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j Paper IF Citations

180 PathogenomicKanalysesKofKShigellaKisolatesKinformKfactorsKlimitingKshigellosisKpreventionKandK
controlKacrossKLMβusYYKNaturedMicrobiologyWK2022WK 26.6 3

179 uomparativeKyenomicsKβdentifiesKxeaturesKsssociatedKwithKMethicillinXResistantKStaphylococcusK
aureusKSMRSsTKTransmissionKinKzospitalKSettingsYYKMSphereWK2022WKebbcchdd 5 0

178 uomparisonKofKlongKreadKsequencingKtechnologiesKinKinterrogatingKbacteriaKandKflyKgenomesYKG3:d
GenesrdGenomesrdGeneticsWK2021WK 3.2 4

177 testKpracticesKonKtheKdifferentialKexpressionKanalysisKofKmultiXspeciesKRNsXseqYKGenomedBiologyWK
2021WKddWKcdc 18.3 6

176 uontributionKofKNoncanonicalKsntigensKtoKVirulenceKandKsdaptiveKβmmunityKinKzumanKβnfectionK
withKwnterotoxigenicKwYKcoliYKInfectiondanddImmunityWK2021WKjkWK 3.7 2

175 vraftKyenomeKSequencesKofKTwoKwnteroinvasiveKwscherichiaKcoliKStrainsKRepresentativeKofKMajorK
wnteroinvasiveKuladesYKMicrobiologydResourcedAnnouncementsWK2021WKcbWKebbeckdc 1.3

174 uomparativeKyenomicsKofKstypicalKwnteropathogenicKwscherichiaKcoliKfromKKittensKandKuhildrenK
βdentifiesKtacterialKxactorsKsssociatedKwithKVirulenceKinKKittensYKInfectiondanddImmunityWK2021WKjkWK 3.7 1

173 xsvUlKaKQuantificationKToolKforKProkaryoticKTranscriptomicKsnalysesYKMSystemsWK2021WKhWK 7.6 2

172 wvaluationKofKaKhighXthroughputWKcostXeffectiveKβlluminaKlibraryKpreparationKkitYKScientificdReportsWK
2021WKccWKcgkdg 4.9 0

171 yenomeKSequencesKofKxourKShigellaKboydiiKStrainsKRepresentativeKofKtheKMajorKSYKboydiiKuladesYK
MicrobiologydResourcedAnnouncementsWK2020WKkWK 1.3 1

170 uomparativeKgenomicKanalysisKprovidesKinsightKintoKtheKphylogenyKandKvirulenceKofKatypicalK
enteropathogenicKwscherichiaKcoliKstrainsKfromKtrazilYKPLoSdNeglecteddTropicaldDiseasesWK2020WKcfWKebbbjeie4.8 3

169 zostKsdaptationKPredisposesKPseudomonasKaeruginosaKtoKTypeKVβKSecretionKSystemXMediatedK
PredationKbyKtheKturkholderiaKcepaciaKuomplexYKCelldHostdanddMicrobeWK2020WKdjWKgefXgfiYee 23.4 15

168 RedefiningKenteroaggregativeKwscherichiaKcoliKSwswuTlKyenomicKcharacterizationKofKepidemiologicalK
wswuKstrainsYKPLoSdNeglecteddTropicaldDiseasesWK2020WKcfWKebbbjhce 4.8 12

167 RedefiningKenteroaggregativeKwscherichiaKcoliKSwswuTlKyenomicKcharacterizationKofKepidemiologicalK
wswuKstrainsK2020WKcfWKebbbjhce

166 RedefiningKenteroaggregativeKwscherichiaKcoliKSwswuTlKyenomicKcharacterizationKofKepidemiologicalK
wswuKstrainsK2020WKcfWKebbbjhce

165 RedefiningKenteroaggregativeKwscherichiaKcoliKSwswuTlKyenomicKcharacterizationKofKepidemiologicalK
wswuKstrainsK2020WKcfWKebbbjhce

164 RedefiningKenteroaggregativeKwscherichiaKcoliKSwswuTlKyenomicKcharacterizationKofKepidemiologicalK
wswuKstrainsK2020WKcfWKebbbjhce
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163 βnterrogationKofKaKliveXattenuatedKenterotoxigenicKvaccineKhighlightsKfeaturesKuniqueKtoKwildXtypeK
infectionYKNpjdVaccinesWK2019WKfWKei 9.5 14

