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42 ProteomelwideTcovalentTligandTdiscoveryTinTnativeTbiologicalTsystemsmTNaturekT2016kTtrskTtvols 50.4 406

41 ProofTofTprincipleTforTepitopelfocusedTvaccineTdesignmTNaturekT2014kTtovkTqoplu 50.4 365

40 ComputationlguidedTbackboneTgraftingTofTaTdiscontinuousTmotifTontoTaTproteinTscaffoldmTSciencekT
2011kTrrskTrvrlu 33.3 173

39 ComputationalTdesignTofTepitopelscaffoldsTallowsTinductionTofTantibodiesTspecificTforTaTpoorlyT
immunogenicTHIVTvaccineTepitopemTStructurekT2010kTpwkTpppulqu 5.2 168

38 MacromolecularTmodelingTandTdesignTinTRosettayTrecentTmethodsTandTframeworksmTNaturerMethodskT
2020kTpvkTuutluwo 21.6 165

37 ATGlobalTMapTofTLipidlBindingTProteinsTandTTheirTLigandabilityTinTCellsmTCellkT2015kTpupkTpuuwlwo 56.2 140

36 DecipheringTinteractionTfingerprintsTfromTproteinTmolecularTsurfacesTusingTgeometricTdeepT
learningmTNaturerMethodskT2020kTpvkTpwslpxq 21.6 112

35 EngineeredTantilCRISPRTproteinsTforToptogeneticTcontrolTofTCRISPRlCasxmTNaturerMethodskT2018kT
ptkTxqslxqv 21.6 109

34 ATcomputationallyTdesignedTinhibitorTofTanTEpsteinlBarrTviralTBcllqTproteinTinducesTapoptosisTinT
infectedTcellsmTCellkT2014kTptvkTpusslputu 56.2 96

33 DesignTandTcharacterizationTofTepitopelscaffoldTimmunogensTthatTpresentTtheTmotavizumabT
epitopeTfromTrespiratoryTsyncytialTvirusmTJournalrofrMolecularrBiologykT2011kTsoxkTwtrluu 6.5 90

32 DeTnovoTproteinTdesignTenablesTtheTpreciseTinductionTofTRSVlneutralizingTantibodiesmTSciencekT2020kT
ruwkT 33.3 69

31 ComputationalTproteinTdesignTusingTflexibleTbackboneTremodelingTandTresurfacingyTcaseTstudiesTinT
structurelbasedTantigenTdesignmTJournalrofrMolecularrBiologykT2011kTsotkTqwslxv 6.5 51

30 ChemoproteomicTprofilingTandTdiscoveryTofTproteinTelectrophilesTinThumanTcellsmTNaturerChemistrykT
2017kTxkTqrslqsr 17.6 46

29 ATcomputationallyTdesignedTchimericTantigenTreceptorTprovidesTaTsmalllmoleculeTsafetyTswitchTforT
TlcellTtherapymTNaturerBiotechnologykT2020kTrwkTsqulsrq 44.5 42

28 OptimizationTofTtherapeuticTantibodiesTbyTpredictingTantigenTspecificityTfromTantibodyTsequenceT
viaTdeepTlearningmTNaturerBiomedicalrEngineeringkT2021kTtkTuoolupq 19 34

27 MotiflDrivenTDesignTofTProteinlProteinTInterfacesmTMethodsrinrMolecularrBiologykT2016kTpspskTqwtlros 1.4 26

26 BottomlupTdeTnovoTdesignTofTfunctionalTproteinsTwithTcomplexTstructuralTfeaturesmTNaturerChemicalr
BiologykT2021kTpvkTsxqltoo 11.7 25
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25 CathepsinTSTRegulatesTAntigenTProcessingTandTTTCellTActivityTinTNonlHodgkinTLymphomamTCancerr
CellkT2020kTrvkTuvsluwxmepq 24.3 23

24 DeepTlearningTenablesTtherapeuticTantibodyToptimizationTinTmammalianTcellsTbyTdecipheringT
highldimensionalTproteinTsequenceTspace 23

23 RosettaTFunFolDesTlTATgeneralTframeworkTforTtheTcomputationalTdesignTofTfunctionalTproteinsmT
PLoSrComputationalrBiologykT2018kTpskTepoouuqr 5 20

