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m Paper IF Citations

182 LongPnonecodingPRNysPandPcomplexPdiseasesrPfromPexperimentalPresultsPtoPcomputationalPmodelsfP
BriefingscincBioinformaticsdP2017dPipdPmmpemon 13.4 329

181 MicroRNysPandPcomplexPdiseasesrPfromPexperimentalPresultsPtoPcomputationalPmodelsfPBriefingscinc
BioinformaticsdP2019dPjhdPmimemkq 13.4 296

180 PzMDyrPyPnovelPandPeffectivePpathebasedPcomputationalPmodelPforPmiRNyediseasePassociationP
predictionfPPLoScComputationalcBiologydP2017dPikdPeihhmlmm 5 263

179 WzSMDyrPWithinPandPzetweenPScorePforPMiRNyeDiseasePyssociationPpredictionfPScientificcReportsdP
2016dPndPjiihn 4.9 238

178 zNPMDyrPzipartitePNetworkPProjectionPforPMiRNyeDiseasePyssociationPpredictionfPBioinformaticsdP
2018dPkldPkiopekipn 7.2 204

177 yPNonnegativePLatentPFactorPModelPforPLargeeScalePSparsePMatricesPinPRecommenderPSystemsPviaP
ylternatingPDirectionPMethodfPIEEEcTransactionsconcNeuralcNetworkscandcLearningcSystemsdP2016dPjodPmoqeqj10.3 194

176 PredictionPofPproteineproteinPinteractionsPfromPaminoPacidPsequencesPwithPensemblePextremeP
learningPmachinesPandPprincipalPcomponentPanalysisfPBMCcBioinformaticsdP2013dPilPSupplPpdPSih 3.6 180

175 HGIMDyrPHeterogeneousPgraphPinferencePforPmiRNyediseasePassociationPpredictionfPOncotargetdP
2016dPodPnmjmoenmjnq 3.3 178

174 UsingPmanifoldPembeddingPforPassessingPandPpredictingPproteinPinteractionsPfromPhighethroughputP
experimentalPdatafPBioinformaticsdP2010dPjndPjollemi 7.2 173

173 M–MDyrPMatrixPcompletionPforPMiRNyediseasePassociationPpredictionfPOncotargetdP2017dPpdPjiipoejiiqq3.3 144

172 IRWRLDyrPimprovedPrandomPwalkPwithPrestartPforPlncRNyediseasePassociationPpredictionfP
OncotargetdP2016dPodPmoqiqemoqki 3.3 142

171 IncorporationPofPEfficientPSecondeOrderPSolversPIntoPLatentPFactorPModelsPforPyccuratePPredictionP
ofPMissingPQoSPDatafPIEEEcTransactionsconcCyberneticsdP2018dPlpdPijineijjp 10.2 135

170 PlantPdiseasedPleafPsegmentationPandPrecognitionPbyPfusionPofPsuperpixeldPKemeansPandPPHOGfP
OptikdP2018dPimodPpnnepoj 2.5 120

169 LeafPimagePbasedPcucumberPdiseasePrecognitionPusingPsparsePrepresentationPclassificationfP
ComputerscandcElectronicscincAgriculturedP2017dPikldPikmeili 6.5 112

168 ILN–SIMrPimprovedPlncRNyPfunctionalPsimilarityPcalculationPmodelfPOncotargetdP2016dPodPjmqhjeil 3.3 104

167 PredictingPproteineproteinPinteractionsPfromPprimaryPproteinPsequencesPusingPaPnovelPmultiescaleP
localPfeaturePrepresentationPschemePandPthePrandomPforestfPPLoScONEdP2015dPihdPehijmpii 3.7 96

166 SequenceebasedPpredictionPofPproteineproteinPinteractionsPusingPweightedPsparsePrepresentationP
modelPcombinedPwithPglobalPencodingfPBMCcBioinformaticsdP2016dPiodPipl 3.6 94
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165 InverseeFreePExtremePLearningPMachinePWithPOptimalPInformationPUpdatingfPIEEEcTransactionsconc
CyberneticsdP2016dPlndPijjqeli 10.2 92

164 DroidDetrPEffectivePandProbustPdetectionPofPandroidPmalwarePusingPstaticPanalysisPalongPwithP
rotationPforestPmodelfPNeurocomputingdP2018dPjojdPnkpenln 5.4 92

163 FMLN–SIMrPfuzzyPmeasureebasedPlncRNyPfunctionalPsimilarityPcalculationPmodelfPOncotargetdP2016dP
odPlmqlpelmqmp 3.3 90

162 PredictionPofPproteineproteinPinteractionsPfromPaminoPacidPsequencesPusingPaPnovelPmultiescaleP
continuousPandPdiscontinuousPfeaturePsetfPBMCcBioinformaticsdP2014dPimPSupplPimdPSq 3.6 89

161 yPDeepPLearningPFrameworkPforPRobustPandPyccuratePPredictionPofPncRNyeProteinPInteractionsP
UsingPEvolutionaryPInformationfPMolecularcTherapycrcNucleiccAcidsdP2018dPiidPkkoekll 10.7 87

160 PredictingPproteineproteinPinteractionsPfromPproteinPsequencesPbyPaPstackedPsparsePautoencoderP
deepPneuralPnetworkfPMolecularcBioSystemsdP2017dPikdPikkneikll 86

159 HighlyPEfficientPFrameworkPforPPredictingPInteractionsPzetweenPProteinsfPIEEEcTransactionsconc
CyberneticsdP2017dPlodPokieolk 10.2 85

