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Occurrence of Winter Cereal Viruses in New South Wales, Australia, 2006 to 2014. Plant Disease, 2016,
100, 313-317. 14 1

Utilizing Gene Tree Variation to |dentify Candidate Effector Genes in <i>Zymoseptoria tritici</i>. G3:
Genes, Genomes, Genetics, 2016, 6, 779-791.

First Report of Resistance to DMI Fungicides in Australian Populations of the Wheat Pathogen

<i>Zymoseptoria tritici</i>. Plant Disease, 2016, 100, 522-522. 1.4 10

Genetic improvement of triticale for irrigated systems in south-eastern Australia: a study of genotype

and genotypeA—environment interactions. Crop and Pasture Science, 2015, 66, 782.
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