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j Paper IF Citations

114 wisaregulationLofLantisenseLnoncodingLRNuLatLtheLJuZzeLlocusLinLtypeLfLdiabetesbbLJournalloflGenel
MedicineZL2022ZLeghdk 3.5 0

113 ussociationLvetweenLLongaTermLRegularLyxerciseLandL utLMicrobiotaLumongLMiddleaugedLandL
OlderLUrbanLwhinesebbLInternationallJournalloflSportlNutritionlandlExerciselMetabolismZL2022ZLeam 4.4 0

112 ussociationsLofLgeneticLsusceptibilityLtoLejLcancersLwithLriskLofLbreastLcancerLoverallLandLbyLintrinsicL
subtypesbbLHumanlGeneticslandlGenomicslAdvancesZL2022ZLgZLedddkk 0.8 1

111 UuwuLlocusLisLassociatedLwithLbreastLcancerLchemoresistanceLandLsurvivalbbLNpjlBreastlCancerZL2022ZL
lZLgm 7.8 1

110 IncorporatingLPolygenicLRiskLScoresLandLNongeneticLRiskLzactorsLforLvreastLwancerLRiskLPredictionL
umongLusianLWomenbbLJAMAlNetworklOpenZL2022ZLiZLefehmdgd 10.4 2

109 fSazucosyllactoseLumelioratesLwhemotherapyaInducedLIntestinalLMucositisLbyLProtectingLIntestinalL
ypithelialLwellsLugainstLupoptosisbLCellularlandlMolecularlGastroenterologylandlHepatologyZL2021ZL 7.9 5

108 TheLoralLmicrobiomeLinLrelationLtoLpancreaticLcancerLriskLinLufricanLumericansbLBritishlJournallofl
CancerZL2021ZL 8.7 2

107 IncorporatingLyuropeanL WuSLfindingsLimproveLpolygenicLriskLpredictionLaccuracyLofLbreastLcancerL
amongLyastLusiansbLGeneticlEpidemiologyZL2021ZLhiZLhkeahlh 2.6 2

106 zunctionalL enomicLunalysesLofLtheLfeqffbgLLocusLIdentifyingLzunctionalLVariantsLandLwandidateL
 eneLforLvreastLwancerLRiskbLCancersZL2021ZLegZL 6.6 1

105 ussociationsLbetweenL eneticallyLPredictedLwirculatingLProteinLwoncentrationsLandLyndometrialL
wancerLRiskbLCancersZL2021ZLegZL 6.6 3

104 LegumeLwonsumptionLandL utLMicrobiomeLinLylderlyLwhineseLMenLandLWomenbLJournalloflNutritionZL
2021ZLeieZLfgmmafhdl 4.1 1

103 ussociationLbetweenLuLxHfLandLuxHevLPolymorphismsLandLtheLRiskLforLwolorectalLwancerLinL
KoreansbLCancerlResearchlandlTreatmentZL2021ZLigZLkihakjf 5.2 4

102
zunctionalLannotationLofLtheLfqgiLbreastLcancerLriskLlocusLimplicatesLaLstructuralLvariantLinL
influencingLactivityLofLaLlongarangeLenhancerLelementbLAmericanlJournalloflHumanlGeneticsZL2021ZL
edlZLeemdaefdg

11 1

101 MendelianLrandomizationLanalysesLsuggestLaLroleLforLcholesterolLinLtheLdevelopmentLofL
endometrialLcancerbLInternationallJournalloflCancerZL2021ZLehlZLgdkagem 7.5 13

100 IdentifyingLNovelLSusceptibilityL enesLforLwolorectalLwancerLRiskLzromLaLTranscriptomeaWideL
ussociationLStudyLofLefiZhklLSubjectsbLGastroenterologyZL2021ZLejdZLeejhaeeklbej 13.3 15

99 MultiaomicsLanalysisLtoLidentifyLsusceptibilityLgenesLforLcolorectalLcancerbLHumanlMolecularlGenetics
ZL2021ZLgdZLgfeaggd 5.6 2

