLSusceptibilityLinZLAntimicrobialgAgentsg
andgChemotherapyXL2019XLheXL 5.9 9

97 SocietalLImplicationsLofLtheLInternetLofLβathogensZLJournalgofgClinicalgMicrobiologyXL2019XLgiXL 9.7 6

96 OneLfutureLofLclinicalLmetagenomicLsequencingLforLinfectiousLdiseasesZLExpertgReviewgofgMolecularg
DiagnosticsXL2019XLckXLjfkYjgc 3.8 1

95 uharacterizationLofLorallyLefficaciousLinfluenzaLdrugLwithLhighLresistanceLbarrierLinLferretsLandL
humanLairwayLepitheliaZLSciencegTranslationalgMedicineXL2019XLccXL 17.5 134

94
InheritedLuhromosomallyLIntegratedLzumanLzerpesvirusLhLvemonstratesLTissueYSpecificLRïsL
wxpressionLThatLuorrelatesLwithLanLIncreasedLsntibodyLImmuneLResponseZLJournalgofgVirologyXL2019
XLkfXL

6.6 16

93 TheLtriefLuaselLInheritedLuhromosomallyLIntegratedLzumanLzerpesvirusLhLTzzVYhULinLtheLsgeLofL
éultiplexLzzVYhLTestingZLJournalgofgClinicalgMicrobiologyXL2019XLgiXL 9.7 1

92 uomparisonLofLThreeLsdenovirusLQuantitativeLβuRLsssaysLwithLsTuuLReferenceLStrainsLandLulinicalL
SamplesZLJournalgofgClinicalgMicrobiologyXL2019XLgiXL 9.7 1

91 TrillionsLandLTrillionslLzerpesLSimplexLVirusYcLzepatitisLinLanLImmunocompetentLsdultZLOpengForumg
InfectiousgDiseasesXL2019XLhXLofzfhg 1 3

(2019-2020)
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90 βrospectiveXLRealYtimeLéetagenomicLSequencingLvuringLïorovirusLOutbreakLRevealsLviscreteL
TransmissionLulustersZLClinicalgInfectiousgDiseasesXL2019XLhkXLkfcYkfj 11.6 11

89
XLaLβotentialLβulmonaryLβathogenLIsolatedLfromLéultipleLβatientsLwithLtronchiectasisLinLtheLUnitedL
StatesXLIncludingLtheLxirstLuaseLofLulinicalLviseaseLinLaLβatientLwithLuysticLxibrosisZLJournalgofgClinicalg
MicrobiologyXL2019XLgiXL

9.7 2

88 éetagenomicsLtoLsssistLinLtheLviagnosisLofLtloodstreamLInfectionZLjournalgofgappliedglaboratoryg
medicinetgTheXL2019XLeXLhfeYhge 2 14

87 uopyLïumberLzeterogeneityXL×argeLOriginLTandemLRepeatsXLandLInterspeciesLRecombinationLinL
zumanLzerpesvirusLhsLTzzVYhsULandLzzVYhtLReferenceLStrainsZLJournalgofgVirologyXL2018XLkdXL 6.6 15

86 TheLUnstructuredLβaramyxovirusLïucleocapsidLβroteinLTailLvomainLéodulatesLViralLβathogenesisL
throughLRegulationLofLTranscriptaseLsctivityZLJournalgofgVirologyXL2018XLkdXL 6.6 16

85 TheLhumanLcloneLSTddLSuumecLIVLmethicillinYresistantLStaphylococcusLaureusLisolatedLfromLswineL
herdsLandLwildLprimatesLinLïepallLisLmanLtheLcommonLsourceqZLFEMSgMicrobiologygEcologyXL2018XLkfXL 4.3 16

84 zeterogeneousLsntimicrobialLSusceptibilityLuharacteristicsLinLIsolatesLfromLuysticLxibrosisLβatientsZL
MSphereXL2018XLeXL 5 13

83 sLdecadeLofLRïsLvirusLmetagenomicsLisLTnotULenoughZLVirusgResearchXL2018XLdffXLdcjYddk 6.4 74

82 UltrasensitiveLuaptureLofLzumanLzerpesLSimplexLVirusLyenomesLvirectlyLfromLulinicalLSamplesL
RevealsLwxtraordinarilyL×imitedLwvolutionLinLuellLuultureZLMSphereXL2018XLeXL 5 28

81 uomparativeLgenomicXLtranscriptomicXLandLproteomicLreannotationLofLhumanLherpesvirusLhZLBMCg
GenomicsXL2018XLckXLdbf 4.5 32