158 yP–omputationalezasedPMethodPforPPredictingPDrugeTargetPInteractionsPbyPUsingPStackedP
yutoencoderPDeepPNeuralPNetworkfPJournalcofcComputationalcBiologydP2018dPjmdPkniekok 1.7 85

157 yPMapReducePbasedPparallelPSVMPforPlargeescalePpredictingPproteinâ��proteinPinteractionsfP
NeurocomputingdP2014dPilmdPkoelk 5.4 84

156 DistributedPWinnereTakeeyllPinPDynamicPNetworksfPIEEEcTransactionsconcAutomaticcControldP2017dPnjdPmooempq5.9 80

155 yPnovelPapproachPbasedPonPKyTZPmeasurePtoPpredictPassociationsPofPhumanPmicrobiotaPwithP
noneinfectiousPdiseasesfPBioinformaticsdP2017dPkkdPokkeokq 7.2 78

154 yPsemiesupervisedPlearningPapproachPtoPpredictPsyntheticPgeneticPinteractionsPbyPcombiningP
functionalPandPtopologicalPpropertiesPofPfunctionalPgenePnetworkfPBMCcBioinformaticsdP2010dPiidPklk 3.6 76

153 fPIEEEcTransactionsconcIndustrialcInformaticsdP2015dPiidPqlneqmn 11.9 74

152 LMTRDyrPUsingPlogisticPmodelPtreePtoPpredictPMiRNyediseasePassociationsPbyPfusingPmultiesourceP
informationPofPsequencesPandPsimilaritiesfPPLoScComputationalcBiologydP2019dPimdPeihhnpnm 5 73

151 y–PeDLrPyPDeepPLearningPLongPShorteTermPMemoryPModelPtoPPredictPynticancerPPeptidesPUsingP
HigheEfficiencyPFeaturePRepresentationfPMolecularcTherapycrcNucleiccAcidsdP2019dPiodPieq 10.7 71

150 RFDTrPyPRotationPForestebasedPPredictorPforPPredictingPDrugeTargetPInteractionsPUsingPDrugP
StructurePandPProteinPSequencePInformationfPCurrentcProteincandcPeptidecSciencedP2018dPiqdPllmelml 2.8 71

149 teLSErPaPnovelProbustPgeometricPapproachPforPmodelingPproteineproteinPinteractionPnetworksfPPLoSc
ONEdP2013dPpdPempknp 3.7 70

148 –onstructingPpredictionPmodelsPfromPexpressionPprofilesPforPlargePscalePlncRNyemiRNyPinteractionP
profilingfPBioinformaticsdP2018dPkldPpijepiq 7.2 66
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147
UsingPWeightedPSparsePRepresentationPModelP–ombinedPwithPDiscreteP–osinePTransformationPtoP
PredictPProteineProteinPInteractionsPfromPProteinPSequencefPBioMedcResearchcInternationaldP2015dP
jhimdPqhjiqp

3 63

146 NovelPHumanPmiRNyeDiseasePyssociationPInferencePzasedPonPRandomPForestfPMolecularcTherapycrc
NucleiccAcidsdP2018dPikdPmnpemoq 10.7 63

145 PzHMDyrPPathezasedPHumanPMicrobeeDiseasePyssociationPPredictionfPFrontierscincMicrobiologydP
2017dPpdPjkk 5.7 59

144 DRMDyrPdeepPrepresentationsebasedPmiRNyediseasePassociationPpredictionfPJournalcofcCellularcandc
MolecularcMedicinedP2018dPjjdPlojelpm 5.6 58

143 yPhighlyPefficientPapproachPtoPproteinPinteractomePmappingPbasedPonPcollaborativePfilteringP
frameworkfPScientificcReportsdP2015dPmdPoohj 4.9 52

142
P–VMZMrPUsingPthePProbabilisticP–lassificationPVectorPMachinesPModelP–ombinedPwithPaPZernikeP
MomentsPDescriptorPtoPPredictPProteineProteinPInteractionsPfromPProteinPSequencesfPInternationalc
JournalcofcMolecularcSciencesdP2017dPipdP

6.3 51

141 PredictionPofPmicrobeediseasePassociationPfromPthePintegrationPofPneighborPandPgraphPwithP
collaborativePrecommendationPmodelfPJournalcofcTranslationalcMedicinedP2017dPimdPjhq 8.5 50

140 yPSystematicPPredictionPofPDrugeTargetPInteractionsPUsingPMolecularPFingerprintsPandPProteinP
SequencesfPCurrentcProteincandcPeptidecSciencedP2018dPiqdPlnpelop 2.8 50

139 PSPELrPInPSilicoPPredictionPofPSelfeInteractingPProteinsPfromPyminoPycidsPSequencesPUsingPEnsembleP
LearningfPIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsdP2017dPildPiinmeiioj 3 48

138 yssessingPandPpredictingPproteinPinteractionsPbyPcombiningPmanifoldPembeddingPwithPmultipleP
informationPintegrationfPBMCcBioinformaticsdP2012dPikPSupplPodPSk 3.6 46

137 InPsilicoPpredictionPofPdrugetargetPinteractionPnetworksPbasedPonPdrugPchemicalPstructurePandP
proteinPsequencesfPScientificcReportsdP2017dPodPiiiol 4.9 46

136 PredictionPofPDrugeTargetPInteractionPNetworksPfromPthePIntegrationPofPProteinPSequencesPandP
DrugP–hemicalPStructuresfPMoleculesdP2017dPjjdP 4.8 45

