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183 LinkageNbetweenNRyLPNmarkersNandNgenesNaffectingNkernelNhardnessNinNwheataNTheoreticalhandh
AppliedhGenetics[N1996[Nlf[Nhkc]i 6 224
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wheat[NandNbarleyaNBMChGenomics[N2005[Ni[Nef 4.5 217

181 ’ntegratingNenvironmentalNcovariatesNandNcropNmodelingNintoNtheNgenomicNselectionNframeworkNtoN
predictNgenotypeNbyNenvironmentNinteractionsaNTheoreticalhandhAppliedhGenetics[N2014[Ndej[Ngif]kc 6 213

180 TrainingNsetNoptimizationNunderNpopulationNstructureNinNgenomicNselectionaNTheoreticalhandhAppliedh
Genetics[N2015[Ndek[Ndgh]hk 6 207

179 wevelopmentNandNmappingNofNxST]derivedNsimpleNsequenceNrepeatNmarkersNforNhexaploidNwheataN
Genome[N2004[Ngj[Nkch]dk 2.4 206

178 RyLPNtnalysisNofNzenomicNRegionsNtssociatedNwithNResistanceNtoNPreharvestNSproutingNinNWheataN
CrophScience[N1993[Nff[Nghf]ghl 2.4 197

177 QuantitativeNTraitNLociNtssociatedNwithNKernelNTraitsNinNaNSoftNˆ�N‘ardNWheatNvrossaNCrophScience[N
1999[Nfl[Nddkg]ddlh 2.4 195

176 zenomicNSelectionNtccuracyNforNzrainNQualityNTraitsNinNuiparentalNWheatNPopulationsaNCrophScience[N
2011[Nhd[Nehlj]eici 2.4 193

175 tssociationNtnalysisNasNaNStrategyNforN’mprovementNofNQuantitativeNTraitsNinNPlantsaNCrophScience[N
2006[Ngi[Ndfef]dffc 2.4 187

174 wevelopmentNofNaNchromosomalNarmNmapNforNwheatNbasedNonNRyLPNmarkersaNTheoreticalhandh
AppliedhGenetics[N1992[Nkf[Ndcfh]gf 6 185
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169 Population]NandNgenome]specificNpatternsNofNlinkageNdisequilibriumNandNSNPNvariationNinNspringNandN
winterNwheatNVTriticumNaestivumNLaWaNBMChGenomics[N2010[Ndd[Njej 4.5 170

168 xffectivenessNofNgenomicNpredictionNofNmaizeNhybridNperformanceNinNdifferentNbreedingNpopulationsN
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Genome[N2012[Nh[Nhd]id 4.4 166

166 vomparativeNmappingNinNgrassesaNWheatNrelationshipsaNMolecularhGeneticshandhGenomics[N1995[Negk[Njgg]hg 166

165 MolecularNmappingNofNwheataN‘omoeologousNgroupNfaNGenome[N1995[Nfk[Nheh]ff 2.4 153

164 zenomicNSelectionNtccuracyNusingNMultifamilyNPredictionNModelsNinNaNWheatNureedingNProgramaN
PlanthGenome[N2011[Ng[N 4.4 152
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162 zenomicNSelectionNtccuracyNusingNMultifamilyNPredictionNModelsNinNaNWheatNureedingNProgramaN
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161 xSTNderivedNSSRNmarkersNforNcomparativeNmappingNinNwheatNandNriceaNMolecularhGeneticshandh
Genomics[N2004[Nejd[Njge]hd 3.1 144

160 zenomicNpredictabilityNofNinterconnectedNbiparentalNmaizeNpopulationsaNGenetics[N2013[Ndlg[Nglf]hcf 4 142

159 SyntheticN‘exaploidsmN‘arnessingNSpeciesNofNtheNPrimaryNzeneNPoolNforNWheatN’mprovementN2013[Nfh]dee 136

158 MolecularNgeneticNmapsNofNtheNgroupNiNchromosomesNofNhexaploidNwheatNVTriticumNaestivumNLaNemaN
ThellaWaNGenome[N1996[Nfl[Nfhl]ii 2.4 136

157 vomparativeNwNtNsequenceNanalysisNofNmappedNwheatNxSTsNrevealsNtheNcomplexityNofNgenomeN
relationshipsNbetweenNriceNandNwheataNFunctionalhandhIntegrativehGenomics[N2004[Ng[Nfg]gi 3.8 134

156 MappingNzenesNvonferringNandNSuppressingNLeafNRustNResistanceNinNWheataNCrophScience[N1997[Nfj[Ndlek]dlfh2.4 133

155 ’nferencesNonNtheNgenomeNstructureNofNprogenitorNmaizeNthroughNcomparativeNanalysisNofNrice[N
maizeNandNtheNdomesticatedNpanicoidsaNGenetics[N1999[Ndhf[Nghf]jf 4 131