98 xiscoveryLofLstructuralLdeletionsLinLbreastLcancerLpredispositionLgenesLusingLwholeLgenomeL
sequencingLdataLfromLrLfdddLwomenLofLufricanaancestrybLHumanlGeneticsZL2021ZLehdZLehhmaehik 6.3 1
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97 ussociationLofLoralLmicrobiotaLwithLlungLcancerLriskLinLaLlowaincomeLpopulationLinLtheLSoutheasternL
USubLCancerlCauseslandlControlZL2021ZLgfZLehfgaehgf 2.8 2

96 NovelLstrategyLforLdiseaseLriskLpredictionLincorporatingLpredictedLgeneLexpressionLandLxNuL
methylationLdatanLaLmultiaphasedLstudyLofLprostateLcancerbLCancerlCommunicationsZL2021ZL 9.4 1

95 IntegratingL enomeLandLMethylomeLxataLtoLIdentifyLwandidateLxNuLMethylationLviomarkersLforL
PancreaticLwancerLRiskbLCancerlEpidemiologylBiomarkerslandlPreventionZL2021ZLgdZLfdkmafdlk 4 0

94 PolygenicLriskLscoresLforLpredictionLofLbreastLcancerLriskLinLusianLpopulationsbbLGeneticslinlMedicineZL
2021ZL 8.1 2

93 IdentificationLofLnovelLbreastLcancerLsusceptibilityLlociLinLmetaaanalysesLconductedLamongLusianL
andLyuropeanLdescendantsbLNaturelCommunicationsZL2020ZLeeZLefek 17.4 16

92 yvaluatingLpolygenicLriskLscoresLinLassessingLriskLofLnineLsolidLandLhematologicLcancersLinLyuropeanL
descendantsbLInternationallJournalloflCancerZL2020ZLehkZLghejaghfg 7.5 5

91  enomeawideLmetaaanalysisLassociatesL PSMeLwithLtypeLfLdiabetesZLaLplausibleLgeneLinvolvedLinL
skeletalLmuscleLfunctionbLJournalloflHumanlGeneticsZL2020ZLjiZLheeahfd 4.3 3

90 TranscriptomeawideLassociationLstudyLofLbreastLcancerLriskLbyLestrogenareceptorLstatusbLGeneticl
EpidemiologyZL2020ZLhhZLhhfahjl 2.6 9

89 ussociationsLbetweenL eneticallyLPredictedLvloodLProteinLviomarkersLandLPancreaticLwancerLRiskbL
CancerlEpidemiologylBiomarkerslandlPreventionZL2020ZLfmZLeideaeidl 4 9

88 zineamappingLofLeidLbreastLcancerLriskLregionsLidentifiesLemeLlikelyLtargetLgenesbLNaturelGeneticsZL
2020ZLifZLijakg 36.3 56

87 IdentificationLofLNovelLLociLandLNewLRiskLVariantLinLKnownLLociLforLwolorectalLwancerLRiskLinLyastL
usiansbLCancerlEpidemiologylBiomarkerslandlPreventionZL2020ZLfmZLhkkahlj 4 4

86 xiscoveryLofLrareLcodingLvariantsLinLO xHLLandLvRwufLinLrelationLtoLbreastLcancerLriskLinLwhineseL
womenbLInternationallJournalloflCancerZL2020ZLehjZLfekiafele 7.5 5

85 unLintegrativeLmultiaomicsLanalysisLtoLidentifyLcandidateLxNuLmethylationLbiomarkersLrelatedLtoL
prostateLcancerLriskbLNaturelCommunicationsZL2020ZLeeZLgmdi 17.4 12

84 MendelianLRandomizationLunalysisLofLnajLPolyunsaturatedLzattyLucidLLevelsLandLPancreaticLwancerL
RiskbLCancerlEpidemiologylBiomarkerslandlPreventionZL2020ZLfmZLfkgiafkgm 4 2

83 zromLtobaccoLsmokingLtoLcancer´ mutationalLsignaturenLaLmediationLanalysisLstrategyLtoLexploreLtheL
roleLofLepigeneticLchangesbLBMClCancerZL2020ZLfdZLlld 4.8 6

82  eneticallyLPredictedLLevelsLofLxNuLMethylationLviomarkersLandLvreastLwancerLRisknLxataLzromL
fflLmieLWomenLofLyuropeanLxescentbLJournalloflthelNationallCancerlInstituteZL2020ZLeefZLfmiagdh 9.7 18