162 yeneticKchangesKassociatedKwithKtheKtemporalKshiftKinKinvasiveKnonXtyphoidalKSalmonellaKserovarsKinK
tamakoKMaliYKPLoSdNeglecteddTropicaldDiseasesWK2019WKceWKebbbidki 4.8 1

161
uumulativeKacquisitionKofKpathogenicityKislandsKhasKshapedKvirulenceKpotentialKandKcontributedKtoK
theKemergenceKofKLwwXnegativeKShigaKtoxinXproducingKwscherichiaKcoliKstrainsYKEmergingdMicrobesd
anddInfectionsWK2019WKjWKfjhXgbd

18.9 19

160
yenomeKandKxunctionalKuharacterizationKofKuolonizationKxactorKsntigenKβXKandKuShXwncodingK
zeatXStableKwnterotoxinXOnlyKwnterotoxigenicKRevealsKLineageKandKyeographicKVariationYK
MSystemsWK2019WKfWK

7.6 15

159
TheKuompleteKyenomeKofKtheKstypicalKwnteropathogenicKwscherichiaKcoliKsrchetypeKβsolateK
wccbbckKzighlightsKaKRoleKforKPlasmidsKinKvisseminationKofKtheKTypeKβββKSecretedKwffectorKwspTYK
InfectiondanddImmunityWK2019WKjiWK

3.7 2

158 wxaminationKofKejjKStaphylococcusKaureusKβsolatesKfromKβntensiveKuareKUnitKPatientsYKMicrobiologyd
ResourcedAnnouncementsWK2019WKjWK 1.3 1

157 sdherenceKxactorKwxpressionKinKXLikeKuonditionsYKMSphereWK2019WKfWK 5 10

156 uomparativeKgenomicKanalysisKandKmolecularKexaminationKofKtheKdiversityKofKenterotoxigenicK
wscherichiaKcoliKisolatesKfromKuhileYKPLoSdNeglecteddTropicaldDiseasesWK2019WKceWKebbbijdj 4.8 7

155 uonservationKandKglobalKdistributionKofKnonXcanonicalKantigensKinKwnterotoxigenicKwscherichiaKcoliYK
PLoSdNeglecteddTropicaldDiseasesWK2019WKceWKebbbijdg 4.8 11

154
uolonizationKfactorsKamongKenterotoxigenicKwscherichiaKcoliKisolatesKfromKchildrenKwithK
moderateXtoXsevereKdiarrheaKandKfromKmatchedKcontrolsKinKtheKylobalKwntericKMulticenterKStudyK
SywMSTYKPLoSdNeglecteddTropicaldDiseasesWK2019WKceWKebbbibei

4.8 35

153 yenomicKandKPhenotypicKviversityKamongKTenKLaboratoryKβsolatesKofKPsOcYKJournaldofdBacteriologyWK
2019WKdbcWK 3.5 31

152 PhosphotyrosineXMediatedKRegulationKofKwnterohemorrhagicKVirulenceYKMBioWK2018WKkWK 7.8 4

151 ResponsesKofKtheKzumanKyutKPopulationKtoKPathogenKandKsntibioticKvisturbancesYKMSystemsWK2018WK
eWK 7.6 14

150 sKNovelKProteomeKMicroarrayKviscriminatesKTargetsKofKzumanKsntibodyKReactivityKfollowingKOralK
VaccinationKandKwxperimentalKuhallengeYKMSphereWK2018WKeWK 5 17

149 viversityKamongKblaXcontainingKplasmidsKinKwscherichiaKcoliKandKotherKbacterialKspeciesKisolatedK
fromKtheKsameKpatientsYKScientificdReportsWK2018WKjWKcbdkc 4.9 19

148 TemporalKVariabilityKofKviversityKinKtheKyastrointestinalKTractsKofKTanzanianKuhildrenKwithKandK
withoutKwxposureKtoKsntibioticsYKMSphereWK2018WKeWK 5 12

147 βmprovingKOurKUnderstandingKofKSerovarKParatyphiKtKthroughKtheKwngineeringKandKTestingKofKaKLiveK
sttenuatedKVaccineKStrainYKMSphereWK2018WKeWK 5 5

146 vraftKyenomeKSequencesKofKXuontainingKwnterobacterKaerogenesWKuitrobacterKfreundiiWKandK
uitrobacterKkoseriKStrainsYKGenomedAnnouncementsWK2018WKhWK 1

