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i Paper IF Citations

102 OverlappingKassociationKsignalsKinKtheKgeneticsKofKhairarelatedKphenotypesKinKhumansKandKtheirK
relevanceKtoKpredictiveKxNuKanalysisbbKForensichSciencehInternational:hGeneticsYK2022YKimYKedfjmg 4.3 0

101 IdentificationKofKwellularKzactorsKRequiredKforKSuRSawoVafKReplicationbKCellsYK2021YKedYK 7.9 2

100 uKcollaborativeKexerciseKonKxNuKmethylationabasedKageKpredictionKandKbodyKfluidKtypingbbKForensich
SciencehInternational:hGeneticsYK2021YKikYKedfjij 4.3 1

99 xevelopmentKofKtheKVISu—yKenhancedKtoolKandKstatisticalKmodelsKforKepigeneticKageKestimationKinK
bloodYKbuccalKcellsKandKbonesbKAgingYK2021YKegYKjhimajhlh 5.6 11

98 xNuKmethylationabasedKageKclocksnKzromKageKpredictionKtoKageKreversionbKAgeinghResearchhReviewsYK
2021YKjlYKedegeh 12 16

97 yvaluationKofKsupervisedKmachinealearningKmethodsKforKpredictingKappearanceKtraitsKfromKxNubK
ForensichSciencehInternational:hGeneticsYK2021YKigYKedfidk 4.3 3

96 TheKimpactKofKcorrelationsKbetweenKpigmentationKphenotypesKandKunderlyingKgenotypesKonK
geneticKpredictionKofKpigmentationKtraitsbKForensichSciencehInternational:hGeneticsYK2021YKidYKedfgmi 4.3 1

95 TestingKtheKimpactKofKtraitKprevalenceKpriorsKinKvayesianabasedKgeneticKpredictionKmodelingKofK
humanKappearanceKtraitsbKForensichSciencehInternational:hGeneticsYK2021YKidYKedfhef 4.3 0

94 SearchingKforKimprovementsKinKpredictingKhumanKeyeKcolourKfromKxNubKInternationalhJournalhofh
LegalhMedicineYK2021YKegiYKfekiafelk 3.1 0

93 xevelopmentKandKyvaluationKofKtheKuncestryKInformativeKMarkerKPanelKofKtheKVISu—yKvasicKToolbK
GenesYK2021YKefYK 4.2 2

92 ypigeneticKageKpredictionKinKsemenKaKmarkerKselectionKandKmodelKdevelopmentbKAgingYK2021YKegYKemehiaemejh5.6 1

91 ImpactKofKexcessiveKalcoholKabuseKonKageKpredictionKusingKtheKVISu—yKenhancedKtoolKforKepigeneticK
ageKestimationKinKbloodbKInternationalhJournalhofhLegalhMedicineYK2021YKegiYKffdmaffem 3.1 1

90 RoleKofKmiRNuKandKlncRNusKinKorganKfibrosisKandKagingbKBiomedicinehandhPharmacotherapyYK2021YK
ehgYKeefegf 7.5 7

89 ungiotensinKconvertingKenzymenKuKreviewKonKexpressionKprofileKandKitsKassociationKwithKhumanK
disordersKwithKspecialKfocusKonKSuRSawoVafKinfectionbKVascularhPharmacologyYK2020YKegdYKedjjld 5.9 31

88 yffectsKofKhostKgeneticKvariationsKonKresponseKtoYKsusceptibilityKandKseverityKofKrespiratoryK
infectionsbKBiomedicinehandhPharmacotherapyYK2020YKeflYKeedfmj 7.5 25

87 ReplicationKofKSevereKucuteKRespiratoryKSyndromeKworonavirusKfKinK umanKRespiratoryKypitheliumbK
JournalhofhVirologyYK2020YKmhYK 6.6 37

86 TheKchallengeKofKpredictingKhumanKpigmentationKtraitsKinKdegradedKboneKsamplesKwithKtheK
MPSabasedK IrisPlexaSKsystembKForensichSciencehInternational:hGeneticsYK2020YKhkYKedfgde 4.3 10
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85 xevelopmentKandKoptimizationKofKtheKVISu—yKbasicKprototypeKtoolKforKforensicKageKestimationbK
ForensichSciencehInternational:hGeneticsYK2020YKhlYKedfgff 4.3 13