81 yvaluationLofLassociationsLbetweenLgeneticallyLpredictedLcirculatingLproteinLbiomarkersLandLbreastL
cancerLriskbLInternationallJournalloflCancerZL2020ZLehjZLfegdafegl 7.5 9

80 yvaluationLofLpathogeneticLmutationsLinLbreastLcancerLpredispositionLgenesLinLpopulationabasedL
studiesLconductedLamongLwhineseLwomenbLBreastlCancerlResearchlandlTreatmentZL2020ZLeleZLhjiahkg 4.4 7

(2020-2021)
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79 yvaluatingLtheLUtilityLofLPolygenicLRiskLScoresLinLIdentifyingLHighaRiskLIndividualsLforLyightLwommonL
wancersbLJNCIlCancerlSpectrumZL2020ZLhZLpkaadfe 4.6 27

78 ReaevaluatingLgeneticLvariantsLidentifiedLinLcandidateLgeneLstudiesLofLbreastLcancerLriskLusingLdataL
fromLnearlyLfldZdddLwomenLofLusianLandLyuropeanLancestrybLEBioMedicineZL2019ZLhlZLfdgafee 8.8 9

77 OralLmicrobiomeLandLobesityLinLaLlargeLstudyLofLlowaincomeLandLufricanaumericanLpopulationsbL
JournalloflOrallMicrobiologyZL2019ZLeeZLejidimk 6.3 24

76 TwoLtruncatingLvariantsLinLzuNwwLandLbreastLcancerLriskbLScientificlReportsZL2019ZLmZLefifh 4.9 2

75 IntegrativeLgenomicLanalysesLofLuPOvywamutationalLsignatureZLexpressionLandLgermlineLdeletionL
ofLuPOvywgLgenesZLandLimmunogenicityLinLmultipleLcancerLtypesbLBMClMedicallGenomicsZL2019ZLefZLege 3.7 23

74 wigaretteLsmokingLandLoralLmicrobiotaLinLlowaincomeLandLufricanaumericanLpopulationsbLJournallofl
EpidemiologylandlCommunitylHealthZL2019ZLkgZLeedlaeeei 5.1 16

73 xiscoveryLofLaLPathogenicLVariantLrsegmgkmjjjLTpbLPfmkhLULinLforLvreastLwancerLRiskLinLwhineseL
PopulationsbLCancerlEpidemiologylBiomarkerslandlPreventionZL2019ZLflZLegdlaegei 4 2

72
IdentificationLofLNovelLSusceptibilityLLociLandL enesLforLProstateLwancerLRisknLuL
TranscriptomeaWideLussociationLStudyLinLOverLehdZdddLyuropeanLxescendantsbLCancerlResearchZL
2019ZLkmZLgemfagfdh

10.1 23

71  enomeawideLassociationLandLtranscriptomeLstudiesLidentifyLtargetLgenesLandLriskLlociLforLbreastL
cancerbLNaturelCommunicationsZL2019ZLedZLekhe 17.4 47

70 TranscriptomeaWideLussociationLStudyLIdentifiesLSusceptibilityLLociLandL enesLforLugeLatLNaturalL
MenopausebLReproductivelSciencesZL2019ZLfjZLhmjaidf 3 4

69 IdentifyingLPutativeLSusceptibilityL enesLandLyvaluatingLTheirLussociationsLwithLSomaticLMutationsL
inLHumanLwancersbLAmericanlJournalloflHumanlGeneticsZL2019ZLediZLhkkahmf 11 12

68 LargeaScaleL enomeaWideLussociationLStudyLofLyastLusiansLIdentifiesLLociLussociatedLWithLRiskLforL
wolorectalLwancerbLGastroenterologyZL2019ZLeijZLehiiaehjj 13.3 55

67 RacialLxifferencesLinLtheLOralLMicrobiomenLxataLfromLLowaIncomeLPopulationsLofLufricanLuncestryL
andLyuropeanLuncestrybLMSystemsZL2019ZLhZL 7.6 15