154
SyntenyNperturbationsNbetweenNwheatNhomoeologousNchromosomesNcausedNbyNlocusNduplicationsN
andNdeletionsNcorrelateNwithNrecombinationNratesaNProceedingshofhthehNationalhAcademyhofhSciencesh
ofhthehUnitedhStateshofhAmerica[N2003[Ndcc[Ndckfi]gd

11.5 128

153 tNmolecularNlinkageNmapNofNcultivatedNoataNGenome[N1995[Nfk[Nfik]kc 2.4 126

152 ’dentificationNofNdrought]inducibleNgenesNandNdifferentiallyNexpressedNsequenceNtagsNinNbarleyaN
TheoreticalhandhAppliedhGenetics[N2004[Ndcl[Ndgdj]eh 6 120
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151 ’mputationNofNunorderedNmarkersNandNtheNimpactNonNgenomicNselectionNaccuracyaNG3:hGeneswh
GenomeswhGenetics[N2013[Nf[Ngej]fl 3.2 119

150 tssociationNmappingNandNgene]geneNinteractionNforNstemNrustNresistanceNinNv’MMYTNspringNwheatN
germplasmaNTheoreticalhandhAppliedhGenetics[N2011[Ndef[Ndehj]ik 6 117

149 tnchorNprobesNforNcomparativeNmappingNofNgrassNgeneraaNTheoreticalhandhAppliedhGenetics[N1998[Nlj[Nfhi]fil6 115

148 NewNwtrTNmarkersNforNoatNprovideNenhancedNmapNcoverageNandNglobalNgermplasmNcharacterizationaN
BMChGenomics[N2009[Ndc[Nfl 4.5 109

147 QTLNanalysisNofNkernelNsizeNandNshapeNinNtwoNhexaploidNwheatNmappingNpopulationsaNFieldhCropsh
Research[N2007[Ndcd[Ndje]djl 5.5 109

146 ’mpactNofNmarkerNascertainmentNbiasNonNgenomicNselectionNaccuracyNandNestimatesNofNgeneticN
diversityaNPLoShONE[N2013[Nk[Nejgide 3.7 104

145 zenomicNselectionNforNdurableNstemNrustNresistanceNinNwheataNEuphytica[N2011[Ndjl[Ndid]djf 2.1 100

144 zenomicNSelectionNforNQuantitativeNtdultNPlantNStemNRustNResistanceNinNWheataNPlanthGenome[N2014
[Nj[Nplantgenomeecdgaceaccci 4.4 98

143 tNconsensusNmapNforNUgllNstemNrustNresistanceNlociNinNwheataNTheoreticalhandhAppliedhGenetics[N2014
[Ndej[Ndhid]kd 6 97

142 QuantitativeNTraitNLociNtssociatedNwithNMillingNandNuakingNQualityNinNaNSoftNˆ�N‘ardNWheatNvrossaN
CrophScience[N2001[Ngd[Ndejh]dekh 2.4 96

141 MolecularNmarkersNforNfourNleafNrustNresistanceNgenesNintrogressedNintoNwheatNfromNwildNrelativesaN
Genome[N1995[Nfk[Njh]kf 2.4 96

140 MolecularNlinkageNmapNforNanNintraspecificNrecombinantNinbredNpopulationNofNdurumNwheatN
VTriticumNturgidumNLaNvaraNdurumWaNTheoreticalhandhAppliedhGenetics[N2001[Ndce[Ndjj]dki 6 94

139 Multitrait[NRandomNRegression[NorNSimpleNRepeatabilityNModelNinN‘igh]ThroughputNPhenotypingN
wataN’mproveNzenomicNPredictionNforNWheatNzrainNYieldaNPlanthGenome[N2017[Ndc[Nplantgenomeecdiaddacddd4.4 84

138 MappingNquantitativeNtraitNlociNforNpreharvestNsproutingNresistanceNinNwhiteNwheataNTheoreticalhandh
AppliedhGenetics[N2009[Nddl[Ndeef]fh 6 84

137 tnalysisNofNexpressedNsequenceNtagNlociNonNwheatNchromosomeNgroupNgaNGenetics[N2004[Ndik[Nihd]if 4 83

136 QuantitativeNtraitNlocusNanalysisNofNwheatNqualityNtraitsaNEuphytica[N2006[Ndgl[Ndgh]dhl 2.1 81

135
wevelopmentNofNanNexpressedNsequenceNtagNVxSTWNresourceNforNwheatNVTriticumNaestivumNLaWmNxSTN
generation[NunigeneNanalysis[NprobeNselectionNandNbioinformaticsNforNaNdi[ccc]locusNbin]delineatedN
mapaNGenetics[N2004[Ndik[Nhkh]lf

4 81

134 zeneticNzainNfromNPhenotypicNandNzenomicNSelectionNforNQuantitativeNResistanceNtoNStemNRustNofN
WheataNPlanthGenome[N2015[Nk[Neplantgenomeecdgadcaccjg 4.4 79
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133 vomparativeNmappingNinNgrassesaNOatNrelationshipsaNMolecularhGeneticshandhGenomics[N1995[Negl[Nfgl]hi 77