84 yxpressionKprofileKofKlncRNusKandKmiRNusKinKesophagealKcancernKImplicationsKinKdiagnosisYK
prognosisYKandKtherapeuticKresponsebKJournalhofhCellularhPhysiologyYK2020YKfgiYKmfjmamfmd 7 4

83 ussessmentKofKexpressionKprofileKofKmicroRNusKinKmultipleKsclerosisKpatientsKtreatedKwithK
fingolimodbKJournalhofhMolecularhNeuroscienceYK2020YKkdYKefkhaefle 3.3 3

82 viowarfareYKbioterrorismKandKbiocrimenKuKhistoricalKoverviewKonKmicrobialKharmfulKapplicationsbK
ForensichSciencehInternationalYK2020YKgehYKeedgjj 2.6 20

81 xevelopmentKandKvalidationKofKtheKVISu—yKumpliSeqKbasicKtoolKtoKpredictKappearanceKandKancestryK
fromKxNubKForensichSciencehInternational:hGeneticsYK2020YKhlYKedfggj 4.3 22

80 NonacodingKRNuKprofileKinKlungKcancerbKExperimentalhandhMolecularhPathologyYK2020YKeehYKedhhee 4.4 31

79 TheKSuRSawoVafKORzedKisKnotKessentialKinKvitroKorKinKvivoKinKhumansbKPLoShPathogensYK2020YKejYKeeddlmim7.6 42

78
yxaminationKofKLTaxNuKtracesKaKliteratureKoverviewKandKgeneralKrecommendationsKofKtheKPolishK
SpeakingKWorkingK—roupKofKtheKInternationalKSocietyKforKzorensicK—eneticsKTISz—aPLUbKArchiwumh
MedycynyhSadowejhIhKryminologiiYK2020YKkdYKedgaefg

0.3 0

77 ulteredKcytokineKlevelsKandKimmuneKresponsesKinKpatientsKwithKSuRSawoVafKinfectionKandKrelatedK
conditionsbKCytokineYK2020YKeggYKeiiehg 4 39

76 MicroRNuKSignatureKinKRenalKwellKwarcinomabKFrontiershinhOncologyYK2020YKedYKimjgim 5.3 10

75 yxploringKtheKpossibilityKofKpredictingKhumanKheadKhairKgreyingKfromKxNuKusingKwholeaexomeKandK
targetedKN—SKdatabKBMChGenomicsYK2020YKfeYKigl 4.5 7

74 RecommendationsKofKtheKPolishKSpeakingKWorkingK—roupKofKtheKInternationalKSocietyKforKzorensicK
—eneticsKonKforensicKYKchromosomeKtypingbKArchiwumhMedycynyhSadowejhIhKryminologiiYK2020YKkdYKeael 0.3 2

73 MweRKvariantsKinKchildhoodKandKadolescentKmelanomanKaKretrospectiveKpooledKanalysisKofKaK
multicentreKcohortbKThehLancethChildhandhAdolescenthHealthYK2019YKgYKggfaghf 14.5 8

72 xNuabasedKpredictiveKmodelsKforKtheKpresenceKofKfrecklesbKForensichSciencehInternational:hGeneticsYK
2019YKhfYKfifafim 4.3 11

71
 IrisPlexaSKsystemKforKeyeYKhairYKandKskinKcolorKpredictionKfromKxNunKMassivelyKparallelKsequencingK
solutionsKforKtwoKcommonKforensicallyKusedKplatformsbKForensichSciencehInternational:hGeneticsYK2019
YKhgYKedfeif

4.3 24

70
WhatSsKNewKinKtheKPathophysiologyKofKulopeciaKureatasKTheKPossibleKwontributionKofKSkinKandK—utK
MicrobiomeKinKtheKPathogenesisKofKulopeciaKaKvigKOpportunitiesYKvigKwhallengesYKandKNovelK
PerspectivesbKInternationalhJournalhofhTrichologyYK2019YKeeYKeliaell