(2018-2019)
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145 uoliKSurfaceKsntigenKdhKsctsKasKanKsdherenceKveterminantKofKwnterotoxigenicKandKβsK
urossXRecognizedKbyKsntiXuSdbKsntibodiesYKFrontiersdindMicrobiologyWK2018WKkWKdfhe 5.7 3

144 TargetedKenrichmentKoutperformsKotherKenrichmentKtechniquesKandKenablesKmoreKmultiXspeciesK
RNsXSeqKanalysesYKScientificdReportsWK2018WKjWKceeii 4.9 9

143
zumanKwxperimentalKuhallengeKWithKwnterotoxigenicKwscherichiaKcoliKwlicitsKβmmuneKResponsesKtoK
uanonicalKandKNovelKsntigensKRelevantKtoKVaccineKvevelopmentYKJournaldofdInfectiousdDiseasesWK
2018WKdcjWKcfehXcffh

7 23

142 uhangesKinKmicrobiomeKduringKandKafterKtravellersRKdiarrhealKwhatKweKknowKandKwhatKweKdoKnotYK
JournaldofdTraveldMedicineWK2017WKdfWKSgdXSgh 12.9 8

141 βnsightsKintoKenterotoxigenicKwscherichiaKcoliKdiversityKinKtangladeshKutilizingKgenomicK
epidemiologyYKScientificdReportsWK2017WKiWKefbd 4.9 20

140 snalysisKofKShigellaKflexneriKResistanceWKtiofilmKxormationWKandKTranscriptionalKProfileKinKResponseK
toKtileKSaltsYKInfectiondanddImmunityWK2017WKjgWK 3.7 38

139 TheKsrauKNegativeKRegulatorKfamilyKmodulatesKtheKactivityKofKhistoneXlikeKproteinsKinKpathogenicK
bacteriaYKPLoSdPathogensWK2017WKceWKecbbhgfg 7.6 15

138 StructuralKmodificationKofKLPSKinKcolistinXresistantWKKPuXproducingKKlebsiellaKpneumoniaeYKJournald
ofdAntimicrobialdChemotherapyWK2017WKidWKebegXebfd 5.1 39

137 uomparativeKgenomicsKandKtranscriptomicsKofKwscherichiaKcoliKisolatesKcarryingKvirulenceKfactorsKofK
bothKenteropathogenicKandKenterotoxigenicKwYKcoliYKScientificdReportsWK2017WKiWKegce 4.9 27

136 LocusKofKsdhesionKandKsutoaggregationKSLssTWKaKpathogenicityKislandKpresentKinKemergingKShigaK
ToxinXproducingKwscherichiaKcoliKstrainsYKScientificdReportsWK2017WKiWKibcc 4.9 39

135 TranscriptionalKVariationKofKviverseKwnteropathogenicKβsolatesKunderKVirulenceXβnducingK
uonditionsYKMSystemsWK2017WKdWK 7.6 8

134
uharacterizationKofKaKLargeKsntibioticKResistanceKPlasmidKxoundKinKwnteropathogenicKwscherichiaK
coliKStrainKtcicKandKβtsKRelatednessKtoKPlasmidsKofKviverseKwYKcoliKandKShigellaKStrainsYKAntimicrobiald
AgentsdanddChemotherapyWK2017WKhcWK

5.9 7

133 slignerKoptimizationKincreasesKaccuracyKandKdecreasesKcomputeKtimesKinKmultiXspeciesKsequenceK
dataYKMicrobialdGenomicsWK2017WKeWKebbbcdd 4.4 8

132 snKintegratedKgenomicKandKtranscriptomicKsurveyKofKmucormycosisXcausingKfungiYKNatured
CommunicationsWK2016WKiWKcddcj 17.4 69

131 yenomicKdiversityKofKwPwuKassociatedKwithKclinicalKpresentationsKofKdifferingKseverityYKNatured
MicrobiologyWK2016WKcWKcgbcf 26.6 48

130 βnvestigatingKtheKRelatednessKofKwnteroinvasiveKwscherichiaKcoliKtoKOtherKwYKcoliKandKShigellaK
βsolatesKbyKUsingKuomparativeKyenomicsYKInfectiondanddImmunityWK2016WKjfWKdehdXdeic 3.7 31