132 TheNuseNofNunbalancedNhistoricalNdataNforNgenomicNselectionNinNanNinternationalNwheatNbreedingN
programaNFieldhCropshResearch[N2013[Ndhg[Nde]ee 5.5 76

131 zroupNfNchromosomeNbinNmapsNofNwheatNandNtheirNrelationshipNtoNriceNchromosomeNdaNGenetics[N
2004[Ndik[Nifl]hc 4 76

130 OptimalNwesignNofNPreliminaryNYieldNTrialsNwithNzenome]WideNMarkersaNCrophScience[N2014[Nhg[Ngk]hl 2.4 74

129 tssociationNmappingNforNpre]harvestNsproutingNresistanceNinNwhiteNwinterNwheataNTheoreticalhandh
AppliedhGenetics[N2012[Ndeh[Njlf]kch 6 74

128 vhromosomeNbinNmapNofNexpressedNsequenceNtagsNinNhomoeologousNgroupNdNofNhexaploidNwheatN
andNhomoeologyNwithNriceNandNtrabidopsisaNGenetics[N2004[Ndik[Nicl]ef 4 73

127 tNeicc]locusNchromosomeNbinNmapNofNwheatNhomoeologousNgroupNeNrevealsNinterstitialNgene]richN
islandsNandNcolinearityNwithNriceaNGenetics[N2004[Ndik[Nieh]fj 4 73

126 ReconstructionNofNtheNsyntheticNWjlkgNxNOpataNMkhNwheatNreferenceNpopulationaNGenome[N2011[N
hg[Nkjh]ke 2.4 69

125 wesigningNyutureNvropsmNzenomics]tssistedNureedingNvomesNofNtgeaNTrendshinhPlanthScience[N2021[N
ei[Nifd]igl 13.1 68

124 tssociationNofNaNLipoxygenaseNLocus[NLpx]ud[NwithNVariationNinNLipoxygenaseNtctivityNinNwurumN
WheatNSeedsaNCrophScience[N2002[Nge[Ndilh]djcc 2.4 65

123 tNchromosomeNbinNmapNofNedgkNexpressedNsequenceNtagNlociNofNwheatNhomoeologousNgroupNjaN
Genetics[N2004[Ndik[Nikj]ll 4 64

122 xfficientNUseNofN‘istoricalNwataNforNzenomicNSelectionmNtNvaseNStudyNofNStemNRustNResistanceNinN
WheataNPlanthGenome[N2015[Nk[Neplantgenomeecdgaclaccgi 4.4 63

121 tNehcc]locusNbinNmapNofNwheatNhomoeologousNgroupNhNprovidesNinsightsNonNgeneNdistributionNandN
colinearityNwithNriceaNGenetics[N2004[Ndik[Niih]ji 4 63

120 vomparisonNofNdigitalNimageNanalysisNusingNellipticNyourierNdescriptorsNandNmajorNdimensionsNtoN
phenotypeNseedNshapeNinNhexaploidNwheatNVTriticumNaestivumNLaWaNEuphytica[N2013[Ndlc[Nll]ddi 2.1 62

119 ’dentificationNofNUgllNstemNrustNresistanceNlociNinNwinterNwheatNgermplasmNusingNgenome]wideN
associationNanalysisaNTheoreticalhandhAppliedhGenetics[N2012[Ndeh[Njgl]hk 6 60

118 SNPNdiscoveryNandNchromosomeNanchoringNprovideNtheNfirstNphysically]anchoredNhexaploidNoatNmapN
andNrevealNsyntenyNwithNmodelNspeciesaNPLoShONE[N2013[Nk[Nehkcik 3.7 60

117 wiagnosticNandNco]dominantNPvRNmarkersNforNwheatNstemNrustNresistanceNgenesNSrehNandNSreiaN
TheoreticalhandhAppliedhGenetics[N2010[Ndec[Nild]j 6 60

116 RxLPNmarkersNlinkedNtoNtwoN‘essianNfly]resistanceNgenesNinNwheatNVTriticumNaestivumNLaWNfromN
TriticumNtauschiiNVcossaWNSchmalaNTheoreticalhandhAppliedhGenetics[N1993[Nkh[Njhc]g 6 60
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115 zenome]wideNassociationNmappingNforNresistanceNtoNleafNrust[NstripeNrustNandNtanNspotNinNwheatN
revealsNpotentialNcandidateNgenesaNTheoreticalhandhAppliedhGenetics[N2018[Ndfd[Ndgch]dgee 6 58

114 tNzroundedNzuideNtoNzlutenmN‘owNModernNzenotypesNandNProcessingN’mpactNWheatNSensitivityaN
ComprehensivehReviewshinhFoodhSciencehandhFoodhSafety[N2015[Ndg[Nekh]fce 16.4 58

113 ureedingNtefN[xragrostisNtefNVZuccaWNtrotter]mNconventionalNandNmolecularNapproachesaNPlanthBreeding
[N2011[Ndfc[Nd]l 2.4 57

