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k Paper IF Citations

590 uiscoveryKandKvalidationKofKhumanKgenomicKsafeKharborKsitesKforKgeneKandKcellKtherapiesYYKCellb
ReportsbMethodsWK2022WKcWKbaabfe 1

589 αargetedKintracellularKdeliveryKofKtasbdKandKtasjKnucleasesKusingKbacterialKtoxinXbasedKplatformsYYK
CellbReportsWK2022WKdiWKbbaehg 10.6 1

588 OrthogonallyKinducedKdifferentiationKofKstemKcellsKforKtheKprogrammaticKpatterningKofKvascularizedK
organoidsKandKbioprintedKtissuesYYKNaturebBiomedicalbEngineeringWK2022WK 19 5

587 αhirtyXvightKüpecialkKxeorgeKthurchK°ushesKtheKsiotechKvnvelopeK2022WKbWKbchXbdc

586 αowardsKpracticalKandKrobustKu–rXbasedKdataKarchivingKusingKtheKyinâ��yangKcodecKsystemYKNatureb
ComputationalbScienceWK2022WKcWKcdeXcec 2

585 –ewKintranasalKandKinjectableKgeneKtherapyKforKhealthyKlifeKextensionYYKProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2022WKbbjWKecbcbejjbbj 11.5 1

584 wrameworkKforKrapidKcomparisonKofKextracellularKvesicleKisolationKmethodsYKELifeWK2021WKbaWK 8.9 9

583 ”egaxatekKrKtoxinXlessKgatewayKmolecularKcloningKtoolYKSTARbProtocolsWK2021WKcWKbaajah 1.4 1

582 ”ultiplexKüingleX”oleculeKKineticsKofK–anoporeXtoupledK°olymerasesYKACSbNanoWK2021WKbfWKeijXfac 16.7 3

581 βltrasensitiveK”easurementKofKsothKüréüXtoλXcKé–rKandKrntibodiesKfromKüalivaYKAnalyticalb
ChemistryWK2021WKjdWKfdgfXfdha 7.8 9

580 titizenXcenteredWKauditableKandKprivacyXpreservingKpopulationKgenomicsYKNaturebComputationalb
ScienceWK2021WKbWKbjcXbji 3

579 “ineageKbarcodingKinKmiceKwithKhomingKtézü°éYKNaturebProtocolsWK2021WKbgWKcaiiXcbai 18.8 0

578 rKcomputerXguidedKdesignKtoolKtoKincreaseKtheKefficiencyKofKcellularKconversionsYKNatureb
CommunicationsWK2021WKbcWKbgfj 17.4 6

577 sarcodedKoligonucleotidesKligatedKonKé–rKamplifiedKforKmultiplexedKandKparallelKinKsituKanalysesYK
NucleicbAcidsbResearchWK2021WKejWKefi 20.1 3

576 yighXthroughputKfunctionalKvariantKscreensKviaKinKvivoKproductionKofKsingleXstrandedKu–rYK
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2021WKbbiWK 11.5 15

575 °orcineKgermlineKgenomeKengineeringYKProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaWK2021WKbbiWK 11.5 4

574 “owX–KproteinKengineeringKwithKdataXefficientKdeepKlearningYKNaturebMethodsWK2021WKbiWKdijXdjg 21.6 50
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573 vnhancingKtézü°éXtasjKgé–rKefficiencyKpredictionKbyKdataKintegrationKandKdeepKlearningYKNatureb
CommunicationsWK2021WKbcWKdcdi 17.4 13

572 ”easurementKofKlargeKserineKintegraseKenzymaticKcharacteristicsKinKyvKcjdKcellsKrevealsKvariabilityK
andKinfluenceKonKdownstreamKreporterKexpressionYKFEBSbJournalWK2021WKciiWKgebaXgech 5.7 2

571 “btr”KisKnotKassociatedKwithKextracellularKvesiclesKinKhumanKcerebrospinalKfluidKorKplasmaYKNatureb
MethodsWK2021WKbiWKgdbXgde 21.6 30

570 rs“tKworumkKrspirationsKforKaKwragileK°lanetYKIndustrialbBiotechnologyWK2021WKbhWKbhaXbhg 1.3

569 ”ultisystemKinflammatoryKsyndromeKinKchildrenKisKdrivenKbyKzonulinXdependentKlossKofKgutKmucosalK
barrierYKJournalbofbClinicalbInvestigationWK2021WKbdbWK 15.9 46

568 °orcineKgenomeKengineeringKforKxenotransplantationYKAdvancedbDrugbDeliverybReviewsWK2021WKbgiWKccjXcef18.5 10

567 rKcomprehensiveKlibraryKofKhumanKtranscriptionKfactorsKforKcellKfateKengineeringYKNatureb
BiotechnologyWK2021WKdjWKfbaXfbj 44.5 40

566 thromosomeXscaleWKhaplotypeXresolvedKassemblyKofKhumanKgenomesYKNaturebBiotechnologyWK2021WK
djWKdajXdbc 44.5 44

565 vxtensiveKgermlineKgenomeKengineeringKinKpigsYKNaturebBiomedicalbEngineeringWK2021WKfWKbdeXbed 19 41

564 αsuskKaKdatabaseKofKstructurallyKannotatedKαXboxKriboswitchkté–rKpairsYKNucleicbAcidsbResearchWK
2021WKejWKuccjXucdf 20.1 1

563 vxpansionKsequencingkKüpatiallyKpreciseKinKsituKtranscriptomicsKinKintactKbiologicalKsystemsYKScienceWK
2021WKdhbWK 33.3 64

562 tharacterizingKtheKportabilityKofKphageXencodedKhomologousKrecombinationKproteinsYKNatureb
ChemicalbBiologyWK2021WKbhWKdjeXeac 11.7 10

561 rnomalousKtOλzuXbjKtestsKhinderKresearchersYKScienceWK2021WKdhbWKceeXcef 33.3 8

560 vngineeringKadenoXassociatedKviralKvectorsKtoKevadeKinnateKimmuneKandKinflammatoryKresponsesYK
SciencebTranslationalbMedicineWK2021WKbdWK 17.5 38

559 ueepKdiversificationKofKanKrrλKcapsidKproteinKbyKmachineKlearningYKNaturebBiotechnologyWK2021WKdjWKgjbXgjg44.5 39

558 éegulationKofKhostKandKvirusKgenesKbyKneuronalKmiéXbdiKfavoursKherpesKsimplexKvirusKbKlatencyYK
NaturebMicrobiologyWK2021WKgWKgicXgjg 26.6 13

557 znKsituKgenomeKsequencingKresolvesKu–rKsequenceKandKstructureKinKintactKbiologicalKsamplesYK
ScienceWK2021WKdhbWK 33.3 50

556 üyntheticKauxotrophyKremainsKstableKafterKcontinuousKevolutionKandKinKcocultureKwithKmammalianK
cellsYKSciencebAdvancesWK2021WKhWK 14.3 3

(2021-2021)
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555 tellKtherapyKstrategiesKforKtOλzuXbjkKturrentKapproachesKandKpotentialKapplicationsYKScienceb
AdvancesWK2021WKhWK 14.3 3

554 uesigningKefficientKgeneticKcodeKexpansionKinKsacillusKsubtilisKtoKgainKbiologicalKinsightsYKNatureb
CommunicationsWK2021WKbcWKfecj 17.4 0

553 –euronalKtellXtypeKvngineeringKbyKαranscriptionalKrctivationYKFrontiersbinbGenomebEditingWK2021WKdWKhbfgjh2.5 1

552 “aboratoryXxeneratedKu–rKtanKtauseKrnomalousK°athogenKuiagnosticKαestKéesultsYKMicrobiologyb
SpectrumWK2021WKjWKeaadbdcb 8.9 3

551 éecordingKαemporalKüignalsKwithK”inutesKéesolutionKβsingKvnzymaticKu–rKüynthesisYKJournalbofbtheb
AmericanbChemicalbSocietyWK2021WKbedWKbggdaXbggea 16.4 2

550 rnKintegratedKpipelineKforKmammalianKgeneticKscreeningYYKCellbReportsbMethodsWK2021WKbWKbaaaic 2

549 éecombineeringKandK”rxvYYKNaturebReviewsbMethodsbPrimersWK2021WKbWK 13

548 rlgorithmsKforKtheKselectionKofKfluorescentKreportersYKCommunicationsbBiologyWK2021WKeWKbbi 6.7 2

547 rKmachineKlearningKtoolkitKforKgeneticKengineeringKattributionKtoKfacilitateKbiosecurityYKNatureb
CommunicationsWK2020WKbbWKgcjd 17.4 4

546 zmprovedKbacterialKrecombineeringKbyKparallelizedKproteinKdiscoveryYKProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2020WKbbhWKbdgijXbdgji 11.5 25

545 KoreanKxenomeK°rojectkKbajeKKoreanKpersonalKgenomesKwithKclinicalKinformationYKSciencebAdvances
WK2020WKgWKeaazhidf 14.3 23

544 rKrobustKbenchmarkKforKdetectionKofKgermlineKlargeKdeletionsKandKinsertionsYKNaturebBiotechnologyWK
2020WKdiWKbdehXbdff 44.5 98

543 zmplicationsKofKantibodyXdependentKenhancementKofKinfectionKforKüréüXtoλXcKcountermeasuresYK
NaturebBiotechnologyWK2020WKdiWKhijXhjb 44.5 80

542 éeleaseKwactorKznhibitingKrntimicrobialK°eptidesKzmproveK–onstandardKrminoKrcidKzncorporationKinK
WildXtypeKsacterialKtellsYKACSbChemicalbBiologyWK2020WKbfWKbifcXbigb 4.9 8

541 rKueepK“earningKrpproachKtoKrntibioticKuiscoveryYKCellWK2020WKbiaWKgiiXhacYebd 56.2 430

540 ˛–K“OαyOKandKsαxw˛†écKtreatmentKcounteractKtheKosteoarthriticKphenotypeKdevelopedKinKaKratK
modelYKProteinbandbCellWK2020WKbbWKcbjXccg 7.2 6

539 αheKéoleKofKüyntheticKsiologyKinKrtmosphericKxreenhouseKxasKéeductionkK°rospectsKandK
thallengesYKBiodesignbResearchWK2020WKcacaWKbXi 3.1 7

538 üpatialKüequencingkKrK°erspectiveYKJournalbofbBiomolecularbTechniquesWK2020WKdbWKeeXeg 1.1 6
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537 αransparencyKisKkeyKtoKethicalKvaccineKresearchYKScienceWK2020WKdhaWKbeccXbecd 33.3 0

536 üyntheticKgenomesKwithKalteredKgeneticKcodesYKCurrentbOpinionbinbSystemsbBiologyWK2020WKceWKdcXea 3.2 0

535 tharacterizationKofKporcineKendogenousKretrovirusKparticlesKreleasedKbyKtheKtézü°éZtasjK
inactivatedKcellKlineK°KbfKcloneKbfYKXenotransplantationWK2020WKchWKebcfgd 2.8 8

534 rKhaplotypeXawareKdeKnovoKassemblyKofKrelatedKindividualsKusingKpedigreeKsequenceKgraphYK
BioinformaticsWK2020WKdgWKcdifXcdjc 7.2 9