129 zybridKShigaKToxinXProducingKandKwnterotoxigenicKwscherichiaKspYKurypticKLineageKcKStrainKivK
zarborsKaKzybridKPlasmidYKApplieddanddEnvironmentaldMicrobiologyWK2016WKjdWKfebkXfeck 4.8 18

128 uhaperoneXUsherKPiliKLociKofKuolonizationKxactorXNegativeKzumanKwnterotoxigenicYKFrontiersdind
CellulardanddInfectiondMicrobiologyWK2016WKhWKdbb 5.9 11
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127 vraftKyenomeKSequenceKofKtiocontrolKsgentKtacillusKcereusKUWjgYKGenomedAnnouncementsWK2016WK
fWK 11

126 OvercomingKwnterotoxigenicKwscherichiaKcoliKPathogenKviversitylKTranslationalKMolecularK
spproachesKtoKβnformKVaccineKvesignYKMethodsdindMoleculardBiologyWK2016WKcfbeWKeheXje 1.4 5

125 yenomeKdiversityKofKShigellaKboydiiYKPathogensdanddDiseaseWK2016WKifWKftwbdi 4.2 8

124 TheKsynthesisKofKOspveKSShwTdTKinKShigellaKflexneriKisKindependentKofKOspucYKGutdMicrobesWK2016WKiWKfjhXgbd8.8 10

123 SurvivalKofKtheKxittestlKzowKtacterialKPathogensKUtilizeKtileKToKwnhanceKβnfectionYKClinicald
MicrobiologydReviewsWK2016WKdkWKjckXeh 34 43

122 UseKofKuomparativeKyenomicsKToKuharacterizeKtheKviversityKofKscinetobacterKbaumanniiK
SurveillanceKβsolatesKinKaKzealthKuareKβnstitutionYKAntimicrobialdAgentsdanddChemotherapyWK2016WKhbWKgkeeXfc5.9 19

121 vefiningKtheKphylogenomicsKofKShigellaKspecieslKaKpathwayKtoKdiagnosticsYKJournaldofdClinicald
MicrobiologyWK2015WKgeWKkgcXhb 9.7 57

120 RNsXSeqKanalysisKofKisolateXKandKgrowthKphaseXspecificKdifferencesKinKtheKglobalKtranscriptomesKofK
enteropathogenicKwscherichiaKcoliKprototypeKisolatesYKFrontiersdindMicrobiologyWK2015WKhWKghk 5.7 19

119 uomparativeKyenomicsKProvidesKβnsightKintoKtheKviversityKofKtheKsttachingKandKwffacingKwscherichiaK
coliKVirulenceKPlasmidsYKInfectiondanddImmunityWK2015WKjeWKfcbeXci 3.7 22

118 tacterialKxactorsKsssociatedKwithKLethalKOutcomeKofKwnteropathogenicKwscherichiaKcoliKβnfectionlK
yenomicKuaseXuontrolKStudiesYKPLoSdNeglecteddTropicaldDiseasesWK2015WKkWKebbbeikc 4.8 16

117 wxaminationKofKtheKwnterotoxigenicKwscherichiaKcoliKPopulationKStructureKduringKzumanKβnfectionYK
MBioWK2015WKhWKebbgbc 7.8 31

116 uonservationKandKimmunogenicityKofKnovelKantigensKinKdiverseKisolatesKofKenterotoxigenicK
wscherichiaKcoliYKPLoSdNeglecteddTropicaldDiseasesWK2015WKkWKebbbeffh 4.8 45

115 βnsightsKintoKtheKenvironmentalKreservoirKofKpathogenicKVibrioKparahaemolyticusKusingKcomparativeK
genomicsYKFrontiersdindMicrobiologyWK2015WKhWKdbf 5.7 23

114
tlockingKyersiniabactinKimportKattenuatesKextraintestinalKpathogenicKwscherichiaKcoliKinKcystitisKandK
pyelonephritisKandKrepresentsKaKnovelKtargetKtoKpreventKurinaryKtractKinfectionYKInfectiondandd
ImmunityWK2015WKjeWKcffeXgb

3.7 38

113 viarrheaWKbacteremiaKandKmultiorganKdysfunctionKdueKtoKanKextraintestinalKpathogenicKwscherichiaK
coliKstrainKwithKenteropathogenicKwYKcoliKgenesYKPathogensdanddDiseaseWK2015WKieWKftvbih 4.2 12

