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i Paper IF Citations

108 xoatranslationalMassemblyMorchestratesMcompetingMbiogenesisMpathwaysbbMNaturepCommunicationsYM
2022YMegYMeffh 17.4 2

107 NuclearMporesMdilateMandMconstrictMinMcellulobMScienceYM2021YMglhYMeabdnllk 33.3 32

106 vMmodularMplatformMforMautomatedMcryoa αwMworkflowsbbMELifeYM2021YMedYM 8.9 8

105 ProfilingMcellularMdiversityMinMspongesMinformsManimalMcellMtypeMandMnervousMsystemMevolutionbM
ScienceYM2021YMglhYMlelalfg 33.3 15

104 xouplingMproteomicsMandMmetabolomicsMforMtheMunsupervisedMidentificationMofMproteinametaboliteM
interactionsMinMxhaetomiumMthermophilumbMPLoSpONEYM2021YMekYMedfihhfn 3.7 3

103 xoneashapedMüαVaeMcapsidsMareMtransportedMthroughMintactMnuclearMporesbMCellYM2021YMemhYMedgfaedhkbeem56.2 61

102 ThreeadimensionalMsuperresolutionMfluorescenceMmicroscopyMmapsMtheMvariableMmolecularM
architectureMofMtheMnuclearMporeMcomplexbMMolecularpBiologypofpthepCellYM2021YMgfYMeifgaeigg 3.5 7

101 wioaccumulationMofMtherapeuticMdrugsMbyMhumanMgutMbacteriabMNatureYM2021YMinlYMiggaigm 50.4 29

100 QualityMoverMquantityoMvchievingMwetterMResolutionMinMSubtomogramMvveragingMUsingMLessMparticlesbM
MicroscopypandpMicroanalysisYM2020YMfkYMfiehafieh 0.5

99 ProteomeaWideMStructuralMProbingMofMLowavbundantMProteinMαnteractionsMbyMxrossaLinkingMMassM
SpectrometrybMAnalyticalpChemistryYM2020YMnfYMhdekahdff 7.8 20

98 SelectiveMautophagyMdegradesMnuclearMporeMcomplexesbMNaturepCellpBiologyYM2020YMffYMeinaekk 23.4 48

97 wenchmarkingMtomographicMacquisitionMschemesMforMhigharesolutionMstructuralMbiologybMNaturep
CommunicationsYM2020YMeeYMmlk 17.4 18

96 xryoazMMstructuresMofMholoMcondensinMrevealMaMsubunitMflipaflopMmechanismbMNaturepStructuralpandp
MolecularpBiologyYM2020YMflYMlhgalie 17.6 47

95 SpatiallyMresolvedManalysisMofM  PzMtissueMproteomesMbyMquantitativeMmassMspectrometrybMNaturep
ProtocolsYM2020YMeiYMfnikafnln 18.8 10

94 αnacellMarchitectureMofMtheMnuclearMporeMandMsnapshotsMofMitsMturnoverbMNatureYM2020YMimkYMlnkamdd 50.4 71

93 StructuralMimpactMofMKkgMubiquitinMonMyeastMtranslocatingMribosomesMunderMoxidativeMstressbM
ProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericaYM2020YMeelYMffeilaffekk11.5 7

92 αnMsituMstructuralManalysisMofMSvRSaxoVafMspikeMrevealsMflexibilityMmediatedMbyMthreeMhingesbMScienceYM
2020YMgldYMfdgafdm 33.3 287
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91 NucleoporinMNupeiiMisMpartMofMtheMpigMnetworkMinMliverMcancerbMNaturepCommunicationsYM2019YMedYMfehl 17.4 15

90 yisentanglingMGeneticMandMznvironmentalMzffectsMonMtheMProteotypesMofMαndividualsbMCellYM2019YMellYMegdmaegembeed56.2 26

89 StructureMandMvssemblyMofMtheMNuclearMPoreMxomplexbMAnnualpReviewpofpBiophysicsYM2019YMhmYMieiaigk 21.1 102

88 TheMwenefitsMofMxotranslationalMvssemblyoMvMStructuralMPerspectivebMTrendspinpCellpBiologyYM2019YMfnYMlneamdg18.3 28

87 NuclearMPoresMvssembleMfromMNucleoporinMxondensatesMyuringMOogenesisbMCellYM2019YMelnYMkleakmkbeel56.2 40

86 vnMzSxRTaLzMMproteinMsurveillanceMsystemMisMpoisedMtoMdirectlyMmonitorMtheMnuclearMenvelopeMandM
nuclearMtransportMsystembMELifeYM2019YMmYM 8.9 60