112 wirectNvlassificationNandNSelectionNofNSuperiorNtllelesNforNvropN’mprovementaNCrophScience[N1997[Nfj[Nild]ilj2.4 57

111 zenomicNandNpedigree]basedNpredictionNforNleaf[Nstem[NandNstripeNrustNresistanceNinNwheataN
TheoreticalhandhAppliedhGenetics[N2017[Ndfc[Ndgdh]dgfc 6 56

110 Three]wimensionalNSeedNSizeNandNShapeNQTLNinN‘exaploidNWheatNVTriticumNaestivumNLaWN
PopulationsaNCrophScience[N2014[Nhg[Nlk]ddc 2.4 55

109 zeneticNmappingNofNtwoNpowderyNmildewNresistanceNgenesNinNeinkornNVTriticumNmonococcumNLaWN
accessionsaNTheoreticalhandhAppliedhGenetics[N2007[Nddg[Nfhd]k 6 55

108 UsingNzenomicNPredictionNtoNvharacterizeNxnvironmentsNandNOptimizeNPredictionNtccuracyNinN
tppliedNureedingNwataaNCrophScience[N2013[Nhf[Nled]lff 2.4 53

107 zeneticNLociNRelatedNtoNKernelNQualityNwifferencesNbetweenNaNSoftNandNaN‘ardNWheatNvultivaraNCroph
Science[N2005[Ngh[Ndikh]dilh 2.4 52

106 xxceptionalNsubgenomeNstabilityNandNfunctionalNdivergenceNinNtheNallotetraploidNxthiopianNcerealN
teffaNNaturehCommunications[N2020[Ndd[Nkkg 17.4 51

105 vonstructionNandNevaluationNofNcwNtNlibrariesNforNlarge]scaleNexpressedNsequenceNtagNsequencingN
inNwheatNVTriticumNaestivumNLaWaNGenetics[N2004[Ndik[Nhlh]ick 4 50

104 wevelopmentNandNtpplicationNofNRyLPsNinNPolyploidsaNCrophScience[N1992[Nfe[Ndcki]dcld 2.4 45

103 ‘yperspectralNReflectance]werivedNRelationshipNMatricesNforNzenomicNPredictionNofNzrainNYieldNinN
WheataNG3:hGeneswhGenomeswhGenetics[N2019[Nl[Ndefd]degj 3.2 44

102 TransferabilityNofNcerealNxST]SSRNmarkersNtoNryegrassaNGenome[N2009[Nhe[Ngfd]j 2.4 44

101 ‘aplotypeNdiversityNofNstemNrustNresistanceNlociNinNuncharacterizedNwheatNlinesaNMolecularhBreeding[N
2010[Nei[Niij]ikc 3.4 44

100 ‘igh]throughputNphenotypingNplatformsNenhanceNgenomicNselectionNforNwheatNgrainNyieldNacrossN
populationsNandNcyclesNinNearlyNstageaNTheoreticalhandhAppliedhGenetics[N2019[Ndfe[Ndjch]djec 6 42

99 wevelopmentNandNvalidationNofNKtSPNmarkersNforNtheNgreenbugNresistanceNgeneNzbjNandNtheN
‘essianNflyNresistanceNgeneN‘feNinNwheataNTheoreticalhandhAppliedhGenetics[N2017[Ndfc[Ndkij]dkkg 6 42

98
wispersalNofNdurumNwheatN[TriticumNturgidumNLaNsspaNturgidumNconvaraNdurumNVwesfaWNMacKey]N
landracesNacrossNtheNMediterraneanNbasinNassessedNbyNtyLPsNandNmicrosatellitesaNGenetichResourcesh
andhCrophEvolution[N2007[Nhg[Nddff]ddgg

2 41
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97 weletionNmappingNofNhomoeologousNgroupNi]specificNwheatNexpressedNsequenceNtagsaNGenetics[N
2004[Ndik[Nijj]ki 4 39

96 QunchomNtheNfirstNpopularNtefNvarietyNinNxthiopiaaNInternationalhJournalhofhAgriculturalhSustainability[N
2011[Nl[Neh]fg 2.2 38

95 vhromosomalNLocationNofNzenesNforNResistanceNtoNKarnalNuuntNinNWheataNCrophScience[N1998[Nfk[Nefd]efi2.4 37

94 PopulationNzenomicsNRelatedNtoNtdaptationNinNxliteNOatNzermplasmaNPlanthGenome[N2016[Nl[Nplantgenomeecdhadcacdcf4.4 35

93
vomparisonNofNModelsNandNWhole]zenomeNProfilingNtpproachesNforNzenomic]xnabledNPredictionN
ofNSeptoriaNTriticiNulotch[NStagonosporaNNodorumNulotch[NandNTanNSpotNResistanceNinNWheataNPlanth
Genome[N2017[Ndc[Nplantgenomeecdiackaccke