135 yPLearningezasedPMethodPforPLncRNyeDiseasePyssociationPIdentificationP–ombingPSimilarityP
InformationPandPRotationPForestfPISciencedP2019dPiqdPopneoqm 6.1 44

134 IncreasingPthePreliabilityPofPproteinâ��proteinPinteractionPnetworksPviaPnoneconvexPsemanticP
embeddingfPNeurocomputingdP2013dPijidPqqeiho 5.4 44

133
ydvancingPthePpredictionPaccuracyPofPproteineproteinPinteractionsPbyPutilizingPevolutionaryP
informationPfromPpositionespecificPscoringPmatrixPandPensemblePclassifierfPJournalcofcTheoreticalc
BiologydP2017dPlipdPihmeiih

2.3 41

132 MLMDyrPaPmachinePlearningPapproachPtoPpredictPandPvalidatePMicroRNyediseasePassociationsPbyP
integratingPofPheterogenousPinformationPsourcesfPJournalcofcTranslationalcMedicinedP2019dPiodPjnh 8.5 41

131 DetectionPofPInteractionsPbetweenPProteinsPthroughPRotationPForestPandPLocalPPhasePQuantizationP
DescriptorsfPInternationalcJournalcofcMolecularcSciencesdP2015dPiodP 6.3 40

130 PlantPdiseasePleafPimagePsegmentationPbasedPonPsuperpixelPclusteringPandPEMPalgorithmfPNeuralc
ComputingcandcApplicationsdP2019dPkidPijjmeijkj 4.8 39
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129 ynPimprovedPsequenceebasedPpredictionPprotocolPforPproteineproteinPinteractionsPusingPaminoP
acidsPsubstitutionPmatrixPandProtationPforestPensemblePclassifiersfPNeurocomputingdP2017dPjjpdPjooejpj 5.4 37

128 yPnovelPcomputationalPmodelPbasedPonPsuperediseasePandPmiRNyPforPpotentialPmiRNyediseaseP
associationPpredictionfPMolecularcBioSystemsdP2017dPikdPijhjeijij 37

127
–onstructionPofPreliablePproteinâ��proteinPinteractionPnetworksPusingPweightedPsparseP
representationPbasedPclassifierPwithPpseudoPsubstitutionPmatrixPrepresentationPfeaturesfP
NeurocomputingdP2016dPjipdPikieikp

5.4 36

126 ImprovingPnetworkPtopologyebasedPproteinPinteractomePmappingPviaPcollaborativePfilteringfP
KnowledgerBasedcSystemsdP2015dPqhdPjkekj 7.3 36

125 LargeescalePproteineproteinPinteractionsPdetectionPbyPintegratingPbigPbiosensingPdataPwithP
computationalPmodelfPBioMedcResearchcInternationaldP2014dPjhildPmqpijq 3 36

124 InPSilicoPPredictionPofPSmallPMoleculeemiRNyPyssociationsPzasedPonPthePHeteSimPylgorithmfP
MolecularcTherapycrcNucleiccAcidsdP2019dPildPjolejpn 10.7 34

123 NRDTDrPaPdatabasePforPclinicallyPorPexperimentallyPsupportedPnonecodingPRNysPandPdrugPtargetsP
associationsfPDatabase:cthecJournalcofcBiologicalcDatabasescandcCurationdP2017dPjhiodP 5 34

122 DzMDyrPyPUnifiedPEmbeddingPforPSequenceezasedPmiRNyPSimilarityPMeasurePwithPypplicationsPtoP
PredictPandPValidatePmiRNyeDiseasePyssociationsfPMolecularcTherapycrcNucleiccAcidsdP2020dPiqdPnhjenii 10.7 34

121 ynPEfficientPyttributeezasedPEncryptionPSchemePWithPPolicyPUpdatePandPFilePUpdatePinP–loudP
–omputingfPIEEEcTransactionsconcIndustrialcInformaticsdP2019dPimdPnmhhenmhq 11.9 33

120
yccuratePpredictionPofPproteineproteinPinteractionsPbyPintegratingPpotentialPevolutionaryP
informationPembeddedPinPPSSMPprofilePandPdiscriminativePvectorPmachinePclassifierfPOncotargetdP
2017dPpdPjknkpejknlq

3.3 33

119 ynPensemblePapproachPforPlargeescalePidentificationPofPproteinePproteinPinteractionsPusingPtheP
alignmentsPofPmultiplePsequencesfPOncotargetdP2017dPpdPmilqemimq 3.3 32

118 FusionPofPsuperpixeldPexpectationPmaximizationPandPPHOGPforPrecognizingPcucumberPdiseasesfP
ComputerscandcElectronicscincAgriculturedP2017dPilhdPkkpeklo 6.5 32

117 ModelingPofPsignalingPcrosstalkemediatedPdrugPresistancePandPitsPimplicationsPonPdrugPcombinationfP
OncotargetdP2016dPodPnkqqmenlhhn 3.3 32

116 PredictingPdynamicPdeformationPofPretainingPstructurePbyPLSSVRebasedPtimePseriesPmethodfP
NeurocomputingdP2014dPikodPinmeioj 5.4 30

115
HighlyPyccuratePPredictionPofPProteineProteinPInteractionsPviaPIncorporatingPEvolutionaryP
InformationPandPPhysicochemicalP–haracteristicsfPInternationalcJournalcofcMolecularcSciencesdP2016dP
iodP