85 QuantitativeMProteomeMLandscapeMofMtheMNxαakdMxancerMxellMLinesbMIScienceYM2019YMfeYMkkhakmd 6.1 21

84 KernporenaTransportMmaschinenMinMderMKernhˆ…lleMundMdarˆ…berMhinausbMBioSpektrumYM2018YMfhYMehnaeie 0.1

83 SystematicManalysisMofMproteinMturnoverMinMprimaryMcellsbMNaturepCommunicationsYM2018YMnYMkmn 17.4 145

82 PostmitoticMnuclearMporeMassemblyMproceedsMbyMradialMdilationMofMsmallMmembraneMopeningsbMNaturep
StructuralpandpMolecularpBiologyYM2018YMfiYMfeafm 17.6 53

81 SpatialMTissueMProteomicsMQuantifiesMαnteraMandMαntratumorMüeterogeneityMinMüepatocellularM
xarcinomaMUüxxVbMMolecularpandpCellularpProteomicsYM2018YMelYMmedamfi 7.6 41

80 PervasiveMProteinMThermalMStabilityMVariationMduringMtheMxellMxyclebMCellYM2018YMelgYMehniaeidlbeem 56.2 109

79 NuclearMPoreMxomplexMxomponentsMinMtheMMalariaMParasiteMPlasmodiumMbergheibMScientificpReportsYM
2018YMmYMeefhn 4.9 9

78  romMtheMresolutionMrevolutionMtoMevolutionoMstructuralMinsightsMintoMtheMevolutionaryMrelationshipsM
betweenMvesicleMcoatsMandMtheMnuclearMporebMCurrentpOpinionpinpStructuralpBiologyYM2018YMifYMgfahd 8.1 14

77 αnMsituMarchitectureMofMtheMalgalMnuclearMporeMcomplexbMNaturepCommunicationsYM2018YMnYMfgke 17.4 76

76 QuantifyingMcompartmentaassociatedMvariationsMof´ proteinMabundanceMinMproteomicsMdatabM
MolecularpSystemspBiologyYM2018YMehYMemege 12.2 10

75 vrchitectureMofMtheMyeastMzlongatorMcomplexbMEMBOpReportsYM2017YMemYMfkhafln 6.5 53

74 TheMnuclearMporeMcomplexoMunderstandingMitsMfunctionMthroughMstructuralMinsightbMNaturepReviewsp
MolecularpCellpBiologyYM2017YMemYMlgamn 48.7 345

(2017-2019)
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73 vMshortMlinearMmotifMinMscaffoldMNupehixMconnectsMYacomplexMwithMpreaassembledMouterMringMNupmfM
complexbMNaturepCommunicationsYM2017YMmYMeedl 17.4 23

72 StructuralMinsightsMintoMtranscriptionMinitiationMbyMyeastMRNvMpolymeraseMαbMEMBOpJournalYM2017YMgkYMfknmafldn13 45

71 xapturingMproteinMcommunitiesMbyMstructuralMproteomicsMinMaMthermophilicMeukaryotebMMolecularp
SystemspBiologyYM2017YMegYMngk 12.2 79

70 ProteasomesMtetherMtoMtwoMdistinctMsitesMatMtheMnuclearMporeMcomplexbMProceedingspofpthepNationalp
AcademypofpSciencespofpthepUnitedpStatespofpAmericaYM2017YMeehYMeglfkaeglge 11.5 79

69 vlterationsMofMtheMnuclearMtransportMsystemMinMhepatocellularMcarcinomaMaMNewMbasisMforMtherapeuticM
strategiesbMJournalpofpHepatologyYM2017YMklYMedieaedke 13.4 18

68 LandscapeMofMnuclearMtransportMreceptorMcargo´ specificitybMMolecularpSystemspBiologyYM2017YMegYMnkf 12.2 51

67 StructureMofMtheMribosomeMpostarecyclingMcomplexMprobedMbyMchemicalMcrossalinkingMandMmassM
spectrometrybMNaturepCommunicationsYM2016YMlYMegfhm 17.4 22