80 OrallyLwfficaciousLtroadYSpectrumLRibonucleosideLsnalogLInhibitorLofLInfluenzaLandLRespiratoryL
SyncytialLVirusesZLAntimicrobialgAgentsgandgChemotherapyXL2018XLhdXL 5.9 89

79 TheLchallengeLofLdiagnosticLmetagenomicsZLExpertgReviewgofgMoleculargDiagnosticsXL2018XLcjXLhbgYhcg 3.8 80

78 ViralLwntryLβropertiesLRequiredLforLxitnessLinLzumansLsreL×ostLthroughLRapidLyenomicLuhangeL
duringLViralLIsolationZLMBioXL2018XLkXL 7.8 19

77 uooperatingLzeïdLInfluenzaLVirusLVariantsLsreLïotLvetectableLinLβrimaryLulinicalLSamplesZL
MSphereXL2018XLeXL 5 21

76 ×imitedLéarginalLUtilityLofLveepLSequencingLforLzIVLvrugLResistanceLTestingLinLtheLsgeLofL
IntegraseLInhibitorsZLJournalgofgClinicalgMicrobiologyXL2018XLghXL 9.7 13

75 wpidemiologicalLandLgenomicLcharacterizationLofLcommunityYacquiredLulostridiumLdifficileL
infectionsZLBMCgInfectiousgDiseasesXL2018XLcjXLffe 4 11

74 βrivateLcollectionlLhighLcorrelationLofLsampleLcollectionLandLpatientLadmissionLdateLinLclinicalL
microbiologicalLtestingLcomplicatesLsharingLofLphylodynamicLmetadataZLVirusgEvolutionXL2018XLfXLveybbg 3.7 5

73 snLoptimizedLmethodologyLforLwholeLgenomeLsequencingLofLRïsLrespiratoryLvirusesLfromL
nasopharyngealLaspiratesZLPLoSgONEXL2018XLceXLebckkicf 3.7 19
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72 vistributionLofLStaphylococcusLspeciesLinLdairyLcowsXLworkersLandLsharedLfarmLenvironmentsZLFEMSg
MicrobiologygLettersXL2018XLehgXL 2.9 6

71
QuantificationLofLtKLVirusLStandardsLbyLQuantitativeLRealYTimeLβuRLandLvropletLvigitalLβuRLIsL
uonfoundedLbyLéultipleLVirusLβopulationsLinLtheLWzOLtKVLInternationalLStandardZLClinicalg
ChemistryXL2017XLheXLihcYihk

5.5 40

70 yenomeLSequencesLofLThreeLïovelLtunyavirusesXLTwoLïovelLRhabdovirusesXLandLOneLïovelL
ïyamivirusLfromLWashingtonLStateLéothsZLGenomegAnnouncementsXL2017XLgXL 8

69 ulostridiumLperfringensLsepsisLmasqueradingLasLaLhemolyticLtransfusionLreactionZLTransfusionXL2017
XLgiXLcccd 2.9 3

68 xirstLuompleteLyenomeLSequenceLofZLGenomegAnnouncementsXL2017XLgXL 1

67
RuleYOutLOutbreaklLdfYzourLéetagenomicLïextYyenerationLSequencingLforLuharacterizingL
RespiratoryLVirusLSourceLforLInfectionLβreventionZLJournalgofgthegPediatricgInfectiousgDiseasesgSociety
XL2017XLhXLchjYcid

4.8 26

66 uopyLïumberLzeterogeneityLofL®uLVirusLStandardsZLJournalgofgClinicalgMicrobiologyXL2017XLggXLjdfYjec 9.7 14

65 IsolationLandLcharacterizationLofLtheLfallLuhinookLaquareovirusZLVirologygJournalXL2017XLcfXLcib 6.1 7

64 vraftLyenomeLSequencesLofLSixLïovelLβicornaY×ikeLVirusesLfromLWashingtonLStateLSpidersZLGenomeg
AnnouncementsXL2017XLgXL 5

63 zighlyLconservedLintragenicLzSVYdLsequenceslLResultsLfromLnextYgenerationLsequencingLofLzSVYdLUL
andLULregionsLfromLgenitalLswabsLcollectedLfromLeLcontinentsZLVirologyXL2017XLgcbXLkbYkj 3.6 11

62 ValidationLandLImplementationLofLulinicalL×aboratoryLImprovementsLsctYuompliantLWholeYyenomeL
SequencingLinLtheLβublicLzealthLéicrobiologyL×aboratoryZLJournalgofgClinicalgMicrobiologyXL2017XLggXLdgbdYdgdb9.7 53