533 rKdeepKlearningKapproachKtoKprogrammableKé–rKswitchesYKNaturebCommunicationsWK2020WKbbWKfafh 17.4 27

532 °hotonXdirectedKmultiplexedKenzymaticKu–rKsynthesisKforKmolecularKdigitalKdataKstorageYKNatureb
CommunicationsWK2020WKbbWKfceg 17.4 20

531 αargetedKintracellularKdegradationKofKüréüXtoλXcKviaKcomputationallyKoptimizedKpeptideKfusionsYK
CommunicationsbBiologyWK2020WKdWKhbf 6.7 8

530 éeprogrammingKtoKrecoverKyouthfulKepigeneticKinformationKandKrestoreKvisionYKNatureWK2020WKfiiWKbceXbcj50.4 128

529 °luripotentKstemKcellXderivedKtréXmacrophageKcellsKwithKantigenXdependentKantiXcancerKcellK
functionsYKJournalbofbHematologybandbOncologyWK2020WKbdWKbfd 22.4 50

528 éobustKdifferentiationKofKhumanKpluripotentKstemKcellsKintoKendothelialKcellsKviaKtemporalK
modulationKofKvαλcKwithKmodifiedKmé–rYKSciencebAdvancesWK2020WKgWKeabahgag 14.3 20

527 αheKwhaleKsharkKgenomeKrevealsKhowKgenomicKandKphysiologicalKpropertiesKscaleKwithKbodyKsizeYK
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2020WKbbhWKcaggcXcaghb11.5 13

526 duKmappingKandKacceleratedKsuperXresolutionKimagingKofKtheKhumanKgenomeKusingKinKsituK
sequencingYKNaturebMethodsWK2020WKbhWKiccXidc 21.6 39

525 senchmarkingKevolutionaryKtinkeringKunderlyingKhumanXviralKmolecularKmimicryKshowsKmultipleK
hostKpulmonaryXarterialKpeptidesKmimickedKbyKüréüXtoλXcYKCellbDeathbDiscoveryWK2020WKgWKjg 6.9 22

524 éeactionsKtoKtheK–ationalKrcademiesZéoyalKüocietyKéeportKonYKCRISPRbJournalWK2020WKdWKddcXdej 2.5 10

523 xlobalKcitizenKdeliberationKonKgenomeKeditingYKScienceWK2020WKdgjWKbedfXbedh 33.3 27

522 αheKtOλzuXbjKX°ézZvKandKtheKneedKforKscalableWKfastWKandKwidespreadKtestingYKNaturebBiotechnology
WK2020WKdiWKbacbXbace 44.5 45

521 toreKcommitmentsKforKfieldKtrialsKofKgeneKdriveKorganismsYKScienceWK2020WKdhaWKbebhXbebj 33.3 35

520 vnablingKlargeXscaleKgenomeKeditingKatKrepetitiveKelementsKbyKreducingKu–rKnickingYKNucleicbAcidsb
ResearchWK2020WKeiWKfbidXfbjf 20.1 15

(2020-2020)
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519 uataKprivacyKinKtheKageKofKpersonalKgenomicsYKNaturebBiotechnologyWK2019WKdhWKbbbfXbbbh 44.5 19

518 évüαKandK–euralKxeneK–etworkKuysregulationKinKi°ütK”odelsKofKrlzheimerRsKuiseaseYKCellbReportsWK
2019WKcgWKbbbcXbbchYej 10.6 96

517 üignificantKabundanceKofKcisKconfigurationsKofKcodingKvariantsKinKdiploidKhumanKgenomesYKNucleicb
AcidsbResearchWK2019WKehWKcjibXcjjf 20.1 4

516 ”etaXomicsKanalysisKofKeliteKathletesKidentifiesKaKperformanceXenhancingKmicrobeKthatKfunctionsKviaK
lactateKmetabolismYKNaturebMedicineWK2019WKcfWKbbaeXbbaj 50.5 242

515 αheKrdventKofKyumanK“ifeKuataKvconomicsYKTrendsbinbMolecularbMedicineWK2019WKcfWKfggXfha 11.5 4

514 αerminatorXfreeKtemplateXindependentKenzymaticKu–rKsynthesisKforKdigitalKinformationKstorageYK
NaturebCommunicationsWK2019WKbaWKcdid 17.4 68

513 RwitXforXpurposepRKXKchallengesKandKopportunitiesKforKapplicationsKofKblockchainKtechnologyKinKtheK
futureKofKhealthcareYKBMCbMedicineWK2019WKbhWKgi 11.4 121

512 rccurateKanalysisKofKgenuineKtézü°éKeditingKeventsKwithKamplitanYKGenomebResearchWK2019WKcjWKiedXieh 9.7 25

511 wunctionalKgenomicsKofKtheKrapidlyKreplicatingKbacteriumKλibrioKnatriegensKbyKtézü°éiYKNatureb
MicrobiologyWK2019WKeWKbbafXbbbd 26.6 75

510 vvolthonkKrKcommunityKendeavorKtoKevolveKlabKevolutionYKPLoSbBiologyWK2019WKbhWKedaaabic 9.7 8

509 tellXfreeK°roteinKvxpressionKβsingKtheKéapidlyKxrowingKsacteriumKλibrioKnatriegensYKJournalbofb
VisualizedbExperimentsWK2019WK 1.6 8

508 uaisyXchainKgeneKdrivesKforKtheKalterationKofKlocalKpopulationsYKProceedingsbofbthebNationalbAcademyb
ofbSciencesbofbthebUnitedbStatesbofbAmericaWK2019WKbbgWKichfXicic 11.5 93

507 éeviewKofKücientificKüelfXvxperimentationkKvthicsKyistoryWKéegulationWKücenariosWKandKλiewsKrmongK
vthicsKtommitteesKandK°rominentKücientistsYKRejuvenationbResearchWK2019WKccWKdbXec 2.6 14

506 zmmunoXürsvéKenablesKhighlyKmultiplexedKandKamplifiedKproteinKimagingKinKtissuesYKNatureb
BiotechnologyWK2019WKdhWKbaiaXbaja 44.5 141

505 αechnologicalKchallengesKandKmilestonesKforKwritingKgenomesYKScienceWK2019WKdggWKdbaXdbc 33.3 22

504 αoKhelpKagingKpopulationsWKclassifyKorganismalKsenescenceYKScienceWK2019WKdggWKfhgXfhi 33.3 24

503 éapidKinKvitroKproductionKofKsingleXstrandedKu–rYKNucleicbAcidsbResearchWK2019WKehWKbbjfgXbbjgc 20.1 12

502 rKsingleKcombinationKgeneKtherapyKtreatsKmultipleKageXrelatedKdiseasesYKProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2019WKbbgWKcdfafXcdfbb 11.5 26
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501 tircumventingKcellularKimmunityKbyKmiébecXmediatedKregulationKsufficientlyKsupportsK
rrrλXdeliveredKOλrKexpressionKwithoutKactivatingKhumoralKimmunityYKJCIbInsightWK2019WKfWK 9.9 14

500 thallengesKandKopportunitiesKofKmachineXguidedKcapsidKengineeringKforKgeneKtherapyYKCellbhbGeneb
TherapybInsightsWK2019WKfWKfcdXfdg 2.3 4

499 tomprehensiveKrrλKcapsidKfitnessKlandscapeKrevealsKaKviralKgeneKandKenablesKmachineXguidedK
designYKScienceWK2019WKdggWKbbdjXbbed 33.3 101

498 éegulationKofKlifespanKbyKneuralKexcitationKandKévüαYKNatureWK2019WKfheWKdfjXdge 50.4 71

497 βnifiedKrationalKproteinKengineeringKwithKsequenceXbasedKdeepKrepresentationKlearningYKNatureb
MethodsWK2019WKbgWKbdbfXbdcc 21.6 234

496
trystalKstructureKofKtheKéed˛†KtXterminalKdomainKinKcomplexKwithK˛»KvxonucleaseKrevealsKanK
unexpectedKhomologyKwithK˛»KOrfKandKanKinteractionKwithKvscherichiaKcoliKsingleKstrandedKu–rK
bindingKproteinYKNucleicbAcidsbResearchWK2019WKehWKbjfaXbjgd

20.1 12

495 ”aterialKsolutionsKforKdeliveryKofKtézü°éZtasXbasedKgenomeKeditingKtoolskKturrentKstatusKandK
futureKoutlookYKMaterialsbTodayWK2019WKcgWKeaXgg 21.8 58

494 rnKzntegratedKxenomeXwideKtézü°éaKrpproachKtoKwunctionalizeKlncé–rsKinKurugKéesistanceYKCellWK
2018WKbhdWKgejXggeYeca 56.2 157

493 rdaptiveKevolutionKofKgenomicallyKrecodedYKProceedingsbofbthebNationalbAcademybofbSciencesbofbtheb
UnitedbStatesbofbAmericaWK2018WKbbfWKdajaXdajf 11.5 53

492 üpontaneousKtézü°éKlociKgenerationKinKvivoKbyKnonXcanonicalKspacerKintegrationYKNatureb
MicrobiologyWK2018WKdWKdbaXdbi 26.6 15

491 λomKuesignKderK”olekˆ…leKdesK“ebensKzumKuesignKvonK“ebenkKZukˆ…nftigeKrnwendungenKvonK
u–rXαechnologienYKAngewandtebChemieWK2018WKbdaWKedjfXeebb 3.6 5

490 wromKuesigningKtheK”oleculesKofK“ifeKtoKuesigningK“ifekKwutureKrpplicationsKuerivedKfromKrdvancesK
inKu–rKαechnologiesYKAngewandtebChemiebpbInternationalbEditionWK2018WKfhWKedbdXedci 16.4 21

489 vfficientKinKsituKbarcodeKsequencingKusingKpadlockKprobeXbasedKsaristaüeqYKNucleicbAcidsbResearchWK
2018WKegWKecc 20.1 53

488 vngineeringKposttranslationalKproofreadingKtoKdiscriminateKnonstandardKaminoKacidsYKProceedingsb
ofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2018WKbbfWKgbjXgce 11.5 26

487 üimultaneousKuiscoveryKofKtellXwreeKu–rKandKtheK–ucleosomeK“adderYKGeneticsWK2018WKcajWKchXcj 4 6

486 éesponseKtoKMβnexpectedKmutationsKafterKtézü°éXtasjKeditingKinKvivoMYKNaturebMethodsWK2018WKbfWKcdgXcdh21.6 23

485 °reciseKtasjKtargetingKenablesKgenomicKmutationKpreventionYKProceedingsbofbthebNationalbAcademyb
ofbSciencesbofbthebUnitedbStatesbofbAmericaWK2018WKbbfWKdggjXdghd 11.5 18

484 rKtézü°éXtasjXbasedKgeneKdriveKplatformKforKgeneticKinteractionKanalysisKinKtandidaKalbicansYK
NaturebMicrobiologyWK2018WKdWKhdXic 26.6 95

(2018-2019)
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483 yeterologousKerythromycinKproductionKacrossKstrainKandKplasmidKconstructionYKBiotechnologyb
ProgressWK2018WKdeWKchbXchg 2.8 24