112 PhylogeneticallyKtypingKbacterialKstrainsKfromKpartialKSNPKgenotypesKobservedKfromKdirectK
sequencingKofKclinicalKspecimenKmetagenomicKdataYKGenomedMedicineWK2015WKiWKgd 14.4 32

111 uharacterizationKofKtheKpathogenomeKandKphylogenomicKclassificationKofKenteropathogenicK
wscherichiaKcoliKofKtheKOcgilnonXziKserotypesYKPathogensdanddDiseaseWK2015WKieWK 4.2 9

110 tacterialKgenomeKsequencingKinKtheKcliniclKbioinformaticKchallengesKandKsolutionsYKNaturedReviewsd
GeneticsWK2014WKcgWKfkXgg 30.1 109

(2014-2016)
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109 βdentificationKofKenterotoxigenicKwscherichiaKcoliKSwTwuTKcladesKwithKlongXtermKglobalKdistributionYK
NaturedGeneticsWK2014WKfhWKcedcXh 36.3 134

108
WholeXgenomeKassemblyKofKKlebsiellaKpneumoniaeKcoproducingKNvMXcKandKOXsXdedK
carbapenemasesKusingKsingleXmoleculeWKrealXtimeKsequencingYKAntimicrobialdAgentsdandd
ChemotherapyWK2014WKgjWKgkfiXge

5.9 49

107
wxploitingKtheKexplosionKofKinformationKassociatedKwithKwholeKgenomeKsequencingKtoKtackleKShigaK
toxinXproducingKwscherichiaKcoliKSSTwuTKinKglobalKfoodKproductionKsystemsYKInternationaldJournaldofd
FooddMicrobiologyWK2014WKcjiWKgiXid

5.8 58

106
uomparativeKgenomicsKofKanKβncsauKmultidrugKresistanceKplasmidKfromKwscherichiaKcoliKandK
KlebsiellaKisolatesKfromKintensiveKcareKunitKpatientsKandKtheKutilityKofKwholeXgenomeKsequencingKinK
healthKcareKsettingsYKAntimicrobialdAgentsdanddChemotherapyWK2014WKgjWKfjcfXdg

5.9 21

105
uharacterizationKofKKlebsiellaKspYKstrainKcbkjdWKaKcolonizerKofKhumansKthatKcontainsKnovelKantibioticK
resistanceKallelesKandKexhibitsKgeneticKsimilaritiesKtoKplantKandKclinicalKKlebsiellaKisolatesYK
AntimicrobialdAgentsdanddChemotherapyWK2014WKgjWKcjikXjj

5.9 19

104 wnterotoxigenicKwscherichiaKcoliKsecretesKaKhighlyKconservedKmucinXdegradingKmetalloproteaseKtoK
effectivelyKengageKintestinalKepithelialKcellsYKInfectiondanddImmunityWK2014WKjdWKgbkXdc 3.7 94

103 wzwuKyenomicslKPastWKPresentWKandKxutureYKMicrobiologydSpectrumWK2014WKdWKwzwuXbbdbXdbce 8.9 20

102 zXNSTKinducesKLwwKexpressionKandKtheKformationKofKattachingKandKeffacingKlesionsKinK
enterohemorrhagicKwscherichiaKcoliYKPLoSdONEWK2014WKkWKejhhcj 3.7 16

101 StandardizedKmetadataKforKhumanKpathogenavectorKgenomicKsequencesYKPLoSdONEWK2014WKkWKekkkik 3.7 25

100 uircleatorlKflexibleKcircularKvisualizationKofKgenomeXassociatedKdataKwithKtioPerlKandKSVyYK
BioinformaticsWK2014WKebWKecdgXi 7.2 22

99 QseuKinhibitorsKasKanKantivirulenceKapproachKforKyramXnegativeKpathogensYKMBioWK2014WKgWKebdchg 7.8 85

98 yenomeKSequenceKofKwscherichiaKcoliKOcgilziKStrainKdjjhXigWKsssociatedKwithKtheKxirstKReportedK
uaseKofKzumanKβnfectionKinKtheKUnitedKStatesYKGenomedAnnouncementsWK2014WKdWK 8

97 stgbigWKaKzighlyKVirulentKβsolateKofKscinetobacterKbaumanniiWKasKaKModelKStrainKforKtheKwvaluationK
ofKPathogenesisKandKsntimicrobialKTreatmentsYKMBioWK2014WKgWKebcbihXcf 7.8 168