4.4 34

92 vountingNonNvrossoversmNvontrolledNRecombinationNforNPlantNureedingaNTrendshinhPlanthScience[N
2020[Neh[Nghh]gih 13.1 33

91 OverexpressionNofNurv’PKdNzeneNxnhancesNtbioticNStressNToleranceNbyN’ncreasingNProlineN
uiosynthesisNinNRiceaNPlanthMolecularhBiologyhReporter[N2016[Nfg[Nhcd]hdd 1.7 33

90 ureedingNValueNofNPrimaryNSyntheticNWheatNzenotypesNforNzrainNYieldaNPLoShONE[N2016[Ndd[Necdiekic 3.7 33

89 QuantitativeNTraitNLociNforNylourNViscosityNinNWinterNWheataNCrophScience[N1999[Nfl[Nefk]ege 2.4 31

88 ’dentificationNandNValidationNofNQTLNforNzrainNQualityNTraitsNinNaNvrossNofNSoftNWheatNvultivarsN
PioneerNurandNehReiNandNyosteraNCrophScience[N2011[Nhd[Ndgeg]dgfi 2.4 30

87 tNgeneticNlinkageNmapNforNtefN[xragrostisNtefNVZuccaWNTrotter]aNTheoreticalhandhAppliedhGenetics[N2006[N
ddf[Ndclf]dce 6 30

86 xxpressedNsequenceNtagNanalysisNinNtefNVxragrostisNtefNVZuccWNTrotterWaNGenome[N2006[Ngl[Nfih]je 2.4 28

85 wistributionNofNmicrosatelliteNallelesNlinkedNtoNRhtkNdwarfingNgeneNinNwheataNEuphytica[N2002[Ndef[Nefh]egc2.1 28

84 yineNmappingNofNaNpreharvestNsproutingNQTLNintervalNonNchromosomeNeuNinNwhiteNwheataN
TheoreticalhandhAppliedhGenetics[N2014[Ndej[Ndkgf]hh 6 27

83 TwoNNewNStrategiesNforNwetectingNandNUnderstandingNQTLNˆ�NxnvironmentN’nteractionsaNCrophScience
[N2011[Nhd[Nli]ddf 2.4 27

82 QTLNmappingNforNyieldNandNlodgingNresistanceNinNanNenhancedNSSR]basedNmapNforNtefaNTheoreticalh
andhAppliedhGenetics[N2011[Ndee[Njj]lf 6 27

81 wurumNWheatNLandracesNfromNxastNandNWestNRegionsNofNtheNMediterraneanNuasinNtreNzeneticallyN
wistinctNforNYieldNvomponentsNandNPhenologyaNFrontiershinhPlanthScience[N2018[Nl[Nkc 6.2 26

80 QTLNmappingNofNagronomicNtraitsNinNtefN[xragrostisNtefNVZuccWNTrotter]aNBMChPlanthBiology[N2007[Nj[Nfc 5.3 25
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79 zenome]WideNtssociationNMappingNforNLeafNTipNNecrosisNandNPseudo]blackNvhaffNinNRelationNtoN
wurableNRustNResistanceNinNWheataNPlanthGenome[N2015[Nk[Neplantgenomeecdhacdaccce 4.4 23

78 UseNofNaNlarge]scaleNTriticeaeNexpressedNsequenceNtagNresourceNtoNrevealNgeneNexpressionNprofilesNinN
hexaploidNwheatNVTriticumNaestivumNLaWaNGenome[N2006[Ngl[Nhfd]gg 2.4 23

77
vomparativeNgeneticNanalysisNofNaNwheatNseedNdormancyNQTLNwithNriceNandNurachypodiumNidentifiesN
candidateNgenesNforNtutNperceptionNandNcalciumNsignalingaNFunctionalhandhIntegrativehGenomics[N
2011[Ndd[Ngjl]lc

3.8 21

76 uasisNforNSelectingNSoftNWheatNforNxnd]UseNQualityaNCrophScience[N2012[Nhe[Ned]fd 2.4 20

75 MultivariateNzenome]WideNtssociationNtnalysesNRevealNtheNzeneticNuasisNofNSeedNyattyNtcidN
vompositionNinNOatNVNLaWaNG3:hGeneswhGenomeswhGenetics[N2019[Nl[Nelif]eljh 3.2 20

74 xvaluationNofNwheatNandNemmerNvarietiesNforNartisanalNbaking[NpastaNmaking[NandNsensoryNqualityaN
JournalhofhCerealhScience[N2017[Njg[Ndl]ej 3.8 19

73 zeneticNdiversityNinNtefNVxragrostisNtefWNgermplasmNusingNSSRNmarkersaNFieldhCropshResearch[N2012[N
dej[Nig]jc 5.5 19

72 ’dentificationNofNmillingNandNbakingNqualityNQTLNinNmultipleNsoftNwheatNmappingNpopulationsaN
TheoreticalhandhAppliedhGenetics[N2015[Ndek[Neeej]ge 6 18