22 BoostingTsubdominantTneutralizingTantibodyTresponsesTwithTaTcomputationallyTdesignedT
epitopelfocusedTimmunogenmTPLoSrBiologykT2019kTpvkTerooopus 9.7 18

21 IntegratingTgeneTsynthesisTandTmicrofluidicTproteinTanalysisTforTrapidTproteinTengineeringmTNucleicr
AcidsrResearchkT2016kTsskTeuw 20.1 16

20 StructurelbasedTimmunogenTdesignlleadingTtheTwayTtoTtheTnewTageTofTprecisionTvaccinesmTCurrentr
OpinionrinrStructuralrBiologykT2018kTtpkTpurlpux 8.1 16

19 rstoolboxTlTaTPythonTlibraryTforTlargelscaleTanalysisTofTcomputationalTproteinTdesignTdataTandT
structuralTbioinformaticsmTBMCrBioinformaticskT2019kTqokTqso 3.6 11

18 ProteinlproteinTstructureTpredictionTbyTscoringTmolecularTdynamicsTtrajectoriesTofTputativeTposesmT
Proteins:rStructure,rFunctionrandrBioinformaticskT2016kTwskTprpqlqo 4.2 9

17 OptogeneticTcontrolTofTNeisseriaTmeningitidisTCasxTgenomeTeditingTusingTanTengineeredkT
lightlswitchableTantilCRISPRTproteinmTNucleicrAcidsrResearchkT2021kTsxkTeqx 20.1 8

16 ComputationalTdesignTofTantilCRISPRTproteinsTwithTimprovedTinhibitionTpotencymTNaturerChemicalr
BiologykT2020kTpukTvqtlvro 11.7 7

15 ModelingTImmunityTwithTRosettayTMethodsTforTAntibodyTandTAntigenTDesignmTBiochemistrykT2021kT
uokTwqtlwsu 3.2 6

14 ATrationalTblueprintTforTtheTdesignTofTchemicallylcontrolledTproteinTswitchesmTNaturer
CommunicationskT2021kTpqkTtvts 17.4 6

13 DeTnovoTproteinTdesignTenablesTpreciseTinductionTofTfunctionalTantibodiesTinTvivo 4

12 HighlresolutionTstructureTpredictionTofTaTcircularTpermutationTloopmTProteinrSciencekT2011kTqokTpxqxlrs 6.3 3

11 ATbottomlupTapproachTforTtheTdeTnovoTdesignTofTfunctionalTproteins 3

10 FastTendltolendTlearningTonTproteinTsurfaces 3

9 FastTendltolendTlearningTonTproteinTsurfacesT2021kT 2

8 ComputationalTdesignTofTantilCRISPRTproteinsTwithTimprovedTinhibitionTpotencyTandTexpandedTspecificity 2
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7 ComputationalTdesignTofTnovelTproteinlproteinTinteractionsTlTAnToverviewTonTmethodologicalT
approachesTandTapplicationsmmTCurrentrOpinionrinrStructuralrBiologykT2022kTvskTpoqrvo 8.1 2

6 rstoolboxyTmanagementTandTanalysisTofTcomputationallyTdesignedTstructuralTensembles 1

5 OptogeneticTcontrolTofTNeisseriaTmeningitidisTCasxTgenomeTeditingTusingTanTengineeredkT
lightlswitchableTantilCRISPRTprotein 1

4 ATRosettalbasedTproteinTdesignTprotocolTconvergingTtoTnaturalTsequencesmTJournalrofrChemicalr
PhysicskT2021kTptskTovspps 3.9 1

3 TheTPhysiologicalTLandscapeTandTSpecificityTofTAntibodyTRepertoires 1

2 RosettaSurflATsurfacelcentricTcomputationalTdesignTapproachmmTPLoSrComputationalrBiologykT2022kT
pwkTepooxpvw 5 0

1 EpitopeTMappingTandTFineTSpecificityTofTHumanTTTandTBTCellTResponsesTforTNovelTCandidateT
BloodlStageTMalariaTVaccineTPqvAmTFrontiersrinrImmunologykT2020kTppkTspq 8.4
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