66 PolygenicLRiskLScoresLforLPredictionLofLvreastLwancerLandLvreastLwancerLSubtypesbLAmericanl
JournalloflHumanlGeneticsZL2019ZLedhZLfeagh 11 363

65 ussociationLofLoralLhealthLwithLlungLcancerLriskLinLaLlowaincomeLpopulationLofLufricanLumericansL
andLyuropeanLumericansLinLtheLSoutheasternLUnitedLStatesbLLunglCancerZL2019ZLefkZLmdami 5.9 10

64 ProspectiveLstudyLofLoralLmicrobiomeLandLcolorectalLcancerLriskLinLlowaincomeLandLufricanL
umericanLpopulationsbLInternationallJournalloflCancerZL2019ZLehhZLfgleafglm 7.5 43

63  eneticLxataLfromLNearlyLjgZdddLWomenLofLyuropeanLxescentLPredictsLxNuLMethylationL
viomarkersLandLypithelialLOvarianLwancerLRiskbLCancerlResearchZL2019ZLkmZLidiaiek 10.1 28

62 yxomeLSequencingLIdentifiesL eneticLVariantsLussociatedLwithLwirculatingLLipidLLevelsLinLMexicanL
umericansnLTheLInsulinLResistanceLutherosclerosisLzamilyLStudyLTIRuSzSUbLScientificlReportsZL2018ZLlZLijdg4.9 5
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61 uLLargeaScaleLMultiaancestryL enomeawideLStudyLuccountingLforLSmokingLvehaviorLIdentifiesL
MultipleLSignificantLLociLforLvloodLPressurebLAmericanlJournalloflHumanlGeneticsZL2018ZLedfZLgkiahdd 11 59

60 uLwomprehensiveLcisaeQTLLunalysisLRevealedLTargetL enesLinLvreastLwancerLSusceptibilityLLociL
IdentifiedLinL enomeawideLussociationLStudiesbLAmericanlJournalloflHumanlGeneticsZL2018ZLedfZLlmdamdg11 42

59 uLTranscriptomeaWideLussociationLStudyLumongLmkZlmlLWomenLtoLIdentifyLwandidateL
SusceptibilityL enesLforLypithelialLOvarianLwancerLRiskbLCancerlResearchZL2018ZLklZLihemaihgd 10.1 32

58 IdentificationLofLnineLnewLsusceptibilityLlociLforLendometrialLcancerbLNaturelCommunicationsZL2018ZL
mZLgejj 17.4 70

57 uLtranscriptomeawideLassociationLstudyLofLffmZdddLwomenLidentifiesLnewLcandidateLsusceptibilityL
genesLforLbreastLcancerbLNaturelGeneticsZL2018ZLidZLmjlamkl 36.3 101

56  eneticLyvidenceLforLtheLussociationLbetweenLSchizophreniaLandLvreastLwancerbLJournallofl
PsychiatrylandlBrainlScienceZL2018ZLgZL 1.7 6

55  eneticLvariationLinLSLwkufLinteractsLwithLcalciumLandLmagnesiumLintakesLinLmodulatingLtheLriskLofL
colorectalLpolypsbLJournalloflNutritionallBiochemistryZL2017ZLhkZLgiahd 6.3 4

54 yvaluatingLgeneticLvariantsLassociatedLwithLbreastLcancerLriskLinLhighLandLmoderateapenetranceL
genesLinLusiansbLCarcinogenesisZL2017ZLglZLieeaiel 4.6 20

53
InteractionsLbetweenLcalciumLintakeLandLpolymorphismsLinLgenesLessentialLforLcalciumL
reabsorptionLandLriskLofLcolorectalLneoplasiaLinLaLtwoaphaseLstudybLMolecularlCarcinogenesisZL2017ZL
ijZLffilaffjj

5 5

52 yvaluationLofLgeneticLvariantsLinLassociationLwithLcolorectalLcancerLriskLandLsurvivalLinLusiansbL
InternationallJournalloflCancerZL2017ZLeheZLeegdaeegm 7.5 15

51
ussociationLanalysesLofLyastLusianLindividualsLandLtransaancestryLanalysesLwithLyuropeanLindividualsL
revealLnewLlociLassociatedLwithLcholesterolLandLtriglycerideLlevelsbLHumanlMolecularlGeneticsZL2017ZL
fjZLekkdaeklh