482 tharacterizingK°roteinKKinaseKüubstrateKüpecificityKβsingKtheK°roteomicK°eptideK“ibraryKS°ro°e“TK
rpproachYKCurrentbProtocolsbinbChemicalbBiologyWK2018WKbaWKedi 1.8 9

481 rnKenhancedKtézü°éKrepressorKforKtargetedKmammalianKgeneKregulationYKNaturebMethodsWK2018WKbfWKgbbXgbg21.6 192

480 uirectedKdifferentiationKofKhumanKinducedKpluripotentKstemKcellsKintoKmatureKkidneyKpodocytesK
andKestablishmentKofKaKxlomerulusKthipYKNaturebProtocolsWK2018WKbdWKbggcXbgif 18.8 72

479 vnablingKmultiplexedKtestingKofKpooledKdonorKcellsKthroughKwholeXgenomeKsequencingYKGenomeb
MedicineWK2018WKbaWKdb 14.4 4

478 todonKusageKofKhighlyKexpressedKgenesKaffectsKproteomeXwideKtranslationKefficiencyYKProceedingsb
ofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2018WKbbfWKvejeaXvejej 11.5 81

477 yighXresolutionKmappingKofKu–rKpolymeraseKfidelityKusingKnucleotideKimbalancesKandK
nextXgenerationKsequencingYKNucleicbAcidsbResearchWK2018WKegWKehi 20.1 9

476 siosensorKlibrariesKharnessKlargeKclassesKofKbindingKdomainsKforKconstructionKofKallostericK
transcriptionalKregulatorsYKNaturebCommunicationsWK2018WKjWKdbab 17.4 32

475 znterXhomologueKrepairKinKfertilizedKhumanKeggspYKNatureWK2018WKfgaWKvfXvh 50.4 55

474 uevelopmentalKbarcodingKofKwholeKmouseKviaKhomingKtézü°éYKScienceWK2018WKdgbWK 33.3 168

473 suildingKtapacityKforKaKxlobalKxenomeKvditingKObservatorykKtonceptualKthallengesYKTrendsbinb
BiotechnologyWK2018WKdgWKgdjXgeb 15.1 18

472 suildingKtapacityKforKaKxlobalKxenomeKvditingKObservatorykKznstitutionalKuesignYKTrendsbinb
BiotechnologyWK2018WKdgWKhebXhed 15.1 16

471 αheKwutureKofK”ultiplexedKvukaryoticKxenomeKvngineeringYKACSbChemicalbBiologyWK2018WKbdWKdbdXdcf 4.9 27

470 tézü°éKxuideKé–rKtloningKforK”ammalianKüystemsYKJournalbofbVisualizedbExperimentsWK2018WK 1.6 3

469
tharacterizingKposttranslationalKmodificationsKinKprokaryoticKmetabolismKusingKaKmultiscaleK
workflowYKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2018WK
bbfWKbbajgXbbbab

11.5 28

468 tézü°éXtkKcircularizationKofKgenesKandKchromosomeKbyKtézü°éKinKhumanKcellsYKNucleicbAcidsb
ResearchWK2018WKegWKebdb 20.1 23

467 vstablishingKaKtellXwreeKλibrioKnatriegensKvxpressionKüystemYKACSbSyntheticbBiologyWK2018WKhWKcehfXcehj 5.7 44

466 yighXthroughputKcreationKandKfunctionalKprofilingKofKu–rKsequenceKvariantKlibrariesKusingK
tézü°éXtasjKinKyeastYKNaturebBiotechnologyWK2018WKdgWKfeaXfeg 44.5 53
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465 vnhancedKsacterialKzmmunityKandK”ammalianKxenomeKvditingKviaKé–rX°olymeraseX”ediatedK
uislodgingKofKtasjKfromKuoubleXütrandKu–rKsreaksYKMolecularbCellWK2018WKhbWKecXffYei 17.6 62

464 turrentKtézü°éKgeneKdriveKsystemsKareKlikelyKtoKbeKhighlyKinvasiveKinKwildKpopulationsYKELifeWK2018WK
hWK 8.9 96

463 tushingRsKsyndromeKmutantK°KrKexhibitsKalteredKsubstrateKspecificityYKFEBSbLettersWK2017WKfjbWKefjXegh 3.8 11

462 sgé–rKücorerKcYakKrKüpeciesXzndependentK”odelKαoK°redictKtézü°éZtasjKrctivityYKACSbSyntheticb
BiologyWK2017WKgWKjacXjae 5.7 124

461 °rogrammableKtranscriptionalKrepressionKinKmycobacteriaKusingKanKorthogonalKtézü°éKinterferenceK
platformYKNaturebMicrobiologyWK2017WKcWKbgche 26.6 204

460 ”atureKinducedXpluripotentXstemXcellXderivedKhumanKpodocytesKreconstituteKkidneyK
glomerularXcapillaryXwallKfunctionKonKaKchipYKNaturebBiomedicalbEngineeringWK2017WKbWK 19 253

459 éapidlyKevolvingKhomingKtézü°éKbarcodesYKNaturebMethodsWK2017WKbeWKbjfXcaa 21.6 125

458 αowardsKinKsituKsequencingKforKlifeKdetectionK2017WK 7

457 uissectingKlimitingKfactorsKofKtheK°roteinKsynthesisKβsingKéecombinantKvlementsKS°βévTKsystemYK
TranslationWK2017WKfWKebdchaag 16

456 rnKunbiasedKindexKtoKquantifyKparticipantRsKphenotypicKcontributionKtoKanKopenXaccessKcohortYK
ScientificbReportsWK2017WKhWKegbei 4.9 1

455 αheKpromiseKofKorganKandKtissueKpreservationKtoKtransformKmedicineYKNaturebBiotechnologyWK2017WK
dfWKfdaXfec 44.5 246

454 OptimizingKcomplexKphenotypesKthroughKmodelXguidedKmultiplexKgenomeKengineeringYKGenomeb
BiologyWK2017WKbiWKbaa 18.3 18

453 ”atchingKphenotypesKtoKwholeKgenomeskK“essonsKlearnedKfromKfourKiterationsKofKtheKpersonalK
genomeKprojectKcommunityKchallengesYKHumanbMutationWK2017WKdiWKbcggXbchg 4.7 9

452 togeneratingKüyntheticK°artsKtowardKaKüelfXéeplicatingKüystemYKACSbSyntheticbBiologyWK2017WKgWKbdchXbddg5.7 31

451 vvolutionaryKdynamicsKofKtézü°éKgeneKdrivesYKSciencebAdvancesWK2017WKdWKebgabjge 14.3 134

450 vfficientWKfootprintXfreeKhumanKi°ütKgenomeKeditingKbyKconsolidationKofKtasjZtézü°éKandKpiggysacK
technologiesYKNaturebProtocolsWK2017WKbcWKiiXbad 18.8 68

449 vditingKtheKyumanKxenomekK°rogressKandKtontroversiesK2017WKbWKeXbb 0.9

448 u–rKsequencingKatKeakKpastWKpresentKandKfutureYKNatureWK2017WKffaWKdefXdfd 50.4 486

(2017-2018)
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447 vxtracellularKλesicleKzsolationKandKrnalysisKbyKWesternKslottingYKMethodsbinbMolecularbBiologyWK2017WK
bggaWKbedXbfc 1.4 48

446 zmagingKofKzsolatedKvxtracellularKλesiclesKβsingKwluorescenceK”icroscopyYKMethodsbinbMolecularb
BiologyWK2017WKbggaWKcddXceb 1.4 14

445 seyondKeditingKtoKwritingKlargeKgenomesYKNaturebReviewsbGeneticsWK2017WKbiWKhejXhga 30.1 35

444 éapidKüequentialKinKüituK”ultiplexingKwithKu–rKvxchangeKzmagingKinK–euronalKtellsKandKαissuesYK
NanobLettersWK2017WKbhWKgbdbXgbdj 11.5 85

443 éatesWKdistributionKandKimplicationsKofKpostzygoticKmosaicKmutationsKinKautismKspectrumKdisorderYK
NaturebNeuroscienceWK2017WKcaWKbcbhXbcce 25.5 144

442 znactivationKofKporcineKendogenousKretrovirusKinKpigsKusingKtézü°éXtasjYKScienceWK2017WKdfhWKbdadXbdah 33.3 395

441 thallengesKandKrecommendationsKforKepigenomicsKinKprecisionKhealthYKNaturebBiotechnologyWK2017WK
dfWKbbciXbbdc 44.5 16

440 tompellingKéeasonsKforKéepairingKyumanKxermlinesYKNewbEnglandbJournalbofbMedicineWK2017WKdhhWKbjajXbjbb59.2 25

439 tézü°éXtasKencodingKofKaKdigitalKmovieKintoKtheKgenomesKofKaKpopulationKofKlivingKbacteriaYKNatureWK
2017WKfehWKdefXdej 50.4 169

438 ”illstonekKsoftwareKforKmultiplexKmicrobialKgenomeKanalysisKandKengineeringYKGenomebBiologyWK2017
WKbiWKbab 18.3 5

437 ücalableKueviceKforKrutomatedK”icrobialKvlectroporationKinKaKuigitalK”icrofluidicK°latformYKACSb
SyntheticbBiologyWK2017WKgWKbhabXbhaj 5.7 25

436 rKsystematicKcomparisonKofKerrorKcorrectionKenzymesKbyKnextXgenerationKsequencingYKNucleicbAcidsb
ResearchWK2017WKefWKjcagXjcbh 20.1 15

435 °véλKinactivationKisKnecessaryKtoKguaranteeKabsenceKofKpigXtoXpatientK°véλsKtransmissionKinK
xenotransplantationYKXenotransplantationWK2017WKceWKebcdgg 2.8 17

434 uˆ'crypterKleKcerveauK2017WK–´°KjdWKbeXcb

433 rddressingKtheKethicalKissuesKraisedKbyKsyntheticKhumanKentitiesKwithKembryoXlikeKfeaturesYKELifeWK
2017WKgWK 8.9 55

432 –ucleotideXtimeKalignmentKforKmolecularKrecordersYKPLoSbComputationalbBiologyWK2017WKbdWKebaafeid 5

431 OvercomingKthallengesKinKvngineeringKtheKxeneticKtodeYKJournalbofbMolecularbBiologyWK2016WKeciWKbaaeXcb6.5 40

430 tézü°éXtasjKüystemkKOpportunitiesKandKtoncernsYKClinicalbChemistryWK2016WKgcWKbdaeXbb 5.5 5
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429 uesignWKsynthesisWKandKtestingKtowardKaKfhXcodonKgenomeYKScienceWK2016WKdfdWKibjXcc 33.3 169

428 rnKethnicallyKrelevantKconsensusKKoreanKreferenceKgenomeKisKaKstepKtowardsKpersonalKreferenceK
genomesYKNaturebCommunicationsWK2016WKhWKbdgdh 17.4 38

427 K2016WK 6

426 vxtensiveKsequencingKofKsevenKhumanKgenomesKtoKcharacterizeKbenchmarkKreferenceKmaterialsYK
ScientificbDataWK2016WKdWKbgaacf 8.2 345

425 vngineeringKandKoptimisingKdeaminaseKfusionsKforKgenomeKeditingYKNaturebCommunicationsWK2016WK
hWKbddda 17.4 46