96 zostXspecificKinductionKofKwscherichiaKcoliKfitnessKgenesKduringKhumanKurinaryKtractKinfectionYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2014WKcccWKcjediXed 11.5 136

95 sKdivergentKPseudomonasKaeruginosaKpalmitoyltransferaseKessentialKforKcysticKfibrosisXspecificKlipidK
sYKMoleculardMicrobiologyWK2014WKkcWKcgjXif 4.1 29

94 zighKfrequencyWKspontaneousKmotsKmutationsKinKuampylobacterKjejuniKstrainKjcXcihYKPLoSdONEWK
2014WKkWKejjbfe 3.7 14

93 TheKlargeXscaleKblastKscoreKratioKSLSXtSRTKpipelinelKaKmethodKtoKrapidlyKcompareKgeneticKcontentK
betweenKbacterialKgenomesYKPeerJWK2014WKdWKeeed 3.1 154

92 vraftKgenomeKsequencesKofKfiveKrecentKhumanKuropathogenicKwscherichiaKcoliKisolatesYKPathogensd
anddDiseaseWK2013WKhkWKhhXib 4.2 13
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91 TheKhumanKmicrobiomelKfromKsymbiosisKtoKpathogenesisYKAnnualdReviewdofdMedicineWK2013WKhfWKcfgXhe 17.4 122

90 uomparativeKgenomicsKofKpathogenicKwscherichiaKcoliK2013WKdcXfe 4

89 vraftKyenomeKSequenceKofKtheKMethicillinXResistantKStaphylococcusKaureusKβsolateKMRSsXMdYK
GenomedAnnouncementsWK2013WKcWK 16

88 vraftKyenomeKSequencesKofKThreeKOcgiKwnteropathogenicKwscherichiaKcoliKβsolatesYKGenomed
AnnouncementsWK2013WKcWK 5

87
QuantitativeKPuRKforKdetectionKofKShigellaKimprovesKascertainmentKofKShigellaKburdenKinKchildrenK
withKmoderateXtoXsevereKdiarrheaKinKlowXincomeKcountriesYKJournaldofdClinicaldMicrobiologyWK2013WK
gcWKcifbXh

9.7 78

86 βnKvitroKevolutionKofKanKarchetypalKenteropathogenicKwscherichiaKcoliKstrainYKJournaldofdBacteriologyWK
2013WKckgWKffihXje 3.5 8

85 wnterotoxigenicKwscherichiaKcolilKOrchestratedKhostKengagementYKGutdMicrobesWK2013WKfWKekdXh 8.8 18

84 TranscriptionalKmodulationKofKenterotoxigenicKwscherichiaKcoliKvirulenceKgenesKinKresponseKtoK
epithelialKcellKinteractionsYKInfectiondanddImmunityWK2013WKjcWKdgkXib 3.7 50

83 RefiningKtheKpathovarKparadigmKviaKphylogenomicsKofKtheKattachingKandKeffacingKwscherichiaKcoliYK
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2013WKccbWKcdjcbXg 11.5 84

82 uharacterizationKofKintracellularKgrowthKregulatorKicgRKbyKutilizingKtranscriptomicsKtoKidentifyK
mediatorsKofKpathogenesisKinKShigellaKflexneriYKInfectiondanddImmunityWK2013WKjcWKebhjXih 3.7 10

81 NewKfamilyKofKtungstateXresponsiveKtranscriptionalKregulatorsKinKsulfateXreducingKbacteriaYKJournald
ofdBacteriologyWK2013WKckgWKffhhXig 3.5 12

80 βmpactKofKoralKtyphoidKvaccinationKonKtheKhumanKgutKmicrobiotaKandKcorrelationsKwithKsYK
TyphiXspecificKimmunologicalKresponsesYKPLoSdONEWK2013WKjWKehdbdh 3.7 62

79 vifferentialKresponseKofKtheKcynomolgusKmacaqueKgutKmicrobiotaKtoKShigellaKinfectionYKPLoSdONEWK
2013WKjWKehfdcd 3.7 43

78 ShigellaKflexneriKeffectorsKOspwcKandKOspwdKmediateKinducedKadherenceKtoKtheKcolonicKepitheliumK
followingKbileKsaltsKexposureYKMoleculardMicrobiologyWK2012WKjgWKcbiXdc 4.1 42