6.3 30

114 yPheterogeneousPlabelPpropagationPapproachPtoPexplorePthePpotentialPassociationsPbetweenP
miRNyPandPdiseasefPJournalcofcTranslationalcMedicinedP2018dPindPklp 8.5 30

113 DetectingPproteineproteinPinteractionsPwithPaPnovelPmatrixebasedPproteinPsequencePrepresentationP
andPsupportPvectorPmachinesfPBioMedcResearchcInternationaldP2015dPjhimdPpnomin 3 29

112 PRMDyrPpersonalizedPrecommendationebasedPMiRNyediseasePassociationPpredictionfPOncotargetdP
2017dPpdPpmmnpepmmpk 3.3 28

(2017-2017)
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111 HEMDrPaPhighlyPefficientPrandomPforestebasedPmalwarePdetectionPframeworkPforPyndroidfPNeuralc
ComputingcandcApplicationsdP2018dPkhdPkkmkekkni 4.8 28

110 ynPimprovedPefficientProtationPforestPalgorithmPtoPpredictPthePinteractionsPamongPproteinsfPSoftc
ComputingdP2018dPjjdPkkokekkpi 3.5 27

109 IncreasingPreliabilityPofPproteinPinteractomePbyPfastPmanifoldPembeddingfPPatterncRecognitionc
LettersdP2013dPkldPkojekoq 4.7 27

108
–ombiningPHighPSpeedPELMPLearningPwithPaPDeepP–onvolutionalPNeuralPNetworkPFeaturePEncodingP
forPPredictingPProteineRNyPInteractionsfPIEEEtACMcTransactionsconcComputationalcBiologycandc
BioinformaticsdP2020dPiodPqojeqph

3 26

107 NovelPlinkPpredictionPforPlargeescalePmiRNyelncRNyPinteractionPnetworkPinPaPbipartitePgraphfPBMCc
MedicalcGenomicsdP2018dPiidPiik 3.7 26

106
IdentifyingPSpuriousPInteractionsPinPthePProteineProteinPInteractionPNetworksPUsingPLocalPSimilarityP
PreservingPEmbeddingfPIEEEtACMcTransactionsconcComputationalcBiologycandcBioinformaticsdP2017dP
ildPklmekmj

3 25

105 ImprovingPproteineproteinPinteractionsPpredictionPaccuracyPusingPproteinPevolutionaryPinformationP
andPrelevancePvectorPmachinePmodelfPProteincSciencedP2016dPjmdPipjmekk 6.3 25

104 DetectionPofPInteractionsPbetweenPProteinsPbyPUsingPLegendrePMomentsPDescriptorPtoPExtractP
DiscriminatoryPInformationPEmbeddedPinPPSSMfPMoleculesdP2017dPjjdP 4.8 25

103 UsingPTwoedimensionalPPrincipalP–omponentPynalysisPandPRotationPForestPforPPredictionPofP
ProteineProteinPInteractionsfPScientificcReportsdP2018dPpdPijpol 4.9 24

102 ImprovedPproteineproteinPinteractionsPpredictionPviaPweightedPsparsePrepresentationPmodelP
combiningPcontinuousPwaveletPdescriptorPandPPseyyPcompositionfPBMCcSystemscBiologydP2016dPihdPijh 3.5 23

101 LDGRNMFrPLncRNyediseasePassociationsPpredictionPbasedPonPgraphPregularizedPnonenegativePmatrixP
factorizationfPNeurocomputingdP2021dPljldPjknejlm 5.4 23

100 PredictionPofPproteineproteinPinteractionsPwithPclusteredPaminoPacidsPandPweightedPsparseP
representationfPInternationalcJournalcofcMolecularcSciencesdP2015dPindPihpmmenq 6.3 22

99 RPIeSErPaPstackingPensemblePlearningPframeworkPforPncRNyeproteinPinteractionsPpredictionPusingP
sequencePinformationfPBMCcBioinformaticsdP2020dPjidPnh 3.6 22

98 –GMDyrPynPypproachPtoPPredictPandPValidatePMicroRNyeDiseasePyssociationsPbyPUtilizingP–haosP
GamePRepresentationPandPLightGzMfPIEEEcAccessdP2019dPodPikkkileikkkjk 3.5 22

97 DetectionPofPProteineProteinPInteractionsPfromPyminoPycidPSequencesPUsingPaPRotationPForestP
ModelPwithPaPNovelPPReLPQPDescriptorfPLecturecNotescincComputercSciencedP2015dPoikeojh 0.9 21

96 LargeescalePpredictionPofPdrugetargetPinteractionsPfromPdeepPrepresentationsP2016dP 21

95
P–LPredrPyPzioinformaticsPMethodPforPPredictingPProteineProteinPInteractionsPbyP–ombiningP
RelevancePVectorPMachinePModelPwithPLoweRankPMatrixPypproximationfPInternationalcJournalcofc
MolecularcSciencesdP2018dPiqdP

6.3 21

94 PredictingPlncRNyemiRNyPInteractionPGraphP–onvolutionPyutoeEncoderfPFrontierscincGeneticsdP2019dP
ihdPomp 4.5 20

Zhu-Hong You

6



93 PredictionPofPSelfeInteractingPProteinsPfromPProteinPSequencePInformationPzasedPonPRandomP
ProjectionPModelPandPFastPFourierPTransformfPInternationalcJournalcofcMolecularcSciencesdP2019dPjhdP 6.3 20