424 ”olecularKrecordingsKbyKdirectedKtézü°éKspacerKacquisitionYKScienceWK2016WKdfdWKaafbbhf 33.3 129

423 xv–O”vKv–xz–vvéz–xYKαheKxenomeK°rojectXWriteYKScienceWK2016WKdfdWKbcgXh 33.3 138

422 siosensorXbasedKengineeringKofKbiosyntheticKpathwaysYKCurrentbOpinionbinbBiotechnologyWK2016WKecWKieXjb11.4 150

421 –ucleicKacidKmemoryYKNaturebMaterialsWK2016WKbfWKdggXha 27 145

420 ”ultiplexedKvngineeringKinKsiologyYKTrendsbinbBiotechnologyWK2016WKdeWKbjiXcag 15.1 34

419 xeneticallyKencodedKsensorsKenableKrealXtimeKobservationKofKmetaboliteKproductionYKProceedingsbofb
thebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2016WKbbdWKcdiiXjd 11.5 124

418 znKvivoKgeneKeditingKinKdystrophicKmouseKmuscleKandKmuscleKstemKcellsYKScienceWK2016WKdfbWKeahXebb 33.3 711

417 vngineeringKanKallostericKtranscriptionKfactorKtoKrespondKtoKnewKligandsYKNaturebMethodsWK2016WKbdWKbhhXid21.6 184

416 αoolsKforKtheK”icrobiomekK–anoKandKseyondYKACSbNanoWK2016WKbaWKgXdh 16.7 99

415 vfficientKéeassignmentKofKaKwrequentKüerineKtodonKinKWildXαypeKvscherichiaKcoliYKACSbSyntheticb
BiologyWK2016WKfWKbgdXhb 5.7 30

414 üimulatingKüerialXαargetKrntibacterialKurugKüynergiesKβsingKwluxKsalanceKrnalysisYKPLoSbONEWK2016WK
bbWKeabehgfb 3.7 10

413 worwardKvrrorKtorrectionKforKu–rKuataKütorageYKProcediabComputerbScienceWK2016WKiaWKbabbXbacc 1.6 114

412 –extKstopKforKtheKtézü°éKrevolutionkKé–rXguidedKepigeneticKregulatorsYKFEBSbJournalWK2016WKcidWKdbibXjd5.7 52

(2016-2016)
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411 –anoscaleKimagingKofKé–rKwithKexpansionKmicroscopyYKNaturebMethodsWK2016WKbdWKghjXie 21.6 220

410 tompleteKmitochondrialKgenomesKofKlivingKandKextinctKpigeonsKreviseKtheKtimingKofKtheK
columbiformKradiationYKBMCbEvolutionarybBiologyWK2016WKbgWKcda 3 25

409 tomparisonKofKtasjKactivatorsKinKmultipleKspeciesYKNaturebMethodsWK2016WKbdWKfgdXfgh 21.6 308

408
éealXtimeKsingleXmoleculeKelectronicKu–rKsequencingKbyKsynthesisKusingKpolymerXtaggedK
nucleotidesKonKaKnanoporeKarrayYKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaWK2016WKbbdWKfcddXi

11.5 86

407 °erformanceKofKoptimizedKnoncanonicalKaminoKacidKmutagenesisKsystemsKinKtheKabsenceKofKreleaseK
factorKbYKMolecularbBioSystemsWK2016WKbcWKbhegXj 26

406 tharacterizingKtasjK°rotospacerXrdjacentK”otifsKwithKyighXαhroughputKüequencingKofK“ibraryK
uepletionKvxperimentsYKColdbSpringbHarborbProtocolsWK2016WKcabgWK 1.2 2

405 tharacterizationKofKtasjXxuideKé–rKOrthologsYKColdbSpringbHarborbProtocolsWK2016WKcabgWK 1.2 10

404 rKmultifunctionalKrrλXtézü°éXtasjKandKitsKhostKresponseYKNaturebMethodsWK2016WKbdWKigiXhe 21.6 359

403 vmergentKrulesKforKcodonKchoiceKelucidatedKbyKeditingKrareKarginineKcodonsKinKvscherichiaKcoliYK
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2016WKbbdWKvffiiXjh 11.5 30

402
uesignKandKcharacterizationKofKaKnanoporeXcoupledKpolymeraseKforKsingleXmoleculeKu–rK
sequencingKbyKsynthesisKonKanKelectrodeKarrayYKProceedingsbofbthebNationalbAcademybofbSciencesbofb
thebUnitedbStatesbofbAmericaWK2016WKbbdWKvghejXvghfg

11.5 37

401 αheKwholeKgenomeKsequencesKandKexperimentallyKphasedKhaplotypesKofKoverKbaaKpersonalK
genomesYKGigaScienceWK2016WKfWKec 7.6 15

400 siocontainmentKofKgeneticallyKmodifiedKorganismsKbyKsyntheticKproteinKdesignYKNatureWK2015WKfbiWKffXga50.4 255

399 szOürwvαYYKüafeguardingKgeneKdriveKexperimentsKinKtheKlaboratoryYKScienceWK2015WKdejWKjchXj 33.3 215

398 °reservedKu–rKuamageKtheckpointK°athwayK°rotectsKagainstKtomplicationsKinK“ongXütandingK
αypeKbKuiabetesYKCellbMetabolismWK2015WKccWKcdjXfc 24.6 34

397 βnravelingKtézü°éXtasjKgenomeKengineeringKparametersKviaKaKlibraryXonXlibraryKapproachYKNatureb
MethodsWK2015WKbcWKicdXg 21.6 265

396 tompleteKxenomeKüequencesKofKαeX“ikeKsacteriophagesKésdWKésfWKésgWKéshWKésjWKésbaWKéschWK
ésddWKésffWKésfjWKandKésgiYKGenomebAnnouncementsWK2015WKdWK 8

395 siotechnologyYKrKprudentKpathKforwardKforKgenomicKengineeringKandKgermlineKgeneKmodificationYK
ScienceWK2015WKdeiWKdgXi 33.3 413

394 yighlyKefficientKtasjXmediatedKtranscriptionalKprogrammingYKNaturebMethodsWK2015WKbcWKdcgXi 21.6 856
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393 –eutralizingKantibodiesKagainstKWestK–ileKvirusKidentifiedKdirectlyKfromKhumanKsKcellsKbyKsingleXcellK
analysisKandKnextKgenerationKsequencingYKIntegrativebBiologybjUnitedbKingdomlWK2015WKhWKbfihXjh 3.7 57

392 rK–ationalK–etworkKofK–eurotechnologyKtentersKforKtheKsérz–KznitiativeYKNeuronWK2015WKiiWKeefXi 13.9 12

391 zmprovingKmicrobialKfitnessKinKtheKmammalianKgutKbyKinKvivoKtemporalKfunctionalKmetagenomicsYK
MolecularbSystemsbBiologyWK2015WKbbWKhii 12.2 22

390 xenomeXwideKinactivationKofKporcineKendogenousKretrovirusesKS°véλsTYKScienceWK2015WKdfaWKbbabXe 33.3 394

389 yvréαKuzüvrüvYKαitinKmutationsKinKi°üKcellsKdefineKsarcomereKinsufficiencyKasKaKcauseKofKdilatedK
cardiomyopathyYKScienceWK2015WKdejWKjicXg 33.3 379

388 üyntheticKbiosensorsKforKpreciseKgeneKcontrolKandKrealXtimeKmonitoringKofKmetabolitesYKNucleicb
AcidsbResearchWK2015WKedWKhgeiXga 20.1 151

387 tasjKgé–rKengineeringKforKgenomeKeditingWKactivationKandKrepressionYKNaturebMethodsWK2015WKbcWKbafbXe21.6 210

386 °erspectivekKvncourageKtheKinnovatorsYKNatureWK2015WKfciWKüh 50.4 11

385 sioartYKTrendsbinbBiotechnologyWK2015WKddWKhceXhde 15.1 17

384 rccurateKwholeKgenomeKsequencingKasKtheKultimateKgeneticKtestYKClinicalbChemistryWK2015WKgbWKdafXg 5.5 7

383 ”ultiXkilobaseKhomozygousKtargetedKgeneKreplacementKinKhumanKinducedKpluripotentKstemKcellsYK
NucleicbAcidsbResearchWK2015WKedWKecb 20.1 111

382 wungalKlysisKbyKaKsoilKbacteriumKfermentingKcelluloseYKEnvironmentalbMicrobiologyWK2015WKbhWKcgbiXch 5.2 18

381 uirectKmutagenesisKofKthousandsKofKgenomicKtargetsKusingKmicroarrayXderivedKoligonucleotidesYK
ACSbSyntheticbBiologyWK2015WKeWKbhXcc 5.7 46

380 xenomeKandKαranscriptomeKofKtlostridiumKphytofermentansWKtatalystKforKtheKuirectKtonversionKofK
°lantKweedstocksKtoKwuelsYKPLoSbONEWK2015WKbaWKeabbicif 3.7 16

379 üafeguardingKtézü°éXtasjKgeneKdrivesKinKyeastYKNaturebBiotechnologyWK2015WKddWKbcfaXbcff 44.5 231

378 wluorescentKinKsituKsequencingKSwzüüvQTKofKé–rKforKgeneKexpressionKprofilingKinKintactKcellsKandK
tissuesYKNaturebProtocolsWK2015WKbaWKeecXfi 18.8 280

377 znsightsKintoKtheKevolutionKofKlongevityKfromKtheKbowheadKwhaleKgenomeYKCellbReportsWK2015WKbaWKbbcXcc10.6 203

376 °uzzleKzmagingkKβsingK“argeXücaleKuimensionalityKéeductionKrlgorithmsKforK“ocalizationYKPLoSbONEWK
2015WKbaWKeabdbfjd 3.7 5

(2015-2015)
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375 éosettaKsrainK2015WKfaXge 2

374 rKgeneralKstrategyKtoKconstructKsmallKmoleculeKbiosensorsKinKeukaryotesYKELifeWK2015WKeWK 8.9 114

373 trisprXmediatedKxeneKαargetingKofKyumanKznducedK°luripotentKütemKtellsYKCurrentbProtocolsbinb
StembCellbBiologyWK2015WKdfWKfrYiYbXfrYiYcc 2.8 17

372 éealizingKtheKpotentialKofKsyntheticKbiologyYKNaturebReviewsbMolecularbCellbBiologyWK2014WKbfWKcijXje 48.7 151

371 éawKdatakKaccessKtoKinaccuracyXXresponseYKScienceWK2014WKdedWKjgj 33.3 2

370 ”odelingKtheKmitochondrialKcardiomyopathyKofKsarthKsyndromeKwithKinducedKpluripotentKstemKcellK
andKheartXonXchipKtechnologiesYKNaturebMedicineWK2014WKcaWKgbgXcd 50.5 604

369 “argeXscaleKdeKnovoKu–rKsynthesiskKtechnologiesKandKapplicationsYKNaturebMethodsWK2014WKbbWKejjXfah 21.6 457

368 rKbacterialKstrainKwithKaKuniqueKquadrupletKcodonKspecifyingKnonXnativeKaminoKacidsYKChemBioChemWK
2014WKbfWKbhicXg 3.8 36