5.6 90

50 yxomeLchipLmetaaanalysisLidentifiesLnovelLlociLandLyastLusianaspecificLcodingLvariantsLthatL
contributeLtoLlipidLlevelsLandLcoronaryLarteryLdiseasebLNaturelGeneticsZL2017ZLhmZLekffaekgd 36.3 83

49 ussociationLanalysisLidentifiesLjiLnewLbreastLcancerLriskLlocibLNatureZL2017ZLiieZLmfamh 50.4 643

48 IdentificationLofLtenLvariantsLassociatedLwithLriskLofLestrogenareceptoranegativeLbreastLcancerbL
NaturelGeneticsZL2017ZLhmZLekjkaekkl 36.3 186

47 NoLclinicalLutilityLofLKRuSLvariantLrsjekjhgkdLforLovarianLorLbreastLcancerbLGynecologiclOncologyZL
2016ZLeheZLgljahde 4.9 15

46 unLintergenicLriskLlocusLcontainingLanLenhancerLdeletionLinLfqgiLmodulatesLbreastLcancerLriskLbyL
deregulatingLI zvPiLexpressionbLHumanlMolecularlGeneticsZL2016ZLfiZLgljgaglkj 5.6 24

45  enomeawideLassociationLstudiesLinLyastLusiansLidentifyLnewLlociLforLwaistahipLratioLandLwaistL
circumferencebLScientificlReportsZL2016ZLjZLekmil 4.9 48

44 IdentificationLofLfourLnovelLsusceptibilityLlociLforLoestrogenLreceptorLnegativeLbreastLcancerbLNaturel
CommunicationsZL2016ZLkZLeegki 17.4 64

(2016-2018)
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43 zunctionalLmechanismsLunderlyingLpleiotropicLriskLallelesLatLtheLempegbeLbreastaovarianLcancerL
susceptibilityLlocusbLNaturelCommunicationsZL2016ZLkZLefjki 17.4 53

42  enomeawideLassociationLstudyLinLyastLusiansLidentifiesLtwoLnovelLbreastLcancerLsusceptibilityLlocibL
HumanlMolecularlGeneticsZL2016ZLfiZLggjeaggke 5.6 22

41  enomeawideLassociationLstudiesLinLtheLJapaneseLpopulationLidentifyLsevenLnovelLlociLforLtypeLfL
diabetesbLNaturelCommunicationsZL2016ZLkZLedige 17.4 99

40 NoLevidenceLthatLproteinLtruncatingLvariantsLinLvRIPeLareLassociatedLwithLbreastLcancerLrisknL
implicationsLforLgeneLpanelLtestingbLJournalloflMedicallGeneticsZL2016ZLigZLfmlagdm 5.8 83

39 vreastLcancerLriskLvariantsLatLjqfiLdisplayLdifferentLphenotypeLassociationsLandLregulateLySReZL
RMNxeLandLwwxwekdbLNaturelGeneticsZL2016ZLhlZLgkhalj 36.3 93

38 IdentificationLofLSusceptibilityLLociLandL enesLforLwolorectalLwancerLRiskbLGastroenterologyZL2016ZL
eidZLejggaejhi 13.3 64

37 yvaluationLofLpotentialLregulatoryLfunctionLofLbreastLcancerLriskLlocusLatLjqfibebLCarcinogenesisZL
2016ZLgkZLejgaejl 4.6 11

36 TheLwircadianLRhythmL eneLurntlfLIsLaLMetastasisLSusceptibilityL eneLforLystrogenL
ReceptoraNegativeLvreastLwancerbLPLoSlGeneticsZL2016ZLefZLeeddjfjk 6 30

35 zineascaleLmappingLofLlqfhLlocusLidentifiesLmultipleLindependentLriskLvariantsLforLbreastLcancerbL
InternationallJournalloflCancerZL2016ZLegmZLegdgaegek 7.5 26

34 walciumcmagnesiumLintakeLratioZLbutLnotLmagnesiumLintakeZLinteractsLwithLgeneticLpolymorphismL
inLrelationLtoLcolorectalLneoplasiaLinLaLtwoaphaseLstudybLMolecularlCarcinogenesisZL2016ZLiiZLehhmaik 5 7