92 SEDMDroidrPynPEnhancedPStackingPEnsemblePFrameworkPforPyndroidPMalwarePDetectionfPIEEEc
TransactionsconcNetworkcSciencecandcEngineeringdP2021dPpdPqpleqql 4.9 20

91 IdentificationPofPselfeinteractingPproteinsPbyPexploringPevolutionaryPinformationPembeddedPinP
PSIezLySTeconstructedPpositionPspecificPscoringPmatrixfPOncotargetdP2016dPodPpjllhepjllq 3.3 20

90
ynPEfficientPEnsemblePLearningPypproachPforPPredictingPProteineProteinPInteractionsPbyPIntegratingP
ProteinPPrimaryPSequencePandPEvolutionaryPInformationfPIEEEtACMcTransactionsconcComputationalc
BiologycandcBioinformaticsdP2018dP

3 20

89 yccuratePPredictionPofPncRNyeProteinPInteractionsPFromPthePIntegrationPofPSequencePandP
EvolutionaryPInformationfPFrontierscincGeneticsdP2018dPqdPlmp 4.5 20

88 ProteineProteinPInteractionsPPredictionPviaPMultimodalPDeepPPolynomialPNetworkPandPRegularizedP
ExtremePLearningPMachinefPIEEEcJournalcofcBiomedicalcandcHealthcInformaticsdP2019dPjkdPijqheikhk 7.2 19

87 OrthogonalPlocallyPdiscriminantPsplinePembeddingPforPplantPleafPrecognitionfPComputercVisioncandc
ImagecUnderstandingdP2014dPiiqdPiineijn 4.3 19

86 LNRLMIrPLinearPneighbourPrepresentationPforPpredictingPlncRNyemiRNyPinteractionsfPJournalcofc
CellularcandcMolecularcMedicinedP2020dPjldPoqepo 5.6 18

85 EnsePPIrPyPNovelPEnsembleP–lassifierPforPPredictingPthePInteractionsPofPProteinsPUsingP
yutocovariancePTransformationPfromPPSSMfPBioMedcResearchcInternationaldP2016dPjhindPlmnkmjl 3 18

84 RobustPandPaccuratePpredictionPofPproteinPselfeinteractionsPfromPaminoPacidsPsequencePusingP
evolutionaryPinformationfPMolecularcBioSystemsdP2016dPijdPkohjekoih 16

83 UsingPthePRelevancePVectorPMachinePModelP–ombinedPwithPLocalPPhasePQuantizationPtoPPredictP
ProteineProteinPInteractionsPfromPProteinPSequencesfPBioMedcResearchcInternationaldP2016dPjhindPlopkphi3 16

82
PredictionPofPproteineproteinPinteractionsPbyPlabelPpropagationPwithPproteinPevolutionaryPandP
chemicalPinformationPderivedPfromPheterogeneousPnetworkfPJournalcofcTheoreticalcBiologydP2017dP
lkhdPqejh

2.3 15

81 ynPEnsembleP–lassifierPwithPRandomPProjectionPforPPredictingPProteinâ��ProteinPInteractionsPUsingP
SequencePandPEvolutionaryPInformationfPAppliedcSciencesclSwitzerlandmdP2018dPpdPpq 2.6 15

80 PredictingPProteinPInteractionsPUsingPaPDeepPLearningPMethodeStackedPSparsePyutoencoderP
–ombinedPwithPaPProbabilisticP–lassificationPVectorPMachinefPComplexitydP2018dPjhipdPieij 1.6 15

79 PredictingPDrugeDiseasePyssociationsPviaPUsingPGaussianPInteractionPProfilePandPKernelezasedP
yutoencoderfPBioMedcResearchcInternationaldP2019dPjhiqdPjljnqmp 3 14

78 ImprovingPPredictionPofPSelfeinteractingPProteinsPUsingPStackedPSparsePyutoeEncoderPwithPPSSMP
profilesfPInternationalcJournalcofcBiologicalcSciencesdP2018dPildPqpkeqqi 11.2 14

77
ynPEnsembleP–lassifierPtoPPredictPProteineProteinPInteractionsPbyP–ombiningPPSSMebasedP
EvolutionaryPInformationPwithPLocalPzinaryPPatternPModelfPInternationalcJournalcofcMolecularc
SciencesdP2019dPjhdP

6.3 14

76
LearningPdistributedPrepresentationsPofPRNyPandPproteinPsequencesPandPitsPapplicationPforP
predictingPlncRNyeproteinPinteractionsfPComputationalcandcStructuralcBiotechnologycJournaldP2020dP
ipdPjhejn

6.8 14

(2020-2019)
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75 –IPPNrPcomputationalPidentificationPofPproteinPpupylationPsitesPbyPusingPneuralPnetworkfP
OncotargetdP2017dPpdPihppnoeihppoq 3.3 13

74
RVMyzrPUsingPthePRelevancePVectorPMachinePModelP–ombinedPwithPyveragePzlocksPtoPPredictPtheP
InteractionsPofPProteinsPfromPProteinPSequencesfPInternationalcJournalcofcMolecularcSciencesdP2016dP
iodP

6.3 13

73 PredictionPofPproteinPselfeinteractionsPusingPstackedPlongPshortetermPmemoryPfromPproteinP
sequencesPinformationfPBMCcSystemscBiologydP2018dPijdPijq 3.5 13

72 F–G–NMDyrPpredictingPmiRNyediseasePassociationsPbyPapplyingPfullyPconnectedPgraphP
convolutionalPnetworksfPMolecularcGeneticscandcGenomicsdP2020dPjqmdPiiqoeijhq 3.1 12