367 αheKnewKcenturyKofKtheKbrainYKScientificbAmericanWK2014WKdbaWKdiXef 0.5 23

366 αheKroleKofKreplicatesKforKerrorKmitigationKinKnextXgenerationKsequencingYKNaturebReviewsbGeneticsWK
2014WKbfWKfgXgc 30.1 192

365 xenomeKeditingKinKhumanKstemKcellsYKMethodsbinbEnzymologyWK2014WKfegWKbbjXdi 1.7 70

364 ”ultiplexKsingleXmoleculeKinteractionKprofilingKofKu–rXbarcodedKproteinsYKNatureWK2014WKfbfWKffeXh 50.4 56

363 vngineeringKallosteryYKTrendsbinbGeneticsWK2014WKdaWKfcbXi 8.5 50

362 zntegratingKsKcellKlineageKinformationKintoKstatisticalKtestsKforKdetectingKselectionKinKzgKsequencesYK
JournalbofbImmunologyWK2014WKbjcWKighXhe 5.3 26

361 siotechnologyYKéegulatingKgeneKdrivesYKScienceWK2014WKdefWKgcgXi 33.3 232

360 yarvardK°ersonalKxenomeK°rojectkKlessonsKfromKparticipatoryKpublicKresearchYKGenomebMedicineWK
2014WKgWKba 14.4 68

359 tézü°éZtasjXuirectedKxenomeKvditingKofKtulturedKtellsYKCurrentbProtocolsbinbMolecularbBiologyWK
2014WKbahWKdbYbYbXbh 2.9 51

358 xenomeKeditingKassessmentKusingKtézü°éKxenomeKrnalyzerKStézü°éXxrTYKBioinformaticsWK2014WKdaWKcjgiXha7.2 107
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357 éecodingKtheKgeneticKcodeKwithKselenocysteineYKAngewandtebChemiebpbInternationalbEditionWK2014WK
fdWKdbjXcd 16.4 60

356 tyO°tyO°kKaKtézü°éZtasjKandKαr“v–KwebKtoolKforKgenomeKeditingYKNucleicbAcidsbResearchWK2014WK
ecWKWeabXh 20.1 707

355 βmkodierungKdesKgenetischenKtodesKmitKüelenocysteinYKAngewandtebChemieWK2014WKbcgWKdcfXdda 3.6 8

354 αitelbildkKβmkodierungKdesKgenetischenKtodesKmitKüelenocysteinKSrngewYKthemYKbZcabeTYK
AngewandtebChemieWK2014WKbcgWKbXb 3.6 124

353 üpatialKinformationKinKlargeXscaleKneuralKrecordingsYKFrontiersbinbComputationalbNeuroscienceWK2014WK
iWKbhc 3.5 5

352 toncerningKé–rXguidedKgeneKdrivesKforKtheKalterationKofKwildKpopulationsYKELifeWK2014WKdWK 8.9 525

351 taswinderkKwlexibleKalgorithmKforKidentifyingKspecificKtasjKtargetsKinKgenomesK2014WK 41

350 –ewKclassKofKbiologicalKdetectorsKforKWz”°sYKInternationalbJournalbofbModernbPhysicsbAWK2014WKcjWKbeedaah1.2 8

349 yighXresolutionKantibodyKdynamicsKofKvaccineXinducedKimmuneKresponsesYKProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2014WKbbbWKejciXdd 11.5 148

348 üyntrophicKexchangeKinKsyntheticKmicrobialKcommunitiesYKProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaWK2014WKbbbWKvcbejXfg 11.5 322

347 –extXgenerationKcarrierKscreeningYKGeneticsbinbMedicineWK2014WKbgWKbdcXea 8.1 35

346 vvolutionXguidedKoptimizationKofKbiosyntheticKpathwaysYKProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaWK2014WKbbbWKbhiadXi 11.5 197

345 éapidKneurogenesisKthroughKtranscriptionalKactivationKinKhumanKstemKcellsYKMolecularbSystemsb
BiologyWK2014WKbaWKhga 12.2 130

344 ”ultipleKhaplotypeXresolvedKgenomesKrevealKpopulationKpatternsKofKgeneKandKproteinKdiplotypesYK
NaturebCommunicationsWK2014WKfWKffgj 17.4 26

343 αargetedKandKgenomeXwideKsequencingKrevealKsingleKnucleotideKvariationsKimpactingKspecificityKofK
tasjKinKhumanKstemKcellsYKNaturebCommunicationsWK2014WKfWKffah 17.4 106

342 éationalKoptimizationKofKtoltKasKaKpowerfulKdualKselectableKmarkerKforKgenomeKengineeringYKNucleicb
AcidsbResearchWK2014WKecWKehhjXja 20.1 29

341 znformationKaccessYKéawKpersonalKdatakKprovidingKaccessYKScienceWK2014WKdedWKdhdXe 33.3 40

340 sKcellsKpopulatingKtheKmultipleKsclerosisKbrainKmatureKinKtheKdrainingKcervicalKlymphKnodesYKScienceb
TranslationalbMedicineWK2014WKgWKceirabah 17.5 285

(2014-2014)
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339 αheK–akedK”oleKéatKxenomeKéesourcekKfacilitatingKanalysesKofKcancerKandKlongevityXrelatedK
adaptationsYKBioinformaticsWK2014WKdaWKdffiXga 7.2 62

338 tézü°éZtasjXmediatedKphageKresistanceKisKnotKimpededKbyKtheKu–rKmodificationsKofKphageKαeYK
PLoSbONEWK2014WKjWKejiibb 3.7 22

337 –aturalKreassignmentKofKtββKandKtβrKsenseKcodonsKtoKalanineKinKrshbyaKmitochondriaYKNucleicb
AcidsbResearchWK2014WKecWKejjXfai 20.1 18

336 yighlyKmultiplexedKsubcellularKé–rKsequencingKinKsituYKScienceWK2014WKdedWKbdgaXd 33.3 631

335 tézü°éXtasXmediatedKtargetedKgenomeKeditingKinKhumanKcellsYKMethodsbinbMolecularbBiologyWK2014WK
bbbeWKcefXgh 1.4 43

334 zmprovedKcellXfreeKé–rKandKproteinKsynthesisKsystemYKPLoSbONEWK2014WKjWKebagcdc 3.7 55

333 ruthorKresponsekKtoncerningKé–rXguidedKgeneKdrivesKforKtheKalterationKofKwildKpopulationsK2014WK 8

332 éecentKprogressKinKengineeringKhumanXassociatedKmicrobiomesYKMethodsbinbMolecularbBiologyWK2014
WKbbfbWKdXcf 1.4 12

331 OpticalKcontrolKofKmammalianKendogenousKtranscriptionKandKepigeneticKstatesYKNatureWK2013WKfaaWKehcXehg50.4 635

330 trüjKtranscriptionalKactivatorsKforKtargetKspecificityKscreeningKandKpairedKnickasesKforKcooperativeK
genomeKengineeringYKNaturebBiotechnologyWK2013WKdbWKiddXi 44.5 1341

329 ”ultiplexKandKhomologousKrecombinationXmediatedKgenomeKeditingKinKrrabidopsisKandK–icotianaK
benthamianaKusingKguideKé–rKandKtasjYKNaturebBiotechnologyWK2013WKdbWKgiiXjb 44.5 1001

328 °leaseKreanimateYKScientificbAmericanWK2013WKdajWKbc 0.5 9

327 rpplicationsKofKvngineeredKüyntheticKvcosystemsK2013WKdbhXdcf 5

326 QuantificationKofKmicroé–rKexpressionKwithKnextXgenerationKsequencingYKCurrentbProtocolsbinb
MolecularbBiologyWK2013WKthapterKeWKβnitKeYbh 2.9 44

325 uecipheringKtheKfunctionsKandKregulationKofKbrainXenrichedKrXtoXzKé–rKeditingYKNaturebNeuroscienceWK
2013WKbgWKbfbiXcc 25.5 100

324 tomposabilityKofKregulatoryKsequencesKcontrollingKtranscriptionKandKtranslationKinKvscherichiaKcoliYK
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2013WKbbaWKbeaceXj 11.5 274

323 xenomicallyKrecodedKorganismsKexpandKbiologicalKfunctionsYKScienceWK2013WKdecWKdfhXga 33.3 553

322 °robingKtheKlimitsKofKgeneticKrecodingKinKessentialKgenesYKScienceWK2013WKdecWKdgbXd 33.3 97
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321 tausesKandKeffectsKofK–XterminalKcodonKbiasKinKbacterialKgenesYKScienceWK2013WKdecWKehfXj 33.3 381

320 xenomeKengineeringKinKüaccharomycesKcerevisiaeKusingKtézü°éXtasKsystemsYKNucleicbAcidsbResearchWK
2013WKebWKeddgXed 20.1 1094

319 OnKtheKdesignKofKcloneXbasedKhaplotypingYKGenomebBiologyWK2013WKbeWKébaa 18.3 17

318 ”utantsKofKtreKrecombinaseKwithKimprovedKaccuracyYKNaturebCommunicationsWK2013WKeWKcfaj 17.4 28

317 yeritableKcustomKgenomicKmodificationsKinKtaenorhabditisKelegansKviaKaKtézü°éXtasjKsystemYK
GeneticsWK2013WKbjfWKbbibXf 4 104

316 OrthogonalKtasjKproteinsKforKé–rXguidedKgeneKregulationKandKeditingYKNaturebMethodsWK2013WKbaWKbbbgXcb21.6 615

315 tasjKasKaKversatileKtoolKforKengineeringKbiologyYKNaturebMethodsWK2013WKbaWKjfhXgd 21.6 897

314 znKvitroKintegrationKofKribosomalKé–rKsynthesisWKribosomeKassemblyWKandKtranslationYKMolecularb
SystemsbBiologyWK2013WKjWKghi 12.2 104

313 é–rXguidedKhumanKgenomeKengineeringKviaKtasjYKScienceWK2013WKddjWKicdXg 33.3 6363

312 °hz°XüeqKcharacterizationKofKautoantibodiesKfromKpatientsKwithKmultipleKsclerosisWKtypeKbKdiabetesK
andKrheumatoidKarthritisYKJournalbofbAutoimmunityWK2013WKedWKbXj 15.5 55

311 sarcodingKcellsKusingKcellXsurfaceKprogrammableKu–rXbindingKdomainsYKNaturebMethodsWK2013WKbaWKeadXg21.6 40

310 °roteinKinteractionKdiscoveryKusingKparallelKanalysisKofKtranslatedKOéwsKS°“rαOTYKNatureb
BiotechnologyWK2013WKdbWKddbXdde 44.5 43

309 –anotoolsKforKneuroscienceKandKbrainKactivityKmappingYKACSbNanoWK2013WKhWKbifaXgg 16.7 248

308 –euroscienceYKαheKbrainKactivityKmapYKScienceWK2013WKddjWKbcieXf 33.3 147

307 yeritableKgenomeKeditingKinKtYKelegansKviaKaKtézü°éXtasjKsystemYKNaturebMethodsWK2013WKbaWKhebXd 21.6 669

306 p“ogokKaKprobabilisticKapproachKtoKvisualizingKsequenceKmotifsYKNaturebMethodsWK2013WKbaWKbcbbXc 21.6 233