71 ’dentificationNandNvalidationNofNsingleNnucleotideNpolymorphicNmarkersNlinkedNtoNUgllNstemNrustN
resistanceNinNspringNwheataNPLoShONE[N2017[Nde[Necdjdlif 3.7 18

70 vharacterizingNvroatianNWheatNzermplasmNwiversityNandNStructureNinNaNxuropeanNvontextNbyNwtrTN
MarkersaNFrontiershinhPlanthScience[N2016[Nj[Ndkg 6.2 18

69
’dentificationNofNvhromosomeNLocationsNofNzenesNtffectingNPreharvestNSproutingNandNSeedN
wormancyNUsingNvhromosomeNSubstitutionNLinesNinNTetraploidNWheatNVTriticumNturgidumNLaWaNCroph
Science[N2010[Nhc[Nddkc]ddkj

2.4 17

68 zenomicNSelectionNinNPlantNureedingmNtNvomparisonNofNModelsN2012[Nhe[Ndgi 17

67 WheatNyructansmNtNPotentialNureedingNTargetNforNNutritionallyN’mproved[Nvlimate]ResilientN
VarietiesaNCrophScience[N2017[Nhj[Ndieg]digc 2.4 16

66 tpplicationNofNnewNknowledge[Ntechnologies[NandNstrategiesNtoNwheatNimprovementaNEuphytica[N
2007[Ndhj[Nell]fci 2.1 15

65 SystemsNgeneticsNofNenvironmentalNresponseNinNtheNmatureNwheatNembryoaNGenetics[N2013[Ndlg[Neih]jj 4 14

64 terialNhigh]throughputNphenotypingNenablesNindirectNselectionNforNgrainNyieldNatNtheNearlyN
generation[Nseed]limitedNstagesNinNbreedingNprogramsaNCrophScience[N2020[Nic[Nfcli]fddg 2.4 14

63 LinkageNwisequilibriumNandNtssociationNMappingNinNtheNTriticeaeN2009[Nihh]ikf 14

62 zenomicNSelectionNinNPlantsmNxmpiricalNResultsNandN’mplicationsNforNWheatNureedingN2015[Ngcd]gcl 13

(2015-2015)
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61 zenomicNSelectionNforNSmallNzrainN’mprovementN2017[Nll]dfc 12

60 WheatNtT’smNvharacteristicsNandNRoleNinN‘umanNwiseaseaNFrontiershinhNutrition[N2021[Nk[Niijfjc 6.2 12

59 ’nfluenceNofNzenotypeNandNxnvironmentNonNWheatNzrainNyructanNvontentaNCrophScience[N2019[Nhl[Ndlc]dlk2.4 12

58 ’dentificationNofNSmallNzrainsNzenotypesNResistantNtoNSoilborneNwheatNmosaicNvirusaNPlanthDisease[N
2006[Nlc[Ndcfl]dcgg 1.5 11

57 RecurrentNgenomicNselectionNforNwheatNgrainNfructansaNCrophScience[N2020[Nic[Ndgll]dhde 2.4 11

56 KxRNxLNMORP‘OLOzYNVtR’tT’ONN’NNtNPOPULtT’ONNwxR’VxwNyROMNtNSOyTNuYN‘tRwNW‘xtTN
vROSSNtNwNtSSOv’tT’ONSNW’T‘NxNw]USxNQUtL’TYNTRt’TSdaNJournalhofhFoodhQuality[N2000[Nef[Nfld]gcj2.7 10

55 ‘omeologousNxpistasisNinNWheatmNTheNSearchNforNanN’mmortalN‘ybridaNGenetics[N2019[Nedd[Nddch]ddee 4 9

54 ReducedNresponseNdiversityNdoesNnotNnegativelyNimpactNwheatNclimateNresilienceaNProceedingshofhtheh
NationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmerica[N2019[Nddi[Ndcief]dcieg 11.5 9

53 tNLowNResolutionNxpistasisNMappingNtpproachNToN’dentifyNvhromosomeNtrmN’nteractionsNinN
tllohexaploidNWheataNG3:hGeneswhGenomeswhGenetics[N2019[Nl[Nijh]ikg 3.2 9

52 ‘eritableNtemporalNgeneNexpressionNpatternsNcorrelateNwithNmetabolomicNseedNcontentNinN
developingNhexaploidNoatNseedaNPlanthBiotechnologyhJournal[N2020[Ndk[Ndedd]deee 11.6 8

51 RegistrationNofNâ��vayugaâ��NWheataNCrophScience[N1998[Nfk[Nhhd]hhe 2.4 7

50 PredictionNofNSubgenomeNtdditiveNandN’nteractionNxffectsNinNtllohexaploidNWheataNG3:hGeneswh
GenomeswhGenetics[N2019[Nl[Nikh]ilk 3.2 7

49 TranslatingNinsightsNfromNtheNseedNmetabolomeNintoNimprovedNpredictionNforNlipid]compositionN
traitsNinNoatNVtvenaNsativaNLaWaNGenetics[N2021[Nedj[N 4 7