61
TuningLvïsLbindingLaffinityLandLcleavageLspecificityLofLanLengineeredLgeneYtargetingLnucleaseLviaL
surfaceLdisplayXLflowLcytometryLandLcellularLanalysesZLProteingEngineeringtgDesigngandgSelectionXL
2017XLebXLgbeYgdd

1.9 2

60 βrolongedLSheddingLofLzumanLuoronavirusLinLzematopoieticLuellLTransplantLRecipientslLRiskL
xactorsLandLViralLyenomeLwvolutionZLJournalgofgInfectiousgDiseasesXL2017XLdchXLdbeYdbk 7 51

59 éyeloablationYassociatedLdeletionLofLORxfLinLaLhumanLcoronavirusLddkwLinfectionZLNpjgGenomicg
MedicineXL2017XLdXLeb 6.2 6

58
uompleteLgenomeLsequenceLofLsequentialLβandoraeaLapistaLisolatesLfromLtheLsameLcysticLfibrosisL
patientLsupportsLaLmodelLofLchronicLcolonizationLwithLinLvivoLstrainLevolutionLoverLtimeZLDiagnosticg
MicrobiologygandgInfectiousgDiseaseXL2017XLjiXLcYh

2.9 7

57 RapidLéetagenomicLïextYyenerationLSequencingLduringLanLInvestigationLofLzospitalYscquiredL
zumanLβarainfluenzaLVirusLeLInfectionsZLJournalgofgClinicalgMicrobiologyXL2017XLggXLciiYcjd 9.7 83

56 vualYstrainLgenitalLherpesLsimplexLvirusLtypeLdLTzSVYdULinfectionLinLtheLUSXLβeruXLandLjLcountriesLinL
subYSaharanLsfricalLsLnestedLcrossYsectionalLviralLgenotypingLstudyZLPLoSgMedicineXL2017XLcfXLecbbdfig 11.6 14

55
éycobacteriumLgrossiaeLspZLnovZXLaLrapidlyLgrowingXLscotochromogenicLspeciesLisolatedLfromL
humanLclinicalLrespiratoryLandLbloodLcultureLspecimensZLInternationalgJournalgofgSystematicgandg
EvolutionarygMicrobiologyXL2017XLhiXLfefgYfegc

2.2 5

(2017-2018)
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54 xirstLvraftLyenomeLSequencesLofLïeisseriaLspZLStrainLjewefLandLïeisseriaLspZLStrainLifscjXL
βreviouslyLIdentifiedLasLuvuLwugonicLxermenterLfbLSpeciesZLGenomegAnnouncementsXL2016XLfXL 1

53 InLvivoLdisruptionLofLlatentLzSVLbyLdesignerLendonucleaseLtherapyZLJCIgInsightXL2016XLcXL 9.9 23

52
WholeYyenomeLSequencingLofLéethicillinYResistantLStaphylococcusLaureusLResistantLtoL
xifthYyenerationLuephalosporinsLRevealsLβotentialLïonYmecsLéechanismsLofLResistanceZLPLoSgONE
XL2016XLccXLebcfkgfc

3.7 36

51 vistinctLZikaLVirusL×ineageLinLSalvadorXLtahiaXLtrazilZLEmerginggInfectiousgDiseasesXL2016XLddXLcijjYkd 10.2 35

50 vigitalLdetectionLofLendonucleaseLmediatedLgeneLdisruptionLinLtheLzIVLprovirusZLScientificgReportsXL
2016XLhXLdbbhf 4.9 18

49 RecentLOutbreaksLofLShigellosisLinLualiforniaLuausedLbyLTwoLvistinctLβopulationsLofLwithLeitherL
IncreasedLVirulenceLorLxluoroquinoloneLResistanceZLMSphereXL2016XLcXL 5 33

48 vraftLyenomeLSequenceLofLyooseLvicistrovirusZLGenomegAnnouncementsXL2016XLfXL 7

47 βicornavirusYYhostLinteractionsLtoLconstructLviralLsecretoryLmembranesZLProgressgingMolecularg
BiologygandgTranslationalgScienceXL2015XLcdkXLcjkYdcd 4 18

46
TwoLRapidlyLyrowingLéycobacterialLSpeciesLIsolatedLfromLaLtrainLsbscesslLxirstLWholeYyenomeL
SequencesLofLéycobacteriumLimmunogenumLandLéycobacteriumLllatzerenseZLJournalgofgClinicalg
MicrobiologyXL2015XLgeXLdeifYi

9.7 25

45 sLnovelLoutbreakLenterovirusLvhjLstrainLassociatedLwithLacuteLflaccidLmyelitisLcasesLinLtheLUSsL
TdbcdYcfUlLaLretrospectiveLcohortLstudyZLLancetgInfectiousgDiseasestgTheXL2015XLcgXLhicYjd 25.5 277