305 YeastKoligoXmediatedKgenomeKengineeringKSYOxvTYKACSbSyntheticbBiologyWK2013WKcWKhebXj 5.7 116

304 αheKeffectsKofKsomaticKhypermutationKonKneutralizationKandKbindingKinKtheK°xαbcbKfamilyKofK
broadlyKneutralizingKyzλKantibodiesYKPLoSbPathogensWK2013WKjWKebaadhfe 7.6 144

(2013-2013)
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303 ütatisticalKanalysisKofKmolecularKsignalKrecordingYKPLoSbComputationalbBiologyWK2013WKjWKebaadbef 5 21

302 éedirectorkKdesigningKcellKfactoriesKbyKreconstructingKtheKmetabolicKobjectiveYKPLoSbComputationalb
BiologyWK2013WKjWKebaaciic 5 22

301 OptimizationKofKscarlessKhumanKstemKcellKgenomeKeditingYKNucleicbAcidsbResearchWK2013WKebWKjaejXgb 20.1 302

300 °hysicalKprinciplesKforKscalableKneuralKrecordingYKFrontiersbinbComputationalbNeuroscienceWK2013WKhWKbdh 3.5 155

299 rnKanalysisKandKvalidationKpipelineKforKlargeXscaleKé–riXbasedKscreensYKScientificbReportsWK2013WKdWKbahg 4.9 5

298 ”olecularKthreadingkKmechanicalKextractionWKstretchingKandKplacementKofKu–rKmoleculesKfromKaK
liquidXairKinterfaceYKPLoSbONEWK2013WKiWKegjafi 3.7 4

297 °ro°e“kKrKmethodKtoKdiscoverKspecificKkinaseKmotifsKandKpredictKtargetKsubstratesYKFASEBbJournalWK
2013WKchWKfjhYe 0.9

296 rnKinteractiveKandKprobabilisticKstrategyKforKvisualizingKlinearKbiologicalKsequenceKmotifsYKFASEBb
JournalWK2013WKchWKibaYi 0.9

295 βsingK°ro°e“KtoKdiscoverKtheKbindingKspecificityKofKhumanKuYéKbaYKFASEBbJournalWK2013WKchWKbaefYd 0.9

294 zmprovingKgenomeKunderstandingYKNatureWK2013WKfacWKbed 50.4 2

293 rKlogicXgatedKnanorobotKforKtargetedKtransportKofKmolecularKpayloadsYKScienceWK2012WKddfWKidbXe 33.3 1563

292 üystematicKidentificationKofKeditedKmicroé–rsKinKtheKhumanKbrainYKGenomebResearchWK2012WKccWKbfddXea 9.7 136

291 xeneKrssemblyKfromKthipXüynthesizedKOligonucleotidesYKCurrentbProtocolsbinbChemicalbBiologyWK
2012WKcabcWKb 1.8 11

290 ”ultiplexedKinKvivoKyisXtaggingKofKenzymeKpathwaysKforKinKvitroKsingleXpotKmultienzymeKcatalysisYK
ACSbSyntheticbBiologyWK2012WKbWKedXfc 5.7 75

289 αheKbrainKactivityKmapKprojectKandKtheKchallengeKofKfunctionalKconnectomicsYKNeuronWK2012WKheWKjhaXe 13.9 383

288 –extXgenerationKdigitalKinformationKstorageKinKu–rYKScienceWK2012WKddhWKbgci 33.3 599

287 üubmicrometreKgeometricallyKencodedKfluorescentKbarcodesKselfXassembledKfromKu–rYKNatureb
ChemistryWK2012WKeWKidcXj 17.6 202

286 rccurateKwholeXgenomeKsequencingKandKhaplotypingKfromKbaKtoKcaKhumanKcellsYKNatureWK2012WKeihWKbjaXf50.4 191
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285 yowKaccurateKcanKgeneticKpredictionsKbepYKBMCbGenomicsWK2012WKbdWKdea 4.5 13

284 yighXthroughputKmultiplexKsequencingKofKmié–rYKCurrentbProtocolsbinbHumanbGeneticsWK2012WK
thapterKbbWKβnitKbbYbcYbXba 3.2 22

283 vssentialKgenesKasKantimicrobialKtargetsKandKcornerstonesKofKsyntheticKbiologyYKTrendsbinb
BiotechnologyWK2012WKdaWKgabXh 15.1 72

282 xenomeXscaleKpromoterKengineeringKbyKcoselectionK”rxvYKNaturebMethodsWK2012WKjWKfjbXd 21.6 177

281 rKsiosrickKcompatibleKstrategyKforKgeneticKmodificationKofKplantsYKJournalbofbBiologicalbEngineeringWK
2012WKgWKi 6.3 17

280 ütableKgeneKtargetingKinKhumanKcellsKusingKsingleXstrandKoligonucleotidesKwithKmodifiedKbasesYK
PLoSbONEWK2012WKhWKedggjh 3.7 25

279 zmprovingKlambdaKredKgenomeKengineeringKinKvscherichiaKcoliKviaKrationalKremovalKofKendogenousK
nucleasesYKPLoSbONEWK2012WKhWKeeegdi 3.7 64

278 βsingKbacteriaKtoKdetermineKproteinKkinaseKspecificityKandKpredictKtargetKsubstratesYKPLoSbONEWK
2012WKhWKefcheh 3.7 23

277 vlevatedKcodingKmutationKrateKduringKtheKreprogrammingKofKhumanKsomaticKcellsKintoKinducedK
pluripotentKstemKcellsYKStembCellsWK2012WKdaWKedfXea 5.8 140

276 sackKtoKtheKfuturekKfromKgenomeKtoKmetabolomeYKHumanbMutationWK2012WKddWKiajXbc 4.7 1

275 zterativeKcappedKassemblykKrapidKandKscalableKsynthesisKofKrepeatXmoduleKu–rKsuchKasKαr“K
effectorsKfromKindividualKmonomersYKNucleicbAcidsbResearchWK2012WKeaWKebbh 20.1 160

274 ”anipulatingKreplisomeKdynamicsKtoKenhanceKlambdaKéedXmediatedKmultiplexKgenomeK
engineeringYKNucleicbAcidsbResearchWK2012WKeaWKebha 20.1 44

273 vnhancedKmultiplexKgenomeKengineeringKthroughKcoXoperativeKoligonucleotideKcoXselectionYK
NucleicbAcidsbResearchWK2012WKeaWKebdc 20.1 81

272 rKpublicKresourceKfacilitatingKclinicalKuseKofKgenomesYKProceedingsbofbthebNationalbAcademybofb
SciencesbofbthebUnitedbStatesbofbAmericaWK2012WKbajWKbbjcaXh 11.5 154

271 xenomicKanalysisKofKtheKhydrocarbonXproducingWKcellulolyticWKendophyticKfungusKrscocoryneK
sarcoidesYKPLoSbGeneticsWK2012WKiWKebaacffi 6 64

270 ”easuringKcationKdependentKu–rKpolymeraseKfidelityKlandscapesKbyKdeepKsequencingYKPLoSbONEWK
2012WKhWKeedihg 3.7 40

269 ”ultiplexedKgenomeKengineeringKandKgenotypingKmethodsKapplicationsKforKsyntheticKbiologyKandK
metabolicKengineeringYKMethodsbinbEnzymologyWK2011WKejiWKeajXcg 1.7 104

268 OverviewKofKu–rKsequencingKstrategiesYKCurrentbProtocolsbinbMolecularbBiologyWK2011WKthapterKhWKβnithYb2.9 54

(2011-2012)
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267 °reciseKmanipulationKofKchromosomesKinKvivoKenablesKgenomeXwideKcodonKreplacementYKScienceWK
2011WKdddWKdeiXfd 33.3 424

266 αheKthreeXdimensionalKarchitectureKofKaKbacterialKgenomeKandKitsKalterationKbyKgeneticK
perturbationYKMolecularbCellWK2011WKeeWKcfcXge 17.6 203

265 zntroductionKandKyistoricalKOverviewKofKu–rKüequencingYKCurrentbProtocolsbinbMolecularbBiologyWK
2011WKjgWKhYaYb 2.9 1

264 °anelKdiscussionkKcanKthereKbeKaKbiomarkerKforKsleepinesspYKJournalbofbClinicalbSleepbMedicineWK2011WK
hWKüefXi 3.1 8

263 é–rKsequencingKrevealsKdifferentialKexpressionKofKmitochondrialKandKoxidationKreductionKgenesKinK
theKlongXlivedKnakedKmoleXratKwhenKcomparedKtoKmiceYKPLoSbONEWK2011WKgWKecghcj 3.7 77

262 –ewKtechnologiesKforKintegratingKgenomicWKenvironmentalKandKtraitKdataYKJournalbofbClinicalbSleepb
MedicineWK2011WKhWKüedXe 3.1

261 °roteomeXwideKsystemsKanalysisKofKaKcellulosicKbiofuelXproducingKmicrobeYKMolecularbSystemsb
BiologyWK2011WKhWKegb 12.2 74

260 vfficientKconstructionKofKsequenceXspecificKαr“KeffectorsKforKmodulatingKmammalianKtranscriptionYK
NaturebBiotechnologyWK2011WKcjWKbejXfd 44.5 620

259 rutoantigenKdiscoveryKwithKaKsyntheticKhumanKpeptidomeYKNaturebBiotechnologyWK2011WKcjWKfdfXeb 44.5 172

258 rKnewKdawnKforKindustrialKphotosynthesisYKPhotosynthesisbResearchWK2011WKbahWKcgjXhh 3.7 107

257 “argeXscaleKu–rKeditingKofKretrotransposonsKacceleratesKmammalianKgenomeKevolutionYKNatureb
CommunicationsWK2011WKcWKfbj 17.4 34

256 αranscriptionalKprofilingKofKtueKαKcellsKidentifiesKdistinctKsubgroupsKofKyzλXbKeliteKcontrollersYK
JournalbofbVirologyWK2011WKifWKdabfXj 6.6 55

255 ”odifiedKbasesKenableKhighXefficiencyKoligonucleotideXmediatedKallelicKreplacementKviaKmismatchK
repairKevasionYKNucleicbAcidsbResearchWK2011WKdjWKhddgXeh 20.1 59

254 °hasedKwholeXgenomeKgeneticKriskKinKaKfamilyKquartetKusingKaKmajorKalleleKreferenceKsequenceYK
PLoSbGeneticsWK2011WKhWKebaaccia 6 112

253 sarcodingKbiasKinKhighXthroughputKmultiplexKsequencingKofKmié–rYKGenomebResearchWK2011WKcbWKbfagXbb 9.7 91

252 αhoughtsKonKtheK”anchesterK”anifestoYKPrometheusWK2011WKcjWKdedXdee 0

251 yighXfidelityKgeneKsynthesisKbyKretrievalKofKsequenceXverifiedKu–rKidentifiedKusingKhighXthroughputK
pyrosequencingYKNaturebBiotechnologyWK2010WKciWKbcjbXe 44.5 80

250 ücalableKgeneKsynthesisKbyKselectiveKamplificationKofKu–rKpoolsKfromKhighXfidelityKmicrochipsYK
NaturebBiotechnologyWK2010WKciWKbcjfXj 44.5 188
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249 cacaKvisionsYKNatureWK2010WKegdWKcgXdc 50.4 61