66 TheMendosomalMtranscriptionalMregulatorMRN eeMintegratesMdegradationMandMtransportMofMzG RbM
JournalpofpCellpBiologyYM2016YMfeiYMihgaiim 7.3 29

65 TowardMtheMatomicMstructureMofMtheMnuclearMporeMcomplexoMwhenMtopMdownMmeetsMbottomMupbM
NaturepStructuralpandpMolecularpBiologyYM2016YMfgYMkfhagd 17.6 59

64 SpatiotemporalMvariationMofMmammalianMproteinMcomplexMstoichiometriesbMGenomepBiologyYM2016YM
elYMhl 18.3 71

63 StructureMyeterminationMofMtheMNuclearMPoreMxomplexMwithMThreeayimensionalMxryoMelectronM
MicroscopybMJournalpofpMolecularpBiologyYM2016YMhfmYMfddeaed 6.5 42

62 αnfluenzaMPolymeraseMxanMvdoptManMvlternativeMxonfigurationMαnvolvingMaMRadicalMRepackingMofMPwfM
yomainsbMMolecularpCellYM2016YMkeYMefiagl 17.6 92

61 TheMxombinationMofMXaRayMxrystallographyMandMxryoazlectronMMicroscopyMProvidesMαnsightMintoMtheM
OverallMvrchitectureMofMtheMyodecamericMRvbecRvbfMxomplexbMPLoSpONEYM2016YMeeYMedehkhil 3.7 11

60 NuclearMporeMassemblyMproceedsMbyManMinsideaoutMextrusionMofMtheMnuclearMenvelopebMELifeYM2016YMiYM 8.9 107

59 PreaassembledMNuclearMPoresMαnsertMintoMtheMNuclearMznvelopeMduringMzarlyMyevelopmentbMCellYM
2016YMekkYMkkhaklm 56.2 67

58 MolecularMarchitectureMofMtheMinnerMringMscaffoldMofMtheMhumanMnuclearMporeMcomplexbMScienceYM2016YM
gifYMgkgai 33.3 216

57 vutomatedMstructureMmodelingMofMlargeMproteinMassembliesMusingMcrosslinksMasMdistanceMrestraintsbM
NaturepMethodsYM2016YMegYMieiafd 21.6 44

56 xryoazlectronMTomographyoMxanMitMRevealMtheMMolecularMSociologyMofMxellsMinMvtomicMyetailtbMTrendsp
inpCellpBiologyYM2016YMfkYMmfiamgl 18.3 189
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55 üistoneMyeacetylaseMαnhibitorsMUüyvxiVMxauseMtheMSelectiveMyepletionMofMwromodomainMxontainingM
ProteinsMUwxPsVbMMolecularpandpCellularpProteomicsYM2015YMehYMegidakd 7.6 19

54 VzSαxULvRMTRvNSPORTbMvMstructureMofMtheMxOPαMcoatMandMtheMroleMofMcoatMproteinsMinMmembraneM
vesicleMassemblybMScienceYM2015YMghnYMeniam 33.3 116

53 αntegratedMTranscriptomeMandMProteomeMvnalysesMRevealMOrganaSpecificMProteomeMyeteriorationMinM
OldMRatsbMCellpSystemsYM2015YMeYMffhagl 10.6 120

52 αnMsituMstructuralManalysisMofMtheMhumanMnuclearMporeMcomplexbMNatureYM2015YMifkYMehdaehg 50.4 267

51 vrchitectureMofMT αααxMandMitsMroleMinMRNvMpolymeraseMαααMpreainitiationMcomplexMassemblybMNaturep
CommunicationsYM2015YMkYMlgml 17.4 40

50 SymportinMeMchaperonesMiSMRNPMassemblyMduringMribosomeMbiogenesisMbyMoccupyingManMessentialM
rRNvabindingMsitebMNaturepCommunicationsYM2015YMkYMkied 17.4 37

49 vMnetworkMofMSMGamYMSMGanMandMSMGaeMxaterminalMinsertionMdomainMregulatesMUP eMsubstrateM
recruitmentMandMphosphorylationbMNucleicpAcidspResearchYM2015YMhgYMlkddaee 20.1 35

48 xharacterizationMandMquantificationMofMproteinsMsecretedMbyMsingleMhumanMembryosMpriorMtoM
implantationbMEMBOpMolecularpMedicineYM2015YMlYMehkialn 12 33

