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ARTICLE

Large scale multifactorial likelihood quantitative analysis of <i>BRCA1<[i> and <i>BRCA2<[i> variants:
An ENIGMA resource to support clinical variant classification. Human Mutation, 2019, 40, 1557-1578.

Computational Tools for Splicing Defect Prediction in Breast/Ovarian Cancer Genes: How Efficient
Are They at Predicting RNA Alterations?. Frontiers in Genetics, 2018, 9, 366.

Assessment of blind predictions of the clinical significance of <i>BRCA1</i> and <i>BRCA2<[i> variants.
Human Mutation, 2019, 40, 1546-1556.

BRCAL1 &€-and BRCA2 a€specific in silico tools for variant interpretation in the CAGI 5 ENIGMA challenge.
Human Mutation, 2019, 40, 1593-1611.
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