44 vraftLyenomeLSequencesLofLxourLïvéYcYβroducingLKlebsiellaLpneumoniaeLStrainsLfromLaLzealthL
uareLxacilityLinLïorthernLualiforniaZLGenomegAnnouncementsXL2015XLeXL 9

43 vraftLyenomeLSequenceLofLéycobacteriumLobuenseLStrainLUucXLIsolatedLfromLβatientLSputumZL
GenomegAnnouncementsXL2015XLeXL 3

42 vïsLmicroarrayLforLdetectionLofLgastrointestinalLvirusesZLJournalgofgClinicalgMicrobiologyXL2015XLgeXLcehYfg9.7 32

41 RapidLmetagenomicLidentificationLofLviralLpathogensLinLclinicalLsamplesLbyLrealYtimeLnanoporeL
sequencingLanalysisZLGenomegMedicineXL2015XLiXLkk 14.4 331

40 vraftLyenomeLSequenceLofLTuricellaLotitidisLTvcXLIsolatedLfromLaLβatientLwithLtacteremiaZLGenomeg
AnnouncementsXL2015XLeXL 1

39 vraftLyenomeLSequenceLofLKerstersiaLgyiorumLuycXLIsolatedLfromLaL×egLUlcerZLGenomeg
AnnouncementsXL2015XLeXL 2

38 vraftLyenomeLSequencesLofLuiliovirusLandLtrinovirusLfromLSanLxranciscoLWastewaterZLGenomeg
AnnouncementsXL2015XLeXL 8

37 vraftLyenomeLSequenceLofLéycobacteriumLelephantisLStrainL×ipaZLGenomegAnnouncementsXL2015XLeXL 1
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36 vraftLyenomeLSequenceLofLéycobacteriumLheraklionenseLStrainLvavoZLGenomegAnnouncementsXL
2015XLeXL 3

35 ulinicalLmetagenomicLidentificationLofLtalamuthiaLmandrillarisLencephalitisLandLassemblyLofLtheL
draftLgenomelLtheLcontinuingLcaseLforLreferenceLgenomeLsequencingZLGenomegMedicineXL2015XLiXLcce 14.4 77

34 wnhancedLarbovirusLsurveillanceLwithLdeepLsequencinglLIdentificationLofLnovelLrhabdovirusesLandL
bunyavirusesLinLsustralianLmosquitoesZLVirologyXL2014XLffjXLcfhYgj 3.6 85

33 sffinityLpurificationYmassLspectrometryLandLnetworkLanalysisLtoLunderstandLproteinYproteinL
interactionsZLNaturegProtocolsXL2014XLkXLdgekYgf 18.8 110

32 sLcloudYcompatibleLbioinformaticsLpipelineLforLultrarapidLpathogenLidentificationLfromL
nextYgenerationLsequencingLofLclinicalLsamplesZLGenomegResearchXL2014XLdfXLccjbYkd 9.7 309

31 sutveLinteractionLwithLTtucLdomainLddLproteinLisLdifferentiallyLaffectedLbyLenteroviralLandL
kobuviralLesLproteinLbindingZLMBioXL2013XLfXLebbbkjYce 7.8 39

30 TheLperilsLofLpathogenLdiscoverylLoriginLofLaLnovelLparvovirusYlikeLhybridLgenomeLtracedLtoLnucleicL
acidLextractionLspinLcolumnsZLJournalgofgVirologyXL2013XLjiXLcckhhYii 6.6 176

29 viscoveryLofLaLnovelLpolyomavirusLinLacuteLdiarrhealLsamplesLfromLchildrenZLPLoSgONEXL2012XLiXLefkffk 3.7 101

28 TheLesLproteinLfromLmultipleLpicornavirusesLutilizesLtheLgolgiLadaptorLproteinLsutveLtoLrecruitL
βIfKIII˛†ZLJournalgofgVirologyXL2012XLjhXLehbgYch 6.6 123

27 SerologicalLevidenceLofLhumanLklassevirusLinfectionZLVaccinegJournalXL2010XLciXLcgjfYj 23

26 sLmetagenomicLanalysisLofLpandemicLinfluenzaLsLTdbbkLzcïcULinfectionLinLpatientsLfromLïorthL
smericaZLPLoSgONEXL2010XLgXLeceejc 3.7 139

25 TheLcompleteLgenomeLofLklassevirusLYLaLnovelLpicornavirusLinLpediatricLstoolZLVirologygJournalXL2009XL
hXLjd 6.1 135

24 RecoveryLofLdivergentLavianLbornavirusesLfromLcasesLofLproventricularLdilatationLdiseaselL
identificationLofLaLcandidateLetiologicLagentZLVirologygJournalXL2008XLgXLjj 6.1 195

