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mediated by FOXM1 in human epidermal stem cells. Nature Communications, 2021, 12, 2505. 12.8 31

Characterization of GECPAR, a noncoding RNA that regulates the transcriptional program of diffuse
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stress. EMBO Molecular Medicine, 2021, 13, e13901. :
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FGFR2 fusion proteins drive oncogenic transformation of mouse liver organoids towards
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Unravelling Heterogeneity of Amplified Human Amniotic Fluid Stem Cells Sub-Populations. Cells, 2021,
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Computational Analysis of Hi-C Data. Methods in Molecular Biology, 2021, 2157, 103-125. 0.9 3

ASB2 is a direct target of FLI1 that sustains NF-°B pathway activation in germinal center-derived diffuse

large B-cell lymphoma. Journal of Experimental and Clinical Cancer Research, 2021, 40, 357.

APTANI2: update of aptamer selection through sequence-structure analysis. Bioinformatics, 2020, 36,
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Alterations of redox and iron metabolism accompany the development of <scp>HIV</scp> latency.
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Transcription Factor-Directed Re-wiring of Chromatin Architecture for Somatic Cell Nuclear
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Global chromatin conformation differences in the Drosophila dosage compensated chromosome X.
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Dynamic Effects of Topoisomerase | Inhibition on R-Loops and Short Transcripts at Active Promoters.
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