248 “ifeKafterKtheKsyntheticKcellYKNatureWK2010WKegfWKeccXe 50.4 48

247 αheKhumanKmicrobiomeKharborsKaKdiverseKreservoirKofKantibioticKresistanceKgenesYKVirulenceWK2010WK
bWKcjjXdad 4.7 128

246 rKfunctionalKmetagenomicKapproachKforKexpandingKtheKsyntheticKbiologyKtoolboxKforKbiomassK
conversionYKMolecularbSystemsbBiologyWK2010WKgWKdga 12.2 54

245 rKsurveyKofKgenomicKtracesKrevealsKaKcommonKsequencingKerrorWKé–rKeditingWKandKu–rKeditingYK
PLoSbGeneticsWK2010WKgWKebaaajfe 6 31

244 tollectionKandKmotifXbasedKpredictionKofKphosphorylationKsitesKinKhumanKvirusesYKSciencebSignalingWK
2010WKdWKrsc 8.8 25

243 “ambdaKredKrecombineeringKinKvscherichiaKcoliKoccursKthroughKaKfullyKsingleXstrandedKintermediateYK
GeneticsWK2010WKbigWKhjbXj 4 126

242 éeprogrammingKofKαKcellsKfromKhumanKperipheralKbloodYKCellbStembCellWK2010WKhWKbfXj 18 251

241 tlinicalKassessmentKincorporatingKaKpersonalKgenomeYKLancetobTheWK2010WKdhfWKbfcfXdf 40 565

240
vxtensiveKphosphorylationKwithKoverlappingKspecificityKbyK”ycobacteriumKtuberculosisK
serineZthreonineKproteinKkinasesYKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaWK2010WKbahWKhfcbXg

11.5 213

239
vthicalKandKpracticalKguidelinesKforKreportingKgeneticKresearchKresultsKtoKstudyKparticipantskK
updatedKguidelinesKfromKaK–ationalKyeartWK“ungWKandKsloodKznstituteKworkingKgroupYKCirculation:b
CardiovascularbGeneticsWK2010WKdWKfheXia

297

238 yumanKgenomeKsequencingKusingKunchainedKbaseKreadsKonKselfXassemblingKu–rKnanoarraysYK
ScienceWK2010WKdchWKhiXib 33.3 928

237 xenerationKofKfunctionalKhumanKhepaticKendodermKfromKhumanKinducedKpluripotentKstemKcellsYK
HepatologyWK2010WKfbWKdcjXdf 11.2 347

236 °ersonalKgenomesKinKprogresskKfromKtheKhumanKgenomeKprojectKtoKtheKpersonalKgenomeKprojectYK
DialoguesbinbClinicalbNeuroscienceWK2010WKbcWKehXga 5.7 49

235 ”ultiplexKpadlockKtargetedKsequencingKrevealsKhumanKhypermutableKtpxKvariationsYKGenomeb
ResearchWK2009WKbjWKbgagXbf 9.7 59

234 °redictingKproteinKpostXtranslationalKmodificationsKusingKmetaXanalysisKofKproteomeKscaleKdataK
setsYKMolecularbandbCellularbProteomicsWK2009WKiWKdgfXhj 7.6 86

233 “argeXscaleKidentificationKofKgeneticKdesignKstrategiesKusingKlocalKsearchYKMolecularbSystemsbBiologyWK
2009WKfWKcjg 12.2 113

232 °ublicKaccessKtoKgenomeXwideKdatakKfiveKviewsKonKbalancingKresearchKwithKprivacyKandKprotectionYK
PLoSbGeneticsWK2009WKfWKebaaaggf 6 60

(2009-2010)
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231 vvidenceKforKlargeKdiversityKinKtheKhumanKtranscriptomeKcreatedKbyKrluKé–rKeditingYKNucleicbAcidsb
ResearchWK2009WKdhWKgjafXbf 20.1 46

230 αargetedKgeneKinactivationKinKtlostridiumKphytofermentansKshowsKthatKcelluloseKdegradationK
requiresKtheKfamilyKjKhydrolaseKtphyddghYKMolecularbMicrobiologyWK2009WKheWKbdaaXbd 4.1 68

229 °rogrammingKcellsKbyKmultiplexKgenomeKengineeringKandKacceleratedKevolutionYKNatureWK2009WKegaWKijeXiji50.4 1111

228 rKhighlyKannotatedKwholeXgenomeKsequenceKofKaKKoreanKindividualYKNatureWK2009WKegaWKbabbXf 50.4 265

227 αargetedKandKgenomeXscaleKstrategiesKrevealKgeneXbodyKmethylationKsignaturesKinKhumanKcellsYK
NaturebBiotechnologyWK2009WKchWKdgbXi 44.5 830

226 αheKchallengesKofKsequencingKbyKsynthesisYKNaturebBiotechnologyWK2009WKchWKbabdXcd 44.5 189

225 xenomeKengineeringYKNaturebBiotechnologyWK2009WKchWKbbfbXgc 44.5 188

224 uigitalKé–rKallelotypingKrevealsKtissueXspecificKandKalleleXspecificKgeneKexpressionKinKhumanYKNatureb
MethodsWK2009WKgWKgbdXi 21.6 136

223 αheKyumanKrgeingKxenomicKéesourceskKonlineKdatabasesKandKtoolsKforKbiogerontologistsYKAgingb
CellWK2009WKiWKgfXhc 9.9 152

222 ”etaXanalysisKofKageXrelatedKgeneKexpressionKprofilesKidentifiesKcommonKsignaturesKofKagingYK
BioinformaticsWK2009WKcfWKihfXib 7.2 496

221 üyntheticKgeneKnetworksKthatKcountYKScienceWK2009WKdceWKbbjjXcac 33.3 449

220 éapidKprototypingKofKduKu–rXorigamiKshapesKwithKcau–rnoYKNucleicbAcidsbResearchWK2009WKdhWKfaabXg 20.1 772

219 wunctionalKcharacterizationKofKtheKantibioticKresistanceKreservoirKinKtheKhumanKmicrofloraYKScienceWK
2009WKdcfWKbbciXbbdb 33.3 620

218
αheKücientificKwoundationKforKpersonalKgenomicskKrecommendationsKfromKaK–ationalKznstitutesKofK
yealthXtentersKforKuiseaseKtontrolKandK°reventionKmultidisciplinaryKworkshopYKGeneticsbinbMedicine
WK2009WKbbWKffjXgh

8.1 186

217 xenomeXwideKidentificationKofKhumanKé–rKeditingKsitesKbyKparallelKu–rKcapturingKandKsequencingYK
ScienceWK2009WKdceWKbcbaXd 33.3 415

216 rKrobustKapproachKtoKidentifyingKtissueXspecificKgeneKexpressionKregulatoryKvariantsKusingK
personalizedKhumanKinducedKpluripotentKstemKcellsYKPLoSbGeneticsWK2009WKfWKebaaahbi 6 46

215 αuberculosisKdrugKresistanceKmutationKdatabaseYKPLoSbMedicineWK2009WKgWKec 11.6 396

214 QuantitativeKmonitoringKbyKpolymeraseKcolonyKassayKofKknownKmutationsKresistantKtoKrs“KkinaseK
inhibitorsYKOncogeneWK2008WKchWKhhfXic 9.2 19
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213 vfficientKmicroé–rKcaptureKandKbarXcodingKviaKenzymaticKoligonucleotideKadenylationYKNatureb
MethodsWK2008WKfWKhhhXj 21.6 42

212 xeneKsynthesisKbyKcircularKassemblyKamplificationYKNaturebMethodsWK2008WKfWKdhXj 21.6 68

211 wromKgeneticKprivacyKtoKopenKconsentYKNaturebReviewsbGeneticsWK2008WKjWKeagXbb 30.1 313

210 OverviewKofKu–rKsequencingKstrategiesYKCurrentbProtocolsbinbMolecularbBiologyWK2008WKthapterKhWK
βnitKhYb 2.9 38

209 ”odelXdrivenKanalysisKofKexperimentallyKdeterminedKgrowthKphenotypesKforKegfKyeastKgeneK
deletionKmutantsKunderKbgKdifferentKconditionsYKGenomebBiologyWK2008WKjWKébea 18.3 43

208 αheKmostKconservedKgenomeKsegmentsKforKlifeKdetectionKonKvarthKandKotherKplanetsYKOriginsbofbLifeb
andbEvolutionbofbBiospheresWK2008WKdiWKfbhXdd 1.5 59

207 yippocratesKrevisitedpKOldKidealsKandKnewKrealitiesYKGenomicbMedicineWK2008WKcWKbXd 16

206 sacteriaKsubsistingKonKantibioticsYKScienceWK2008WKdcaWKbaaXd 33.3 398

205 wreeKwactorieskKβnifiedKznfrastructureKforKuataKzntensiveKWebKüervicesK2008WKcaaiWKdjbXeae 3

204 QuantitativeKmorphologicalKsignaturesKdefineKlocalKsignalingKnetworksKregulatingKcellKmorphologyYK
ScienceWK2007WKdbgWKbhfdXg 33.3 238

203 u–rKsynthesisKandKbiologicalKsecurityYKNaturebBiotechnologyWK2007WKcfWKgchXj 44.5 80

202 ”ultiplexKamplificationKofKlargeKsetsKofKhumanKexonsYKNaturebMethodsWK2007WKeWKjdbXg 21.6 357

201 xenomeXwideKexpressionKdynamicsKofKaKmarineKvirusKandKhostKrevealKfeaturesKofKcoXevolutionYK
NatureWK2007WKeejWKidXg 50.4 248

200 üingleKmoleculeKprofilingKofKtauKgeneKexpressionKinKrlzheimerRsKdiseaseYKJournalbofbNeurochemistryWK
2007WKbadWKbcciXdg 6 52

199 rnalysesKofKhumanXchimpanzeeKorthologousKgeneKpairsKtoKexploreKevolutionaryKhypothesesKofK
agingYKMechanismsbofbAgeingbandbDevelopmentWK2007WKbciWKdffXge 5.6 30

198 üyntheticKbiologyKprojectsKinKvitroYKGenomebResearchWK2007WKbhWKbXg 9.7 133

197 °olonyKmultiplexKanalysisKofKgeneKexpressionKS°”rxvTKinKmouseKhypertrophicKcardiomyopathyYK
ScienceWK2007WKdbgWKbeibXe 33.3 155

196 °atternsKandKimplicationsKofKgeneKgainKandKlossKinKtheKevolutionKofK°rochlorococcusYKPLoSbGeneticsWK
2007WKdWKecdb 6 397

(2007-2008)
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195
rnKanalysisKofKtheKrelationshipKbetweenKmetabolismWKdevelopmentalKschedulesWKandKlongevityKusingK
phylogeneticKindependentKcontrastsYKJournalsbofbGerontologybpbSeriesbAbBiologicalbSciencesbandb
MedicalbSciencesWK2007WKgcWKbejXga

6.4 227

194 thromosomalKperiodicityKofKevolutionarilyKconservedKgeneKpairsYKProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2007WKbaeWKbaffjXge 11.5 59

193 tellsKdiscoverKfirekKemployingKreactiveKoxygenKspeciesKinKdevelopmentKandKconsequencesKforKagingYK
ExperimentalbGerontologyWK2006WKebWKbXba 4.5 82