1.1 11

69
xNuKmethylationKsignatureKinKbloodKdoesKnotKpredictKcalendarKageKinKpatientsKwithKchronicK
lymphocyticKleukemiaKbutKmayKalertKtoKtheKpresenceKofKdiseasebKForensichSciencehInternational:h
GeneticsYK2018YKghYKeeiaeek

4.3 7

68 vodyKfluidKidentificationKusingKaKtargetedKmRNuKmassivelyKparallelKsequencingKapproachKaKresultsKofK
aKyUROzOR—yNcyxNuPKcollaborativeKexercisebKForensichSciencehInternational:hGeneticsYK2018YKghYKediaeei4.3 42
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67 MetaaanalysisKofKgenomeawideKassociationKstudiesKidentifiesKlKnovelKlociKinvolvedKinKshapeKvariationK
ofKhumanKheadKhairbKHumanhMolecularhGeneticsYK2018YKfkYKiimaiki 5.6 33

66 TheK IrisPlexaSKsystemKforKeyeYKhairKandKskinKcolourKpredictionKfromKxNunKIntroductionKandKforensicK
developmentalKvalidationbKForensichSciencehInternational:hGeneticsYK2018YKgiYKefgaegi 4.3 106

65 xNuKmethylationKinKyLOVLfKandKweorfegfKcorrectlyKpredictedKchronologicalKageKofKindividualsKfromK
threeKdiseaseKgroupsbKInternationalhJournalhofhLegalhMedicineYK2018YKegfYKeaee 3.1 43

64 InvestigatingKtheKimpactKofKageadependedKhairKcolourKdarkeningKduringKchildhoodKonKxNuabasedK
hairKcolourKpredictionKwithKtheK IrisPlexKsystembKForensichSciencehInternational:hGeneticsYK2018YKgjYKfjagg 4.3 17

63 ModifiedKagingKofKeliteKathletesKrevealedKbyKanalysisKofKepigeneticKageKmarkersbKAgingYK2018YKedYKfheafif5.6 16

62
RecommendationsKofKtheKPolishKSpeakingKWorkingK—roupKofKtheKInternationalKSocietyKforKzorensicK
—eneticsKforKforensicKmitochondrialKxNuKtestingbKArchiwumhMedycynyhSadowejhIhKryminologiiYK2018YK
jlYKfhfafil

0.3 1

61 TowardsKbroadeningKzorensicKxNuKPhenotypingKbeyondKpigmentationnKImprovingKtheKpredictionKofK
headKhairKshapeKfromKxNubKForensichSciencehInternational:hGeneticsYK2018YKgkYKfheafie 4.3 24

60 VariationKinKtheKRPTNKgeneKmayKfacilitateKstraightKhairKformationKinKyuropeansKandKyastKusiansbK
JournalhofhDermatologicalhScienceYK2018YKmeYKggeaggh 4.3 6

59  ypermethylationKofKandKInfluencesKwellKxeathKSignalingKinKzamilialKulzheimerSsKxiseasebKOxidativeh
MedicinehandhCellularhLongevityYK2018YKfdelYKjmelkmk 6.7 18

58 MwPIPeKcontributesKtoKclearKcellKrenalKcellKcarcinomasKdevelopmentbKAngiogenesisYK2017YKfdYKgfiaghd 10.6 54

57 —lobalKskinKcolourKpredictionKfromKxNubKHumanhGeneticsYK2017YKegjYKlhkaljg 6.3 63

56 zurtherKevidenceKforKpopulationKspecificKdifferencesKinKtheKeffectKofKxNuKmarkersKandKgenderKonK
eyeKcolourKpredictionKinKforensicsbKInternationalhJournalhofhLegalhMedicineYK2016YKegdYKmfgamgh 3.1 17

55
xevelopmentKofKaKmethylationKmarkerKsetKforKforensicKageKestimationKusingKanalysisKofKpublicK
methylationKdataKandKtheKugenaKvioscienceKypiTYPyRKsystembKForensichSciencehInternational:h
GeneticsYK2016YKfhYKjiakh