33 IdentificationLofLindependentLassociationLsignalsLandLputativeLfunctionalLvariantsLforLbreastLcancerL
riskLthroughLfineascaleLmappingLofLtheLefpeeLlocusbLBreastlCancerlResearchZL2016ZLelZLjh 8.3 25

32 PredictionLofLbreastLcancerLriskLbasedLonLcommonLgeneticLvariantsLinLwomenLofLyastLusianL
ancestrybLBreastlCancerlResearchZL2016ZLelZLefh 8.3 34

31  enomicLwharacterizationLofLysophagealLSquamousLwellLwarcinomaLRevealsLwriticalL enesL
UnderlyingLTumorigenesisLandLPoorLPrognosisbLAmericanlJournalloflHumanlGeneticsZL2016ZLmlZLkdmafk 11 95

30 ussociationLofLgeneticLsusceptibilityLvariantsLforLtypeLfLdiabetesLwithLbreastLcancerLriskLinLwomenL
ofLyuropeanLancestrybLCancerlCauseslandlControlZL2016ZLfkZLjkmamg 2.8 15

29 ussociationLbetweenLgeneticLriskLscoreLforLtelomereLlengthLandLriskLofLbreastLcancerbLCancerlCausesl
andlControlZL2016ZLfkZLefemafl 2.8 14

28 ugeLatLmenarcheLandLageLatLnaturalLmenopauseLinLyastLusianLwomennLaLgenomeawideLassociationL
studybLAgeZL2016ZLglZLiegaifg 30

27  enomeawideLassociationLanalysisLofLmoreLthanLefdZdddLindividualsLidentifiesLeiLnewLsusceptibilityL
lociLforLbreastLcancerbLNaturelGeneticsZL2015ZLhkZLgkgald 36.3 406

26 WholeaexomeLsequencingLidentifiesLORfWgLmutationLasLaLcauseLofLautosomalLdominantLretinitisL
pigmentosabLScientificlReportsZL2015ZLiZLmfgj 4.9 20
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25 HeightLandLvreastLwancerLRisknLyvidenceLzromLProspectiveLStudiesLandLMendelianLRandomizationbL
JournalloflthelNationallCancerlInstituteZL2015ZLedkZL 9.7 74

24 zineascaleLmappingLofLtheLhqfhLlocusLidentifiesLtwoLindependentLlociLassociatedLwithLbreastLcancerL
riskbLCancerlEpidemiologylBiomarkerslandlPreventionZL2015ZLfhZLejldame 4 17

23 IdentificationLandLcharacterizationLofLnovelLassociationsLinLtheLwuSPlcuLSfwRefLregionLonL
chromosomeLfLwithLbreastLcancerLriskbLHumanlMolecularlGeneticsZL2015ZLfhZLfliaml 5.6 35

22 zineamappingLofLtheLHNzevLmulticancerLlocusLidentifiesLcandidateLvariantsLthatLmediateL
endometrialLcancerLriskbLHumanlMolecularlGeneticsZL2015ZLfhZLehklamf 5.6 46

21 WholeayxomeLSequencingLIdentifiesLNovelLSomaticLMutationsLinLwhineseLvreastLwancerLPatientsbL
JournalloflMolecularlandlGeneticlMedicine:lanlInternationallJournalloflBiomedicallResearchZL2015ZLmZL 2.5 15

20  enomeawideLassociationLmetaaanalysisLidentifiesLnovelLvariantsLassociatedLwithLfastingLplasmaL
glucoseLinLyastLusiansbLDiabetesZL2015ZLjhZLfmeal 0.9 43

19 zineamappingLidentifiesLtwoLadditionalLbreastLcancerLsusceptibilityLlociLatLmqgebfbLHumanlMolecularl
GeneticsZL2015ZLfhZLfmjjalh 5.6 36

18 zineascaleLmappingLofLtheLiqeebfLbreastLcancerLlocusLrevealsLatLleastLthreeLindependentLriskL
variantsLregulatingLMuPgKebLAmericanlJournalloflHumanlGeneticsZL2015ZLmjZLiafd 11 59