77 WholeXgenomeKsequencesKofKtacillusKsubtilisKandKcloseKrelativesYKJournaldofdBacteriologyWK2012WKckfWKdeijXk3.5 38

76 LPSKremodelingKisKanKevolvedKsurvivalKstrategyKforKbacteriaYKProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaWK2012WKcbkWKjichXdc 11.5 123

75 snalysisKofKglobalKtranscriptionalKprofilesKofKenterotoxigenicKwscherichiaKcoliKisolateKwdfeiisYK
InfectiondanddImmunityWK2012WKjbWKcdedXfd 3.7 38

74 PhylomarkWKaKtoolKtoKidentifyKconservedKphylogeneticKmarkersKfromKwholeXgenomeKalignmentsYK
ApplieddanddEnvironmentaldMicrobiologyWK2012WKijWKfjjfXkd 4.8 31

(2012-2013)
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73 zybridKerrorKcorrectionKandKdeKnovoKassemblyKofKsingleXmoleculeKsequencingKreadsYKNatured
BiotechnologyWK2012WKebWKhkeXibb 44.5 758

72 yenomicKcharacterizationKofKenteroaggregativeKwscherichiaKcoliKfromKchildrenKinKMaliYKJournaldofd
InfectiousdDiseasesWK2012WKdbgWKfecXff 7 131

71 yenomeKsequencesKofKfourKdivergentKmultidrugXresistantKscinetobacterKbaumanniiKstrainsKisolatedK
fromKpatientsKwithKsepsisKorKosteomyelitisYKJournaldofdBacteriologyWK2012WKckfWKchckXdb 3.5 32

70 vraftKgenomeKsequencesKofKtheKdiarrheagenicKwscherichiaKcoliKcollectionYKJournaldofdBacteriologyWK
2012WKckfWKebdhXi 3.5 19

69 vraftKgenomeKsequenceKofKVibrioKfischeriKSRgWKaKstrainKisolatedKfromKtheKlightKorganKofKtheK
MediterraneanKsquidKSepiolaKrobustaYKJournaldofdBacteriologyWK2012WKckfWKchek 3.5 13

68 uorrectionKforKLiKetKalYWKLPSKremodelingKisKanKevolvedKsurvivalKstrategyKforKbacteriaYKProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaWK2012WKcbkWKcejiiXcejii 11.5 2

67 yenomeKsequenceKofKKlebsiellaKoxytocaKccfkdXcWKaKnosocomialKisolateKpossessingKaKxOXXgKsmpuK
˛†XlactamaseYKJournaldofdBacteriologyWK2012WKckfWKebdjXk 3.5 7

66 uomparativeKgenomicsKandKstxKphageKcharacterizationKofKLwwXnegativeKShigaKtoxinXproducingK
wscherichiaKcoliYKFrontiersdindCellulardanddInfectiondMicrobiologyWK2012WKdWKcee 5.9 66

65 OriginsKofKtheKwYKcoliKstrainKcausingKanKoutbreakKofKhemolyticXuremicKsyndromeKinKyermanyYKNewd
EnglanddJournaldofdMedicineWK2011WKehgWKibkXci 59.2 658

64 βnvestigatingKtheKgenomeKdiversityKofKtYKcereusKandKevolutionaryKaspectsKofKtYKanthracisK
emergenceYKGenomicsWK2011WKkjWKdhXek 4.3 27

63 yenomicKcomparisonKofKmultiXdrugKresistantKinvasiveKandKcolonizingKscinetobacterKbaumanniiK
isolatedKfromKdiverseKhumanKbodyKsitesKrevealsKgenomicKplasticityYKBMCdGenomicsWK2011WKcdWKdkc 4.5 58

62 yenomicKcharacterizationKofKasymptomaticKwscherichiaKcoliKisolatedKfromKtheKneobladderYK
MicrobiologydmUniteddKingdomnWK2011WKcgiWKcbjjXccbd 2.9 9

61 zfqKvirulenceKregulationKinKenterohemorrhagicKwscherichiaKcoliKOcgilziKstrainKjhXdfYKJournaldofd
BacteriologyWK2011WKckeWKhjfeXgc 3.5 65

60 sKcomparativeKgenomicKanalysisKofKdiverseKclonalKtypesKofKenterotoxigenicKwscherichiaKcoliKrevealsK
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