4.3 86

54 ussociationKofKMelanocortinaeKReceptorKVariantsKwithKPigmentaryKTraitsKinK umansnKu´ PooledK
unalysisKfromKtheKMaSkipKProjectbKJournalhofhInvestigativehDermatologyYK2016YKegjYKemehaemek 4.3 12

53  otKonKtheKTrailKofK—enesKthatKShapeKOurKzingerprintsbKJournalhofhInvestigativehDermatologyYK2016YK
egjYKkhdakhf 4.3 3

52 xonorKageKandKweorfegfcMIRfmvfwKdetermineKagearelatedKmethylationKsignatureKofKbloodKafterK
allogeneicKhematopoieticKstemKcellKtransplantationbKClinicalhEpigeneticsYK2016YKlYKmg 7.7 7

51 zorensicKancestryKanalysisKwithKtwoKcapillaryKelectrophoresisKancestryKinformativeKmarkerKTuIMUK
panelsnKResultsKofKaKcollaborativeKyxNuPKexercisebKForensichSciencehInternational:hGeneticsYK2015YKemYKijajk4.3 18

50 MweRKgeneKvariantsKandKnonamelanomaKskinKcancernKaKpooledaanalysisKfromKtheKMaSKIPKprojectbK
BritishhJournalhofhCancerYK2015YKeegYKgihajg 8.7 26
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49 yvaluationKofKtheKpredictiveKcapacityKofKxNuKvariantsKassociatedKwithKstraightKhairKinKyuropeansbK
ForensichSciencehInternational:hGeneticsYK2015YKemYKfldafll 4.3 26

48 yxaminationKofKxNuKmethylationKstatusKofKtheKyLOVLfKmarkerKmayKbeKusefulKforKhumanKageK
predictionKinKforensicKsciencebKForensichSciencehInternational:hGeneticsYK2015YKehYKejeak 4.3 121

47 MweRKvariantsKincreasedKtheKriskKofKsporadicKcutaneousKmelanomaKinKdarkerapigmentedKwaucasiansnK
aKpooledaanalysisKfromKtheKMaSKIPKprojectbKInternationalhJournalhofhCancerYK2015YKegjYKjelage 7.5 67

46 PredictionKofK umanKPigmentationKTraitsKfromKxNuKPolymorphismsK2015YKeaed

45 yvaluationKofKxNuKvariantsKassociatedKwithKandrogeneticKalopeciaKandKtheirKpotentialKtoKpredictK
maleKpatternKbaldnessbKPLoShONEYK2015YKedYKedefklif 3.7 34

44
VariantsKofKSwuRveKandKVxRKInvolvedKinKwomplexK—eneticKInteractionsKMayKveKImplicatedKinKtheK
—eneticKSusceptibilityKtoKwlearKwellKRenalKwellKwarcinomabKBioMedhResearchhInternationalYK2015YK
fdeiYKljdhdi

3 9

43 xevelopmentKofKaKforensicallyKusefulKageKpredictionKmethodKbasedKonKxNuKmethylationKanalysisbK
ForensichSciencehInternational:hGeneticsYK2015YKekYKekgaekm 4.3 159

42 uKcautionaryKnoteKonKusingKbinaryKcallsKforKanalysisKofKxNuKmethylationbKBioinformaticsYK2015YKgeYKeiemafd7.2 3

41 xevelopmentalKvalidationKofKtheK IrisPlexKsystemnKxNuabasedKeyeKandKhairKcolourKpredictionKforK
forensicKandKanthropologicalKusagebKForensichSciencehInternational:hGeneticsYK2014YKmYKeidaje 4.3 110

40 wollaborativeKyxNuPKexerciseKonKtheKIrisPlexKsystemKforKxNuabasedKpredictionKofKhumanKeyeK
colourbKForensichSciencehInternational:hGeneticsYK2014YKeeYKfheaie 4.3 17

39 TheKcommonKoccurrenceKofKepistasisKinKtheKdeterminationKofKhumanKpigmentationKandKitsKimpactKonK
xNuabasedKpigmentationKphenotypeKpredictionbKForensichSciencehInternational:hGeneticsYK2014YKeeYKjhakf 4.3 39