17 LargeascaleLgeneticLstudyLinLyastLusiansLidentifiesLsixLnewLlociLassociatedLwithLcolorectalLcancerL
riskbLNaturelGeneticsZL2014ZLhjZLiggahf 36.3 175

16  enomeawideLassociationLanalysisLinLyastLusiansLidentifiesLbreastLcancerLsusceptibilityLlociLatL
eqgfbeZLiqehbgLandLeiqfjbebLNaturelGeneticsZL2014ZLhjZLlljamd 36.3 110

15 yvidenceLthatLbreastLcancerLriskLatLtheLfqgiLlocusLisLmediatedLthroughLI zvPiLregulationbLNaturel
CommunicationsZL2014ZLhZLhmmm 17.4 87

14  eneticLvariationLinLmitoticLregulatoryLpathwayLgenesLisLassociatedLwithLbreastLtumorLgradebL
HumanlMolecularlGeneticsZL2014ZLfgZLjdghahj 5.6 11

13 MultipleLnonglycemicLgenomicLlociLareLnewlyLassociatedLwithLbloodLlevelLofLglycatedLhemoglobinLinL
yastLusiansbLDiabetesZL2014ZLjgZLfiieajf 0.9 46

12 MetaaanalysisLofLgenomeawideLassociationLstudiesLinLyastLusianaancestryLpopulationsLidentifiesLfourL
newLlociLforLbodyLmassLindexbLHumanlMolecularlGeneticsZL2014ZLfgZLihmfaidh 5.6 141

11 MetaaanalysisLofLgenomeawideLassociationLstudiesLinLufricanLumericansLprovidesLinsightsLintoLtheL
geneticLarchitectureLofLtypeLfLdiabetesbLPLoSlGeneticsZL2014ZLedZLeeddhiek 6 151

10 zTOLgeneticLvariantsZLdietaryLintakeLandLbodyLmassLindexnLinsightsLfromLekkZggdLindividualsbLHumanl
MolecularlGeneticsZL2014ZLfgZLjmjeakf 5.6 120

9 ImprovedLvariantLcallingLaccuracyLbyLmergingLreplicatesLinLwholeaexomeLsequencingLstudiesbL
BioMedlResearchlInternationalZL2014ZLfdehZLgemigh 3 9

8 MultipleLindependentLvariantsLatLtheLTyRTLlocusLareLassociatedLwithLtelomereLlengthLandLrisksLofL
breastLandLovarianLcancerbLNaturelGeneticsZL2013ZLhiZLgkealhZLglheeaf 36.3 422

(2013-2015)
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7 uLcommonLdeletionLinLtheLuPOvywgLgenesLandLbreastLcancerLriskbLJournalloflthelNationallCancerl
InstituteZL2013ZLediZLikgam 9.7 109

6 yvaluatingLgenomeawideLassociationLstudyaidentifiedLbreastLcancerLriskLvariantsLinL
ufricanaumericanLwomenbLPLoSlONEZL2013ZLlZLeilgid 3.7 58

5 yxomeLsequencingLgeneratesLhighLqualityLdataLinLnonatargetLregionsbLBMClGenomicsZL2012ZLegZLemh 4.5 95

4  enomeawideLassociationLstudyLinLeastLusiansLidentifiesLnovelLsusceptibilityLlociLforLbreastLcancerbL
PLoSlGeneticsZL2012ZLlZLeeddfigf 6 118

3 IdentificationLofLaLfunctionalLgeneticLvariantLatLejqefbeLforLbreastLcancerLrisknLresultsLfromLtheLusiaL
vreastLwancerLwonsortiumbLPLoSlGeneticsZL2010ZLjZLeeddeddf 6 93

2 yvaluationLofLbreastLcancerLsusceptibilityLlociLinLwhineseLwomenbLCancerlEpidemiologylBiomarkersl
andlPreventionZL2010ZLemZLfgikaji 4 87

1  enomeawideLassociationLstudyLidentifiesLaLnewLbreastLcancerLsusceptibilityLlocusLatLjqfibebLNaturel
GeneticsZL2009ZLheZLgfhal 36.3 434
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