71 DiscoveryPofPNovelPDPPeIVPInhibitorsPasPPotentialP–andidatesPforPthePTreatmentPofPTypePjPPredictedP
byPkDPQSyRPPharmacophorePModelsdPMolecularPDockingPandPEvolutionfPMoleculesdP2019dPjldP 4.8 12

70 GraphPconvolutionPforPpredictingPassociationsPbetweenPmiRNyPandPdrugPresistancefPBioinformaticsdP
2020dPkndPpmiepmp 7.2 12

69 IntegrativeP–onstructionPandPynalysisPofPMolecularPyssociationPNetworkPinPHumanP–ellsPbyPFusingP
NodePyttributePandPzehaviorPInformationfPMolecularcTherapycrcNucleiccAcidsdP2020dPiqdPlqpemhn 10.7 12

68
–omputationalPMethodsPforPthePPredictionPofPDrugeTargetPInteractionsPfromPDrugPFingerprintsPandP
ProteinPSequencesPbyPStackedPyutoeEncoderPDeepPNeuralPNetworkfPLecturecNotescincComputerc
SciencedP2017dPlnemp

0.9 11

67 yPSVMezasedPSystemPforPPredictingPProteineProteinPInteractionsPUsingPaPNovelPRepresentationPofP
ProteinPSequencesfPLecturecNotescincComputercSciencedP2013dPnjqenko 0.9 11

66 yPsurveyPofPcurrentPtrendsPinPcomputationalPpredictionsPofPproteineproteinPinteractionsfPFrontierscofc
ComputercSciencedP2020dPildPi 2.2 11

65 MIPDHrPyPNovelP–omputationalPModelPforPPredictingPmicroRNyemRNyPInteractionsPbyPDeepWalkP
onPaPHeterogeneousPNetworkfPACScOmegadP2020dPmdPiohjjeiohkj 3.9 11

64 PredictingPdrugediseasePassociationsPviaPsigmoidPkernelebasedPconvolutionalPneuralPnetworksfP
JournalcofcTranslationalcMedicinedP2019dPiodPkpj 8.5 11

63 SequenceebasedPPredictionPofPProteineProteinPInteractionsPUsingPGrayPWolfPOptimizerezasedP
RelevancePVectorPMachinefPEvolutionarycBioinformaticsdP2019dPimdPiionqklkiqpllmjj 1.9 10

62 MISSIMrPImprovedPmiRNyeDiseasePyssociationPPredictionPModelPzasedPonP–haosPGameP
RepresentationPandPzroadPLearningPSystemfPLecturecNotescincComputercSciencedP2019dPkqjekqp 0.9 10

61 ImprovedPmethodPforPpredictingPphieturnsPinPproteinsPusingPaPtwoestagePclassifierfPProteincandc
PeptidecLettersdP2010dPiodPiiioejj 1.9 10

60 FMSMrPaPnovelPcomputationalPmodelPforPpredictingPpotentialPmiRNyPbiomarkersPforPvariousPhumanP
diseasesfPBMCcSystemscBiologydP2018dPijdPiji 3.5 10

59 PredictionPofPbetaehairpinsPinPproteinsPusingPphysicochemicalPpropertiesPandPstructurePinformationfP
ProteincandcPeptidecLettersdP2010dPiodPiijkep 1.9 9

58 EPMDyrPanPexpressioneprofilePbasedPcomputationalPmodelPforPmicroRNyediseasePassociationP
predictionfPOncotargetdP2017dPpdPpohkkepohlk 3.3 9

Zhu-Hong You
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57 DrugeTargetPInteractionPPredictionPzasedPonPDrugPFingerprintPInformationPandPProteinPSequencefP
MoleculesdP2019dPjldP 4.8 8

56 RPeFIRFrPPredictionPofPSelfeinteractingPProteinsPUsingPRandomPProjectionP–lassifierP–ombiningPwithP
FinitePImpulsePResponsePFilterfPLecturecNotescincComputercSciencedP2018dPjkjejlh 0.9 8

55 –onstructionPandPynalysisPofPMolecularPyssociationPNetworkPbyP–ombiningPzehaviorP
RepresentationPandPNodePyttributesfPFrontierscincGeneticsdP2019dPihdPiihn 4.5 8

54 JaccardPdistancePbasedPweightedPsparsePrepresentationPforPcoarseetoefinePplantPspeciesP
recognitionfPPLoScONEdP2017dPijdPehiopkio 3.7 7

53 yPLocalizationPylgorithmPninPWirelessPSensorPNetworksPUsingPaPMobilePzeaconPNodeP2007dP 7

52 UsingPdiscriminativePvectorPmachinePmodelPwithPjDP–yPtoPpredictPinteractionsPamongPproteinsfP
BMCcBioinformaticsdP2019dPjhdPnql 3.6 7

51 fPIEEEcAccessdP2019dPodPlqlmnelqlnm 3.5 6

50 LearningPfromPDeepPRepresentationsPofPMultiplePNetworksPforPPredictingPDrugâ��TargetP
InteractionsfPLecturecNotescincComputercSciencedP2019dPimieini 0.9 6

49 IncreasingPReliabilityPofPProteinPInteractomePbyP–ombiningPHeterogeneousPDataPSourcesPwithP
WeightedPNetworkPTopologicalPMetricsfPLecturecNotescincComputercSciencedP2010dPnmoennk 0.9 6