47 TowardsMunderstandingMnuclearMporeMcomplexMarchitectureMandMdynamicsMinMtheMageMofMintegrativeM
structuralManalysisbMCurrentpOpinionpinpCellpBiologyYM2015YMghYMgeam 9 56

46 XlinkMvnalyzeroMsoftwareMforManalysisMandMvisualizationMofMcrossalinkingMdataMinMtheMcontextMofM
threeadimensionalMstructuresbMJournalpofpStructuralpBiologyYM2015YMemnYMellamg 3.4 104

45 StructuralMbasisMforMassemblyMandMfunctionMofMtheMNupmfMcomplexMinMtheMnuclearMporeMscaffoldbM
JournalpofpCellpBiologyYM2015YMfdmYMfmganl 7.3 52

44 ProsurvivalMfunctionMofMtheMcellularMapoptosisMsusceptibilitycimportina˛–eMtransportMcycleMisMrepressedM
byMpigMinMliverMcancerbMHepatologyYM2014YMkdYMmmhani 11.2 25

43 vssociationMofMcondensinMwithMchromosomesMdependsMonMyNvMbindingMbyMitsMüzvTarepeatMsubunitsbM
NaturepStructuralpandpMolecularpBiologyYM2014YMfeYMikdam 17.6 86

42 xellularMdisposalMofMmiRfgbMbyMRvwfladependentMexosomeMreleaseMisMlinkedMtoMacquisitionMofM
metastaticMpropertiesbMCancerpResearchYM2014YMlhYMilimale 10.1 195

41 TowardMunderstandingMtheMstructureMofMtheMvertebrateMnuclearMporeMcomplexbMNucleusYM2014YMiYMeenafg 3.9 9

40 TheMuseMofMtargetedMproteomicsMtoMdetermineMtheMstoichiometryMofMlargeMmacromolecularM
assembliesbMMethodspinpCellpBiologyYM2014YMeffYMeelahk 1.8 21

39 vnMintegratedMapproachMforMgenomeMannotationMofMtheMeukaryoticMthermophileMxhaetomiumM
thermophilumbMNucleicpAcidspResearchYM2014YMhfYMegifiagg 20.1 40

38 αntegratedMstructuralManalysisMofMtheMhumanMnuclearMporeMcomplexMscaffoldbMCellYM2013YMeiiYMefggahg 56.2 273
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37  ourierMringMcorrelationMasMaMresolutionMcriterionMforMsuperaresolutionMmicroscopybMJournalpofp
StructuralpBiologyYM2013YMemgYMgkgagkl 3.4 167

36 xellMtypeaspecificMnuclearMporesoMaMcaseMinMpointMforMcontextadependentMstoichiometryMofMmolecularM
machinesbMMolecularpSystemspBiologyYM2013YMnYMkhm 12.2 219

35  acilitatedMaggregationMofM GMnucleoporinsMunderMmolecularMcrowdingMconditionsbMEMBOpReportsYM
2013YMehYMelmamg 6.5 49

34 ProteinMinterfacesMofMtheMconservedMNupmhMcomplexMfromMxhaetomiumMthermophilumMshownMbyM
crosslinkingMmassMspectrometryMandMelectronMmicroscopybMStructureYM2013YMfeYMeklfamf 5.2 41

33 StructuralMprobingMofMaMproteinMphosphataseMfvMnetworkMbyMchemicalMcrossalinkingMandMmassM
spectrometrybMScienceYM2012YMgglYMeghmaif 33.3 323

32 üighathroughputMsubtomogramMalignmentMandMclassificationMbyM ourierMspaceMconstrainedMfastM
volumetricMmatchingbMJournalpofpStructuralpBiologyYM2012YMelmYMeifakh 3.4 42

31  alseMdiscoveryMrateMestimationMforMcrossalinkedMpeptidesMidentifiedMbyMmassMspectrometrybMNaturep
MethodsYM2012YMnYMndeag 21.6 219

30 vbsoluteMquantificationMofMmicrobialMproteomesMatMdifferentMstatesMbyMdirectedMmassMspectrometrybM
MolecularpSystemspBiologyYM2011YMlYMied 12.2 80

29 zxploringMtheMspatialMandMtemporalMorganizationMofMaMcellTsMproteomebMJournalpofpStructuralpBiologyYM
2011YMelgYMhmgank 3.4 31