48 ’dentificationNofNSmallNzrainsNzenotypesNResistantNtoNWheatNspindleNstreakNmosaicNvirusaNPlanth
Disease[N2006[Nlc[Ndcgh]dchc 1.5 6

47 RegistrationNofNtheNSeMxTNuarleyNMappingNPopulationNforNMulti]xnvironmentNzenomewideN
SelectionaNJournalhofhPlanthRegistrations[N2019[Ndf[Nejc]ekc 0.7 6

46 zenomicNSelectionNofNyorageNQualityNTraitsNinNWinterNWheataNCrophScience[N2019[Nhl[Negjf]egkf 2.4 6

45 zenomicNSelectionNinNWheatN2019[Nejf]fce 5

44 ‘yperspectralNReflectance]werivedNRelationshipNMatricesNforNzenomicNPredictionNofNzrainNYieldNinNWheat 5
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43 zeneticNMappingNofNMajor]xffectNSeedNwormancyNQuantitativeNTraitNLociNonNvhromosomeNeuNusingN
RecombinantNSubstitutionNLinesNinNTetraploidNWheataNCrophScience[N2016[Nhi[Nhl]je 2.4 5

42 tNLow]vostNtutomatedNSystemNforN‘igh]ThroughputNPhenotypingNofNSingleNOatNSeedsaNThehPlanth
PhenomehJournal[N2018[Nd[Nd]df 5 5

41 MaltingNofNyusariumN‘eadNulight]’nfectedNRyeNVWmNzrowthNofN[NTrichotheceneNProduction[NandNtheN
’mpactNonNMaltNQualityaNToxins[N2018[Ndc[N 4.9 5

40 xconomicNResponsesNofNMaize[NSoybean[NandNWheatNinNThreeNRotationsNunderNvonventionalNandN
OrganicNSystemsaNAgronomy[N2019[Nl[Ngeg 3.6 4

39 tNconnectedNhalf]sibNfamilyNtrainingNpopulationNforNgenomicNpredictionNinNbarleyaNCrophScience[N2020[N
ic[Neie]ekd 2.4 4

38 zenomicNSelectionNforNvropN’mprovementmNtnN’ntroductionN2017[Nd]i 4

37 Multi]omicsNpredictionNofNoatNagronomicNandNseedNnutritionalNtraitsNacrossNenvironmentsNandNinN
distantlyNrelatedNpopulationsaNTheoreticalhandhAppliedhGenetics[N2021[Ndfg[Ngcgf]gchg 6 4

36 Multiple]RaceNStemNRustNResistanceNLociN’dentifiedNinNwurumNWheatNUsingNzenome]WideN
tssociationNMappingaNFrontiershinhPlanthScience[N2020[Ndd[Nhlkhcl 6.2 4

35 zenotypeNˆ�NxnvironmentN’nteractionsNandNStabilityNinNOrganicNWheataNCrophScience[N2019[Nhl[Neh]fe 2.4 4

34 zenomicNselectionNofNforageNagronomicNtraitsNinNwinterNwheataNCrophScience[N2021[Nid[Ngdc]ged 2.4 4

33 OrganicNvomparedNwithNvonventionalNWheatN‘adNvompetitiveNYieldsNduringNtheNxarlyNYearsNofN
OrganicNProductionNinNtheNNortheastNUStaNAgronomy[N2019[Nl[Nfkc 3.6 3

32 xragrostisN2011[Ndfh]dhd 3

31 ResponseNtoNxarlyNzenerationNzenomicNSelectionNforNYieldNinNWheataaNFrontiershinhPlanthScience[N2021
[Nde[Njdkidd 6.2 3

30 vhromatographicNMethodsNtoNxvaluateNNutritionalNQualityNinNOataNMethodshinhMolecularhBiology[N
2017[Ndhfi[Nddh]deh 1.4 3

29 tNsubfunctionalizationNepistasisNmodelNtoNevaluateNhomeologousNgeneNinteractionsNinNallopolyploidNwheat 3

28 SelectionNsignaturesNacrossNsevenNdecadesNofNhardNwinterNwheatNbreedingNinNtheNzreatNPlainsNofNtheN
UnitedNStatesaNPlanthGenome[N2020[Ndf[Neeccfe 4.4 3

27 tNSNP]basedNgeneticNdissectionNofNversatileNtraitsNinNbreadNwheatNVTriticumNaestivumNLaWaNPlanth
Journal[N2021[Ndck[Nlic]lji 6.9 3

26 ’mprovingNzenomicNPredictionNforNSeedNQualityNTraitsNinNOatNVtvenaNsativaNLaWNUsingNTrait]SpecificN
RelationshipNMatricesaNFrontiershinhGenetics[N2021[Nde[Nigfjff 4.5 3

(2021-2016)
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25 WheatNamylasebtrypsinNinhibitorsNVtT’sWmNoccurrence[NfunctionNandNhealthNaspectsaaNEuropeanhJournalh
ofhNutrition[N2022[Nd 5.2 3

