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37 OptogeneticTcontrolTofTNeisseriaTmeningitidisTCasxTgenomeTeditingTusingTanTengineeredkT
lightlswitchableTantilCRISPRTproteinmTNucleicrAcidsrResearchkT2021kTsxkTeqx 20.1 8

36 BottomlupTdeTnovoTdesignTofTfunctionalTproteinsTwithTcomplexTstructuralTfeaturesmTNaturerChemicalr
BiologykT2021kTpvkTsxqltoo 11.7 25

35 ATRosettalbasedTproteinTdesignTprotocolTconvergingTtoTnaturalTsequencesmTJournalrofrChemicalr
PhysicskT2021kTptskTovspps 3.9 1

34 ATrationalTblueprintTforTtheTdesignTofTchemicallylcontrolledTproteinTswitchesmTNaturer
CommunicationskT2021kTpqkTtvts 17.4 6

33 MacromolecularTmodelingTandTdesignTinTRosettayTrecentTmethodsTandTframeworksmTNaturerMethodskT
2020kTpvkTuutluwo 21.6 165

32 DeTnovoTproteinTdesignTenablesTtheTpreciseTinductionTofTRSVlneutralizingTantibodiesmTSciencekT2020kT
ruwkT 33.3 69

31 EpitopeTMappingTandTFineTSpecificityTofTHumanTTTandTBTCellTResponsesTforTNovelTCandidateT
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25 BoostingTsubdominantTneutralizingTantibodyTresponsesTwithTaTcomputationallyTdesignedT
epitopelfocusedTimmunogenmTPLoSrBiologykT2019kTpvkTerooopus 9.7 18
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Proteins:rStructure,rFunctionrandrBioinformaticskT2016kTwskTprpqlqo 4.2 9

18 IntegratingTgeneTsynthesisTandTmicrofluidicTproteinTanalysisTforTrapidTproteinTengineeringmTNucleicr
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15 ProofTofTprincipleTforTepitopelfocusedTvaccineTdesignmTNaturekT2014kTtovkTqoplu 50.4 365

14 ATcomputationallyTdesignedTinhibitorTofTanTEpsteinlBarrTviralTBcllqTproteinTinducesTapoptosisTinT
infectedTcellsmTCellkT2014kTptvkTpusslputu 56.2 96

13 ComputationalTproteinTdesignTusingTflexibleTbackboneTremodelingTandTresurfacingyTcaseTstudiesTinT
structurelbasedTantigenTdesignmTJournalrofrMolecularrBiologykT2011kTsotkTqwslxv 6.5 51

12 DesignTandTcharacterizationTofTepitopelscaffoldTimmunogensTthatTpresentTtheTmotavizumabT
epitopeTfromTrespiratoryTsyncytialTvirusmTJournalrofrMolecularrBiologykT2011kTsoxkTwtrluu 6.5 90

11 HighlresolutionTstructureTpredictionTofTaTcircularTpermutationTloopmTProteinrSciencekT2011kTqokTpxqxlrs 6.3 3

10 ComputationlguidedTbackboneTgraftingTofTaTdiscontinuousTmotifTontoTaTproteinTscaffoldmTSciencekT
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7 ComputationalTdesignTofTantilCRISPRTproteinsTwithTimprovedTinhibitionTpotencyTandTexpandedTspecificity 2

6 ATbottomlupTapproachTforTtheTdeTnovoTdesignTofTfunctionalTproteins 3

5 FastTendltolendTlearningTonTproteinTsurfaces 3

4 DeepTlearningTenablesTtherapeuticTantibodyToptimizationTinTmammalianTcellsTbyTdecipheringT
highldimensionalTproteinTsequenceTspace 23

3 DeTnovoTproteinTdesignTenablesTpreciseTinductionTofTfunctionalTantibodiesTinTvivo 4
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lightlswitchableTantilCRISPRTprotein 1
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