28 mProphetoMautomatedMdataMprocessingMandMstatisticalMvalidationMforMlargeascaleMSRMMexperimentsbM
NaturepMethodsYM2011YMmYMhgdai 21.6 357

27 xomprehensiveMproteomicsbMCurrentpOpinionpinpBiotechnologyYM2011YMffYMgam 11.4 72

26 TemplateafreeMdetectionMofMmacromolecularMcomplexesMinMcryoMelectronMtomogramsbMBioinformaticsYM
2011YMflYMiknalk 7.2 25

25 TheMquantitativeMproteomeMofMaMhumanMcellMlinebMMolecularpSystemspBiologyYM2011YMlYMihn 12.2 586

24 ProbingMnativeMproteinMstructuresMbyMchemicalMcrossalinkingYMmassMspectrometryYMandMbioinformaticsbM
MolecularpandpCellularpProteomicsYM2010YMnYMekghahn 7.6 367

23 StructureMofMtheMfkSMproteasomeMfromMSchizosaccharomycesMpombeMatMsubnanometerMresolutionbM
ProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericaYM2010YMedlYMfdnnfal 11.5 124

22 VisualMproteomicsbMMethodspinpEnzymologyYM2010YMhmgYMfeiahg 1.7 57

21 vrchitectureMandMmolecularMmechanismMofMPvNYMtheMarchaealMproteasomeMregulatoryMvTPasebM
JournalpofpBiologicalpChemistryYM2009YMfmhYMffnifakd 5.4 13

20 ProteomeawideMcellularMproteinMconcentrationsMofMtheMhumanMpathogenMLeptospiraMinterrogansbM
NatureYM2009YMhkdYMlkfai 50.4 349
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19 VisualMproteomicsMofMtheMhumanMpathogenMLeptospiraMinterrogansbMNaturepMethodsYM2009YMkYMmelafg 21.6 128

18 αdentificationMofMcrossalinkedMpeptidesMfromMlargeMsequenceMdatabasesbMNaturepMethodsYM2008YMiYMgeiam 21.6 323

17 StructuralMandMfunctionalMinsightsMintoMnucleocytoplasmicMtransportbMHistologypandpHistopathologyYM
2008YMfgYMedfiagg 1.4 11

16 SnapshotsMofMnuclearMporeMcomplexesMinMactionMcapturedMbyMcryoaelectronMtomographybMNatureYM
2007YMhhnYMkeeai 50.4 302

15 OrganizationMofMactinMnetworksMinMintactMfilopodiabMCurrentpBiologyYM2007YMelYMlnamh 6.3 127

14 LuminalMparticlesMwithinMcellularMmicrotubulesbMJournalpofpCellpBiologyYM2006YMelhYMlinaki 7.3 95

13 NuclearMporeMcomplexMstructureMandMdynamicsMrevealedMbyMcryoelectronMtomographybMScienceYM2004YM
gdkYMegmland 33.3 408

12 zxploringMtheMαnnerMSpaceMofMxellsMbyMxryoelectronaTomographybMMicroscopypandpMicroanalysisYM2004
YMedYMeifaeig 0.5 1

11 αnMsituMarchitectureMofMtheMalgalMnuclearMporeMcomplex 1

10 wenchmarkingMtomographicMacquisitionMschemesMforMhigharesolutionMstructuralMbiology 1

9 vrtificialMintelligenceMrevealsMnuclearMporeMcomplexity 7

8 αnMcellMarchitectureMofMtheMnuclearMporeMcomplexMandMsnapshotsMofMitsMturnover 4

7 αnMsituMstructuralManalysisMofMSvRSaxoVafMspikeMrevealsMflexibilityMmediatedMbyMthreeMhinges 19

6 xoneashapedMüαVaeMcapsidsMareMtransportedMthroughMintactMnuclearMpores 6

5 NuclearMporesMconstrictMuponMenergyMdepletion 14

4 gyMsuperaresolutionMfluorescenceMmicroscopyMmapsMtheMvariableMmolecularMarchitectureMofMtheM
NuclearMPoreMxomplex 1

3 RapidMproteotypingMrevealsMcancerMbiologyMandMdrugMresponseMdeterminantsMinMtheMNxαakdMcells 3

2 vMModularMPlatformMforMStreamliningMvutomatedMxryoa αwMWorkflows 2

(-2009)
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1 xoatranslationalMassemblyMcounteractsMpromiscuousMinteractions 1
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