48 GraphPrepresentationPlearningPinPbioinformaticsrPtrendsdPmethodsPandPapplicationsfPBriefingscinc
BioinformaticsdP2021dP 13.4 6

47 HINGRLrPpredictingPdrugediseasePassociationsPwithPgraphPrepresentationPlearningPonP
heterogeneousPinformationPnetworksfPBriefingscincBioinformaticsdP2021dP 13.4 6

46 yPnovelPmethodPtoPpredictPproteineproteinPinteractionsPbasedPonPthePinformationPofPproteinP
sequenceP2012dP 5

45 yPNovelPHybridPMethodPofPGenePSelectionPandPItsPypplicationPonPTumorP–lassificationfPLecturecNotesc
incComputercSciencedP2008dPihmmeihnp 0.9 5

44 EnvironmenteMapefreePRobotPNavigationPzasedPonPWirelessPSensorPNetworksP2007dP 5

43 GlobalPVectorsPRepresentationPofPProteinPSequencesPandPItsPypplicationPforPPredictingP
SelfeInteractingPProteinsPwithPMultieGrainedP–ascadePForestPModelfPGenesdP2019dPihdP 4.2 5

42
yPdeepPlearningPmethodPforPrepurposingPantiviralPdrugsPagainstPnewPvirusesPviaPmultieviewP
nonnegativePmatrixPfactorizationPandPitsPapplicationPtoPSyRSe–oVejffPBriefingscincBioinformaticsdP
2021dP

13.4 5

41 DiscoveringPanPIntegratedPNetworkPinPHeterogeneousPDataPforPPredictingPlncRNyemiRNyP
InteractionsfPLecturecNotescincComputercSciencedP2018dPmkqemlm 0.9 4

40 –omparisonPofPDNyPTruncatedPzarcodesPandPFullezarcodesPforPSpeciesPIdentificationfPLecturecNotesc
incComputercSciencedP2010dPihpeiil 0.9 4

(2010-2019)
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39 DiscriminantPWSR–PforPLargeeScalePPlantPSpeciesPRecognitionfPComputationalcIntelligencecandc
NeurosciencedP2017dPjhiodPqmpijqj 3 3

38 PredictingPofPDrugeDiseasePyssociationsPviaPSparsePyutoeEncoderezasedPRotationPForestfPLecturec
NotescincComputercSciencedP2019dPknqekph 0.9 3

37 –ombiningPHighPSpeedPELMPwithPaP–NNPFeaturePEncodingPtoPPredictPLncRNyeDiseasePyssociationsfP
LecturecNotescincComputercSciencedP2019dPlhnelio 0.9 3

36 IdentifyingPSpuriousPInteractionsPinPthePProteineProteinPInteractionPNetworksPUsingPLocalPSimilarityP
PreservingPEmbeddingfPLecturecNotescincComputercSciencedP2014dPikpeilp 0.9 3

35
UsingPWeightedPExtremePLearningPMachineP–ombinedPwithPScaleeInvariantPFeaturePTransformPtoP
PredictPProteineProteinPInteractionsPfromPProteinPEvolutionaryPInformationfPLecturecNotescinc
ComputercSciencedP2018dPmjoemkj

0.9 3

34 EfficientPFrameworkPforPPredictingPncRNyeProteinPInteractionsPzasedPonPSequencePInformationPbyP
DeepPLearningfPLecturecNotescincComputercSciencedP2018dPkkoekll 0.9 3

33 EfficientPframeworkPforPpredictingPMiRNyediseasePassociationsPbasedPonPimprovedPhybridP
collaborativePfilteringfPBMCcMedicalcInformaticscandcDecisioncMakingdP2021dPjidPjml 3.6 3

32 yPNovelPNetworkezasedPylgorithmPforPPredictingPProteineProteinPInteractionsPUsingPGeneP
OntologyfPFrontierscincMicrobiologydP2021dPijdPokmkjq 5.7 3

31 PredictingPProteineProteinPInteractionsPfromPyminoPycidPSequencesPUsingPSaEeELMP–ombinedPwithP
–ontinuousPWaveletPDescriptorPandPPseyyP–ompositionfPLecturecNotescincComputercSciencedP2015dPnklenlm0.9 2

30 PrecisePPredictionPofPPathogenicPMicroorganismsPUsingPinSPrRNyPGenePSequencesfPLecturecNotescinc
ComputercSciencedP2019dPikpeimh 0.9 2

29 UsingP–houWsPamphiphilicPPseudoeyminoPycidP–ompositionPandPExtremePLearningPMachinePforP
predictionPofPProteineproteinPinteractionsP2014dP 2

28 yPNovelPypproachPtoPModellingPProteineProteinPInteractionPNetworksfPLecturecNotescincComputerc
SciencedP2012dPlqemo 0.9 2

27 PrivacyePreservingPGlobalPStructuralPzalanceP–omputationPinPSignedPNetworksfPIEEEcTransactionsconc
ComputationalcSocialcSystemsdP2020dPodPinleioo 4.5 2

26 FWHTeRFrPyPNovelP–omputationalPypproachPtoPPredictPPlantPProteineProteinPInteractionsPviaPanP
EnsemblePLearningPMethodfPScientificcProgrammingdP2021dPjhjidPieii 1.4 2

25 LearningPLatentPPatternsPinPMolecularPDataPforPExplainablePDrugPSidePEffectsPPredictionP2018dP 2

24 SyNErPyPsequencePcombinedPattentivePnetworkPembeddingPmodelPforP–OVIDeiqPdrugP
repositioningfPAppliedcSoftcComputingcJournaldP2021dPiiidPihopki 7.5 2