38 uKnewKdimensionKofKtheKforensicKxNuKexpertiseKaKtheKneedKforKtrainingKexpertsKandKexpertiseK
recipientsbKArchiwumhMedycynyhSadowejhIhKryminologiiYK2014YKjhYKekiamh 0.3 3

37 IncreasedKriskKofKdevelopingKcutaneousKmalignantKmelanomaKisKassociatedKwithKvariationKinK
pigmentationKgenesKandKVxRYKandKmayKinvolveKepistaticKeffectsbKMelanomahResearchYK2014YKfhYKgllamj 3.3 23

36 TheK IrisPlexKsystemKforKsimultaneousKpredictionKofKhairKandKeyeKcolourKfromKxNubKForensichScienceh
International:hGeneticsYK2013YKkYKmlaeei 4.3 289

35 vonaKfideKcolournKxNuKpredictionKofKhumanKeyeKandKhairKcolourKfromKancientKandKcontemporaryK
skeletalKremainsbKInvestigativehGeneticsYK2013YKhYKg 46

34 PredictionKofKeyeKcolorKinKtheKSlovenianKpopulationKusingKtheKIrisPlexKSNPsbKCroatianhMedicalhJournal
YK2013YKihYKgleaj 1.6 29

33 PredictionKofKeyeKcolorKfromKgeneticKdataKusingKvayesianKapproachbKJournalhofhForensichSciencesYK
2012YKikYKlldaj 1.8 26

32 PotentialKassociationKofKsingleKnucleotideKpolymorphismsKinKpigmentationKgenesKwithKtheK
developmentKofKbasalKcellKcarcinomabKJournalhofhDermatologyYK2012YKgmYKjmgal 1.6 12

(2012-2015)
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31
MelanocortinaeKreceptorYKskinKcancerKandKphenotypicKcharacteristicsKTMaSKIPUKprojectnKstudyKdesignK
andKmethodsKforKpoolingKresultsKofKgeneticKepidemiologicalKstudiesbKBMChMedicalhResearchh
MethodologyYK2012YKefYKeej

4.7 10

30 —eneageneKinteractionsKcontributeKtoKeyeKcolourKvariationKinKhumansbKJournalhofhHumanhGeneticsYK
2011YKijYKhhkaii 4.3 52

29 TheKimpactKofKmitochondrialKandKnuclearKxNuKvariantsKonKlateaonsetKulzheimerSsKdiseaseKriskbK
JournalhofhAlzheimeroshDiseaseYK2011YKfkYKemkafed 4.3 36

28 ModelabasedKpredictionKofKhumanKhairKcolorKusingKxNuKvariantsbKHumanhGeneticsYK2011YKefmYKhhgaih 6.3 123

27 —eneticKexaminationKofKtheKputativeKskullKofKJanKKochanowskiKrevealsKitsKfemaleKsexbKCroatianh
MedicalhJournalYK2011YKifYKhdgam 1.6 4

26 PhylogeographicKhistoryKofKgreyKwolvesKinKyuropebKBMChEvolutionaryhBiologyYK2010YKedYKedh 3 94

25 —eneticKvariationKofKeiKautosomalKSTRKlociKinKaKpopulationKsampleKfromKPolandbKLegalhMedicineYK
2010YKefYKfhjal 1.9 16

24 —eneticKidentificationKofKputativeKremainsKofKtheKfamousKastronomerKNicolausKwopernicusbK
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaYK2009YKedjYKeffkmalf 11.5 36

23
TheKcontributionKofKmelanocortinKeKreceptorKgeneKpolymorphismsKandKtheKagoutiKsignallingKproteinK
geneKllelur—KpolymorphismKtoKcutaneousKmelanomaKandKbasalKcellKcarcinomaKinKaKPolishK
populationbKExperimentalhDermatologyYK2009YKelYKejkakh

4 28

22 InteractionsKbetweenK yRwfYKOwufKandKMweRKmayKinfluenceKhumanKpigmentationKphenotypebK
AnnalshofhHumanhGeneticsYK2009YKkgYKejdakd 2.2 87

21 uKpopulationKdataKforKekKYachromosomeKSTRKlociKinKSouthKPolandKpopulationKsampleaasomeK
xYShilbfKvariantsKuncoveredKandKsequencedbKForensichSciencehInternational:hGeneticsYK2009YKhYKehgah 4.3 8

