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PolandbKElectrophoresisYK1999YKfdYKekdfaj 3.6 4

26 ussessmentKofKexpressionKprofileKofKmicroRNusKinKmultipleKsclerosisKpatientsKtreatedKwithK
fingolimodbKJournalhofhMolecularhNeuroscienceYK2020YKkdYKefkhaefle 3.3 3
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