23 –ombiningPLSTMPNetworkPModelPandPWaveletPTransformPforPPredictingPSelfeinteractingPProteinsfP
LecturecNotescincComputercSciencedP2019dPinneiol 0.9 1

22 –ombiningPEvolutionaryPInformationPandPSparsePzayesianPProbabilityPModelPtoPyccuratelyPPredictP
SelfeinteractingPProteinsfPLecturecNotescincComputercSciencedP2019dPlnhelno 0.9 1
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21 InPSilicoPIdentificationPofPynticancerPPeptidesPwithPStackingPHeterogeneousPEnsemblePLearningP
ModelPandPSequencePInformationfPLecturecNotescincComputercSciencedP2019dPkikekjk 0.9 1

20 yPLocalizationPErrorPEstimationPMethodPzasedPonPMaximumPLikelihoodPforPWirelessPSensorP
NetworksP2007dP 1

19 SPeNNrPyPnovelPneuralPnetworkPapproachPforPpathPplanningP2007dP 1

18 DataPfusionPbasedPonPRzFPandPnonparametricPestimationPforPlocalizationPinPWirelessPSensorP
NetworksP2007dP 1

17 LearningPfromPlowerankPmultimodalPrepresentationsPforPpredictingPdiseaseedrugPassociationsfPBMCc
MedicalcInformaticscandcDecisioncMakingdP2021dPjidPkhp 3.6 1

16 ynPEfficientPLightGzMPModelPtoPPredictPProteinPSelfeinteractingPUsingP–hebyshevPMomentsPandP
ziegramfPLecturecNotescincComputercSciencedP2019dPlmkelmq 0.9 1

15 LRMDyrPUsingPLogisticPRegressionPandPRandomPWalkPwithPRestartPforPMiRNyeDiseasePyssociationP
PredictionfPLecturecNotescincComputercSciencedP2019dPjpkejqk 0.9 1

14 yPGatedPRecurrentPUnitPModelPforPDrugPRepositioningPbyP–ombiningP–omprehensivePSimilarityP
MeasuresPandPGaussianPInteractionPProfilePKernelfPLecturecNotescincComputercSciencedP2019dPkllekmk 0.9 1

13 IntegrationPofPGenomicPandPProteomicPDataPtoPPredictPSyntheticPGeneticPInteractionsPUsingP
SemiesupervisedPLearningfPLecturecNotescincComputercSciencedP2009dPnkmenll 0.9 1

12 ResearchPonPSignalingPPathwaysPReconstructionPbyPIntegratingPHighP–ontentPRNyiPScreeningPandP
FunctionalPGenePNetworkfPLecturecNotescincComputercSciencedP2013dPieih 0.9 1

11
PredictionPofPProteineProteinPInteractionsPfromPProteinPSequencesPbyP–ombiningPMatP–yPFeatureP
ExtractionPylgorithmsPandPWeightedPSparsePRepresentationPModelsfPMathematicalcProblemscinc
EngineeringdP2020dPjhjhdPieii

1.1 1

10 EnsemblePLearningPPredictionPofPDrugeTargetPInteractionsPUsingPGISTPDescriptorPExtractedPfromP
PSSMezasedPEvolutionaryPInformationfPBioMedcResearchcInternationaldP2020dPjhjhdPlminjmh 3 1

9 IdentificationPofPselfeinteractingPproteinsPbyPintegratingPrandomPprojectionPclassifierPandPfiniteP
impulsePresponsePfilterfPBMCcGenomicsdP2019dPjhdPqjp 4.5 1

8 zio–hemDDIrPPredictingPDrugâ��DrugPInteractionsPbyPFusingPziochemicalPandPStructuralPInformationP
throughPaPSelfeyttentionPMechanismfPBiologydP2022dPiidPomp 4.9 1

7 SelfeInteractingPProteinsPPredictionPfromPPSSMPzasedPonPEvolutionaryPInformationfPScientificc
ProgrammingdP2021dPjhjidPieih 1.4 0

6 SyWRPIrPyPStackingPEnsemblePFrameworkPWithPydaptivePWeightPforPPredictingPncRNyeProteinP
InteractionsPUsingPSequencePInformationffPFrontierscincGeneticsdP2022dPikdPpkqmlh 4.5 0

5 yPNovelPEnsemblePLearningezasedP–omputationalPMethodPtoPPredictPProteineProteinPInteractionsP
fromPProteinPPrimaryPSequencesfPBiologydP2022dPiidPoom 4.9 0

4 IdentificationPofPyutisticPRiskPGenesPUsingPDevelopmentalPzrainPGenePExpressionPDatafPLecturec
NotescincComputercSciencedP2020dPkjnekkp 0.9

(2020-2019)
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3 ydvancesPinPthePcompressionPofPhighethroughputPDNyPsequencingPdatafPShenzhencDaxuecXuebaoc
lLigongcBanmtJournalcofcShenzhencUniversitycSciencecandcEngineeringdP2013dPkhdPlhqelim 1.3

2 yPlearningebasedPmethodPtoPpredictPLncRNyediseasePassociationsPbyPcombiningP–NNPandPELMffPBMCc
BioinformaticsdP2022dPjjdPnjj 3.6

1 PredictingPProteineProteinPInteractionsPviaPRandomPFernsPwithPEvolutionaryPMatrixPRepresentationffP
ComputationalcandcMathematicalcMethodscincMedicinedP2022dPjhjjdPoiqinpl 2.8
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