20 ussociationKofKpolymorphicKsitesKinKtheKOwufKgeneKwithKeyeKcolourKusingKtheKtreeKscanningKmethodbK
AnnalshofhHumanhGeneticsYK2008YKkfYKelhamf 2.2 28

19 yxamplesKofKcombiningKgeneticKevidenceâ��vayesianKnetworkKapproachbKForensichScienceh
International:hGeneticshSupplementhSeriesYK2008YKeYKjjmajkd 0.5 1

18 TheKOwufKgeneKasKaKmarkerKforKeyeKcolourKpredictionbKForensichSciencehInternational:hGeneticsh
SupplementhSeriesYK2008YKeYKigjaigk 0.5

17 upplicationKofKvioRobotKMhlKtoKforensicKxNuKextractionbKForensichSciencehInternational:hGeneticsh
SupplementhSeriesYK2008YKeYKilaim 0.5 3

16 ussociationKofKtheKSLwhiufKgeneKwithKphysiologicalKhumanKhairKcolourKvariationbKJournalhofhHumanh
GeneticsYK2008YKigYKmjjamke 4.3 45

15 xeterminationKofKphenotypeKassociatedKSNPsKinKtheKMweRKgenebKJournalhofhForensichSciencesYK2007YK
ifYKghmaih 1.8 57

14 xeterminationKofKforensicallyKrelevantKSNPsKinKtheKMweRKgenebKInternationalhCongresshSeriesYK2006YK
efllYKlejalel 1
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13 ycologicalKfactorsKinfluenceKpopulationKgeneticKstructureKofKyuropeanKgreyKwolvesbKMolecularh
EcologyYK2006YKeiYKhiggaig 5.7 169

12 PhylogeographyKofKtwoKyuropeanKnewtKspeciesaadiscordanceKbetweenKmtxNuKandKmorphologybK
MolecularhEcologyYK2005YKehYKfhkiame 5.7 156

11 —eneticKdiversityKandKrelatednessKwithinKpacksKinKanKintenselyKhuntedKpopulationKofKwolveswanisK
lupusbKActahTheriologicaYK2005YKidYKgaff 53

10 xistributionKofKmtxNuK aplogroupsKinKaKPopulationKSampleKfromKPolandbKJournalhofhForensich
SciencesYK2005YKidYKeaf 1.8 5

9 MitochondrialKphylogeographyKofKtheKmoorKfrogYKRanaKarvalisbKMolecularhEcologyYK2004YKegYKehjmald 5.7 98

8 veyondK VeKandK Vfâ��identificationKofKvaluableKmitochondrialKxNuKsingleKnucleotideK
polymorphismsbKInternationalhCongresshSeriesYK2004YKefjeYKeddaedf

7 ValidationKofwytochromeKbSequenceKunalysisKasKaKMethodKofKSpeciesKIdentificationbKJournalhofh
ForensichSciencesYK2003YKhlYKfddfefl 1.8 79

6  omogeneityKandKdistinctivenessKofKPolishKpaternalKlineagesKrevealedKbyKYKchromosomeK
microsatelliteKhaplotypeKanalysisbKHumanhGeneticsYK2002YKeedYKimfajdd 6.3 84

5 STRKdataKforKS—MKPlusKandKpentaKyKandKxKlociKinKaKpopulationKsampleKfromKsouthKPolandbKForensich
SciencehInternationalYK2002YKefkYKfgkam 2.6 7

4 STRKdataKforKumpzcSTRKProfilerKPlusKlociKinKsouthKPolandbKForensichSciencehInternationalYK2001YKeffYKekgah2.6 3

3 YachromosomalKpolymorphicKlociKxYSemYKxYSgmdYKxYSgmgKinKaKpopulationKsampleKfromKnorthernK
PolandbKElectrophoresisYK1999YKfdYKekdfaj 3.6 4

2 TheKSuRSawoVafKORzedKisKnotKessentialKinKvitroKorKinKvivoKinKhumans 1

1 ReplicationKofKSuRSawoVafKinKhumanKrespiratoryKepithelium 3
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