23
IdentificationLofLcardiovirusesLrelatedLtoLTheilerSsLmurineLencephalomyelitisLvirusLinLhumanL
infectionsZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2008XL
cbgXLcfcdfYk

11.5 137

22 RapidLandLsccurateLIdentificationLofLSsRSYuoVYdLOmicronLVariantsLUsingLvropletLvigitalLβuRLTRTYddβuRU 2

21 ReplicatingLRïsLplatformLenablesLrapidLresponseLtoLtheLSsRSYuoVYdLOmicronLvariantLandLelicitsL
enhancedLprotectionLinLnaˆflveLhamstersLcomparedLtoLancestralLvaccine 2

20 sLmethodLforLvariantLagnosticLdetectionLofLSsRSYuoVYdXLrapidLmonitoringLofLcirculatingLvariantsXL
detectionLofLmutationsLofLbiologicalLsignificanceXLandLearlyLdetectionLofLemergentLvariantsLsuchLasLOmicron 1

19 ulinicalLperformanceLcharacteristicsLofLtheLSwiftLïormalaseLsmpliconLβanelLforLsensitiveLrecoveryL
ofLSsRSYuoVYdLgenomes 1

(-2015)
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18 uopyLnumberLheterogeneityXLlargeLoriginLtandemLrepeatsXLandLinterspeciesLrecombinationLinL
zzVYhsLandLzzVYhtLreferenceLstrains 1

17 ×sVslLaLstreamlinedLvisualizationLtoolLforLlongitudinalLanalysisLofLviralLalleles 5

16 zerpesLSimplexLVirusLéistypingLdueLtoLzSVYcLxLzSVYdLInterspeciesLRecombinationLinLViralLyeneL
wncodingLylycoproteinLt 1

15 uomparisonLofLuommerciallyLsvailableLandL×aboratoryLvevelopedLsssaysLforLinLvitroLvetectionLofL
SsRSYuoVYdLinLulinicalL×aboratories 12

14 InLsilicoLdetectionLofLSsRSYuoVYdLspecificLtYcellLepitopesLandLvalidationLinLw×ISsLforLserologicalL
diagnosisLofLuOVIvYck 4

13 sntiYSsRSYuoVYdLIgyLantibodiesLareLassociatedLwithLreducedLviralLload 6

12 SsRSYuoVYdLORxhLdisruptsLnucleocytoplasmicLtransportLthroughLinteractionsLwithLRaecLandLïupkj 7

11 sLhumanLcoronavirusLevolvesLantigenicallyLtoLescapeLantibodyLimmunity 17

10 βrospectiveLrealYtimeLmetagenomicLsequencingLduringLnorovirusLoutbreakLrevealsLdiscreteL
transmissionLclusters 1

9 InheritedLchromosomallyLintegratedLzzVYhLdemonstratesLtissueYspecificLRïsLexpressioninLvivothatL
correlatesLwithLincreasedLantibodyLimmuneLresponse 1

8 SpecificLallelicLdiscriminationLofLïgbcYLandLotherLSsRSYuoVYdLmutationsLbyLddβuRLdetectsLtZcZcZiL
lineageLinLWashingtonLState 5

7 zostYpathogenLdynamicsLinLlongitudinalLclinicalLspecimensLfromLpatientsLwithLuOVIvYck 1

6 sntiYSsRSYuoVYdLantibodyLlevelsLareLconcordantLacrossLmultipleLplatformsLbutLareLnotLfullyL
predictiveLofLsterilizingLimmunity 1

5 VariantsLofLconcernLareLoverrepresentedLamongLpostYvaccinationLbreakthroughLinfectionsLofL
SsRSYuoVYdLinLWashingtonLState 12

4 sLSsRSYuoVYdLïucleocapsidLVariantLthatLsffectsLsntigenLTestLβerformance 4

3 sLbifluorescentYbasedLassayLforLtheLidentificationLofLneutralizingLantibodiesLagainstLSsRSYuoVYdL
variantsLofLconcernLinLvitroLandLinLvivo 1

2 wvidenceLforLSsRSYuoVYdLveltaLandLOmicronLcoYinfectionsLandLrecombination 5

1 uaseLStudylLImpactLofLviurnalLVariationsLandLStormwaterLvilutionLonLSsRSYuoVYdLRïsLSignalL
IntensityLatLïeighborhoodLScaleLWastewaterLβumpingLStationsZLACSgESmTgWaterX 0
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