24 PredictionNofNsubgenomeNadditiveNandNinteractionNeffectsNinNallohexaploidNwheat 2

23 wesigningNPlantsNToNMeetNyeedstockNNeedsaNBiotechnologyhinhAgriculturehandhForestry[N2010[Nhj]kg 2

22 zenome]wideNassociationNmappingNofNseedlingNandNadultNplantNresponseNtoNstemNrustNinNaNdurumN
wheatNpanelaNPlanthGenome[N2021[Ndg[Neecdch 4.4 2

21 TheNxvolutionNofNvomparativeNPlantNzeneticsaNStadlerhGeneticshSymposiahSeries[N2000[Ndkf]dlh 2

20 zenomicNvariantsNaffectingNhomoeologousNgeneNexpressionNdosageNcontributeNtoNagronomicNtraitN
variationNinNallopolyploidNwheataaNNaturehCommunications[N2022[Ndf[Nkei 17.4 1

19 RegistrationNofNâ��vorralâ��NOataNJournalhofhPlanthRegistrations[N2012[Ni[Nejf]eji 0.7 1

18 zenome]wideNassociationNmappingNandNgenomicNpredictionNofNyield]relatedNtraitsNandNstarchN
pastingNpropertiesNinNcassavaaNTheoreticalhandhAppliedhGenetics[N2021[Ndfh[Ndgh 6 1

17 MultivariateNzenome]wideNtssociationNtnalysesNRevealNtheNzeneticNuasisNofNSeedNyattyNtcidN
vompositionNinNOatNVtvenaNsativaLaW 1

16 Positional]basedNcloningNUfail]safeUNapproachNisNoverpoweredNbyNwheatNchromosomeNstructuralN
variationaNPlanthGenome[N2021[Ndg[Neecdci 4.4 1

15 zeneticNtrendsNinNyusariumNheadNblightNresistanceNdueNtoNecNyearsNofNwinterNwheatNbreedingNandN
cooperativeNtestingNinNtheNNorthernNUSaNPlanthDisease[N2021[N 1.5 1

14 RegistrationNofNâ��Lightningâ��NbarleyaNJournalhofhPlanthRegistrations[N2021[Ndh[Ngcj]gdg 0.7 1

13 ’nteractionsNofNtheNbarleyNSwdNandNSweNseedNdormancyNlociNinfluenceNpreharvestNsprouting[NseedN
dormancy[NandNmaltingNqualityaNCrophScience[ 2.4 1

12 verealNzenomicsNResearchNinNtheNPost]genomicNxraN2004[Nhhl]hkg 1

11 SelectionNforNseedNsizeNhasNunevenNeffectsNonNspecializedNmetaboliteNabundanceNinNoatNVtvenaN
sativaNLWaNG3:hGeneswhGenomeswhGenetics[N2021[N 3.2 1

10 tchievingNvontrolledNRecombinationNwithNTargetedNvleavageNandNxpigeneticNModifiersaNTrendshinh
PlanthScience[N2020[Neh[Nhdf]hdg 13.1 0

9 tgronomicNvomparisonsNofNOrganicNandNvonventionalNSoybeanNwithNRecommendedNandN‘ighN’nputsN
duringNtheNyirstNgNYearsNofNOrganicNManagementaNAgronomy[N2019[Nl[Nice 3.6 0

8 zainNfromNgenomicNselectionNforNaNselectionNindexNinNtwo]rowNspringNbarleyaNPlanthGenome[N2021[Ndg[Neecdfk4.4 0
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7 zeneticNcharacterizationNofNagronomicNtraitsNandNgrainNthreshabilityNforNorganicNnakedNbarleyNinNtheN
northernNUnitedNStatesaNCrophScience[N2022[Nie[Nilc]jcf 2.4 0

6 MappingNpre]harvestNsproutingNresistanceNlociNinNttvN’nnovaNˆ�NttvNTenaciousNspringNwheatN
populationaaNBMChGenomics[N2021[Nee[Nlcc 4.5 0

5 voldNvonditionedmNwiscoveryNofNNovelNtllelesNforNLow]TemperatureNToleranceNinNtheNVavilovNuarleyN
vollectionaaNFrontiershinhPlanthScience[N2021[Nde[Nkccekg 6.2 0

4 zeneralizableNapproachesNforNgenomicNpredictionNofNmetabolitesNinNplantsaaNPlanthGenome[N2022[Neecech4.4 0

3 RegistrationNofNâ��NYuataviaâ��NWheataNCrophScience[N1998[Nfk[Nhhd]hhd 2.4

2 QTLNxNenvironmentNmodelingNofNmaltingNbarleyNpreharvestNsproutingaNTheoreticalhandhAppliedh
Genetics[N2021[Nd 6

1 ureedingNMethodsmNPopulationN’mprovementNandNSelectionNMethodsN2022[Nkf]li
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