192 zdentifyingKmetabolicKenzymesKwithKmultipleKtypesKofKassociationKevidenceYKBMCbBioinformaticsWK
2006WKhWKbhh 3.6 81

191 rnKintegratedKstrategyKforKanalyzingKtheKuniqueKdevelopmentalKprogramsKofKdifferentKmyoblastK
subtypesYKPLoSbGeneticsWK2006WKcWKebg 6 74

190 °v°°eéWKaKplatformKforKexperimentalKproteomicKpatternKrecognitionYKMolecularbandbCellularb
ProteomicsWK2006WKfWKbjchXeb 7.6 119

189
zdentifyingKregulatoryKmechanismsKusingKindividualKvariationKrevealsKkeyKroleKforKchromatinK
modificationYKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2006WK
badWKbeagcXh

11.5 115

188 °olonyKu–rKsequencingYKCurrentbProtocolsbinbMolecularbBiologyWK2006WKthapterKhWKβnitKhYi 2.9 7

187 éelationshipsKbetweenKpgdKbindingWKu–rKsequenceWKtranscriptionKactivityWKandKbiologicalKfunctionKinK
humanKcellsYKMolecularbCellWK2006WKceWKfjdXgac 17.6 227

186 αheKtransitionKbetweenKtranscriptionalKinitiationKandKelongationKinKvYKcoliKisKhighlyKvariableKandK
oftenKrateKlimitingYKMolecularbCellWK2006WKceWKhehXhfh 17.6 168

185 xlobalKgeneKexpressionKofK°rochlorococcusKecotypesKinKresponseKtoKchangesKinKnitrogenKavailabilityYK
MolecularbSystemsbBiologyWK2006WKcWKfd 12.2 115

184 ”apQuantkKopenXsourceKsoftwareKforKlargeXscaleKproteinKquantificationYKProteomicsWK2006WKgWKbhhaXic 4.8 92

183 üequencingKgenomesKfromKsingleKcellsKbyKpolymeraseKcloningYKNaturebBiotechnologyWK2006WKceWKgiaXg 44.5 353

182 rKsequenceXorientedKcomparisonKofKgeneKexpressionKmeasurementsKacrossKdifferentK
hybridizationXbasedKtechnologiesYKNaturebBiotechnologyWK2006WKceWKidcXea 44.5 133

181 “ongXrangeKpolonyKhaplotypingKofKindividualKhumanKchromosomeKmoleculesYKNaturebGeneticsWK2006WK
diWKdicXh 36.3 80

180 ”ammalianKultraconservedKelementsKareKstronglyKdepletedKamongKsegmentalKduplicationsKandK
copyKnumberKvariantsYKNaturebGeneticsWK2006WKdiWKbcbgXca 36.3 93

179 rssayingKchromosomalKinversionsKbyKsingleXmoleculeKhaplotypingYKNaturebMethodsWK2006WKdWKedjXef 21.6 27

178 xenomesKforKallYKScientificbAmericanWK2006WKcjeWKegXfe 0.5 90
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177 vngineeringKlifekKbuildingKaKfabKforKbiologyYKScientificbAmericanWK2006WKcjeWKeeXfb 0.5 138

176 üequencingKthoroughbredsYKNaturebBiotechnologyWK2006WKceWKbdj 44.5 6

175 αowardsKsynthesisKofKaKminimalKcellYKMolecularbSystemsbBiologyWK2006WKcWKef 12.2 305

174 ”onitoringKzmatinibKéesistanceKwithKaKâ��°olonyâ��KrssaykKαowardsKαailoredKαherapyKofKthronicK
”yelogenousK“eukemiaKSt”“TYYKBloodWK2006WKbaiWKidhXidh 2.2 1

173 rccurateKmultiplexKpolonyKsequencingKofKanKevolvedKbacterialKgenomeYKScienceWK2005WKdajWKbhciXdc 33.3 1011

172 ”olecularKweightKassessmentKofKproteinsKinKtotalKproteomeKprofilesKusingKbuX°rxvKandK“tZ”üZ”üYK
ProteomebScienceWK2005WKdWKg 2.6 21

171 °referredKanalysisKmethodsKforKrffymetrixKxenethipsKrevealedKbyKaKwhollyKdefinedKcontrolKdatasetYK
GenomebBiologyWK2005WKgWKébg 18.3 293

170 xenomesKoptimizeKreproductionkKagingKasKaKconsequenceKofKtheKdevelopmentalKprogramYK
PhysiologyWK2005WKcaWKcfcXj 9.8 61

169 rssessingKcomputationalKtoolsKforKtheKdiscoveryKofKtranscriptionKfactorKbindingKsitesYKNatureb
BiotechnologyWK2005WKcdWKbdhXee 44.5 950

168 ”odularKepistasisKinKyeastKmetabolismYKNaturebGeneticsWK2005WKdhWKhhXid 36.3 463

167 °hotosynthesisKgenesKinKmarineKvirusesKyieldKproteinsKduringKhostKinfectionYKNatureWK2005WKediWKigXj 50.4 348

166 “etKusKgoKforthKandKsafelyKmultiplyYKNatureWK2005WKediWKecd 50.4 23

165 xenomicKanalysisKofK“exrKbindingKrevealsKtheKpermissiveKnatureKofKtheKvscherichiaKcoliKgenomeKandK
identifiesKunconventionalKtargetKsitesYKGenesbandbDevelopmentWK2005WKbjWKcgbjXda 12.6 122

164 rKnetworkKofKtranscriptionallyKcoordinatedKfunctionalKmodulesKinKüaccharomycesKcerevisiaeYK
GenomebResearchWK2005WKbfWKbcjiXdag 9.7 27

163 zmprovingKmolecularKcancerKclassKdiscoveryKthroughKsparseKnonXnegativeKmatrixKfactorizationYK
BioinformaticsWK2005WKcbWKdjhaXf 7.2 218

162 uiscoveringKfunctionalKtranscriptionXfactorKcombinationsKinKtheKhumanKcellKcycleYKGenomebResearchWK
2005WKbfWKieiXff 9.7 60

161 vxpressionKdynamicsKofKaKcellularKmetabolicKnetworkYKMolecularbSystemsbBiologyWK2005WKbWKcaafYaabg 12.2 61

160 xenomicKstudiesKwithKvscherichiaKcoliK”eléKproteinkKapplicationsKofKchromatinKimmunoprecipitationK
andKmicroarraysYKJournalbofbBacteriologyWK2004WKbigWKgjdiXed 3.5 86

(2004-2006)
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159 °redictionKofKsimilarlyKactingKcisXregulatoryKmodulesKbyKsubsequenceKprofilingKandKcomparativeK
genomicsKinKurosophilaKmelanogasterKandKuYpseudoobscuraYKBioinformaticsWK2004WKcaWKchdiXfa 7.2 57

158 rKmotifKcoXoccurrenceKapproachKforKgenomeXwideKpredictionKofKtranscriptionXfactorXbindingKsitesKinK
vscherichiaKcoliYKGenomebResearchWK2004WKbeWKcabXi 9.7 47

157 willingKgapsKinKaKmetabolicKnetworkKusingKexpressionKinformationYKBioinformaticsWK2004WKcaKüupplKbWKibhiXif7.2 77

156 “ocalizationKtoKtheKproteasomeKisKsufficientKforKdegradationYKJournalbofbBiologicalbChemistryWK2004WK
chjWKcbebfXca 5.4 86

155 y”xλkKaKcrossXspeciesKexpressionKdataKminingKtoolYKNucleicbAcidsbResearchWK2004WKdcWKudcdXf 20.1 6

154 αheKcompleteKgenomeKandKproteomeKofK”ycoplasmaKmobileYKGenomebResearchWK2004WKbeWKbeehXgb 9.7 193

153 rdvancedKsequencingKtechnologieskKmethodsKandKgoalsYKNaturebReviewsbGeneticsWK2004WKfWKddfXee 30.1 440

152 rccurateKmultiplexKgeneKsynthesisKfromKprogrammableKu–rKmicrochipsYKNatureWK2004WKedcWKbafaXe 50.4 325

151
”athematicalKmodelsKofKdiffusionXconstrainedKpolymeraseKchainKreactionskKbasisKofK
highXthroughputKnucleicKacidKassaysKandKsimpleKselfXorganizingKsystemsYKJournalbofbTheoreticalb
BiologyWK2004WKcciWKdbXeg

2.3 11

150 °roteogenomicKmappingKasKaKcomplementaryKmethodKtoKperformKgenomeKannotationYKProteomicsWK
2004WKeWKfjXhh 4.8 254

149 uigitalKquantitativeKmeasurementsKofKgeneKexpressionYKBiotechnologybandbBioengineeringWK2004WKigWKbbhXce4.9 19

148 zdentificationKofKmanyKmicroé–rsKthatKcopurifyKwithKpolyribosomesKinKmammalianKneuronsYK
ProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2004WKbabWKdgaXf 11.5 483

147 °referredKinKvivoKubiquitinationKsitesYKBioinformaticsWK2004WKcaWKddacXh 7.2 64

146 zdentificationKofKaKnovelKsetKofKgenesKregulatedKbyKaKuniqueKliverKXKreceptorXalphaKXmediatedK
transcriptionKmechanismYKJournalbofbBiologicalbChemistryWK2003WKchiWKbfcfcXga 5.4 16

145 uigitalKgenotypingKandKhaplotypingKwithKpolymeraseKcoloniesYKProceedingsbofbthebNationalbAcademyb
ofbSciencesbofbthebUnitedbStatesbofbAmericaWK2003WKbaaWKfjcgXdb 11.5 130

144 üingleKmoleculeKprofilingKofKalternativeKpreXmé–rKsplicingYKScienceWK2003WKdabWKidgXi 33.3 88

143 xlobalKé–rKhalfXlifeKanalysisKinKvscherichiaKcoliKrevealsKpositionalKpatternsKofKtranscriptK
degradationYKGenomebResearchWK2003WKbdWKcbgXcd 9.7 274

142 OnKtheKcompleteKdeterminationKofKbiologicalKsystemsYKTrendsbinbBiotechnologyWK2003WKcbWKcfbXe 15.1 39
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141 wluorescentKinKsituKsequencingKonKpolymeraseKcoloniesYKAnalyticalbBiochemistryWK2003WKdcaWKffXgf 3.1 144

140 éegulatoryKnetworkKofKacidKresistanceKgenesKinKvscherichiaKcoliYKMolecularbMicrobiologyWK2003WKeiWKgjjXhbc4.1 220

139 uoesKmappingKrevealKcorrelationKbetweenKgeneKexpressionKandKproteinXproteinKinteractionpYKNatureb
GeneticsWK2003WKddWKbfXglKauthorKreplyKbgXh 36.3 14

138 éeplyKtoKMuoesKmappingKrevealKcorrelationKbetweenKgeneKexpressionKandKproteinâ��proteinK
interactionpMYKNaturebGeneticsWK2003WKddWKbgXbh 36.3 6

137 wromKannotatedKgenomesKtoKmetabolicKfluxKmodelsKandKkineticKparameterKfittingYKOMICSbAbJournalb
ofbIntegrativebBiologyWK2003WKhWKdabXbg 3.8 56

136 xeneKexpressionKprofilingKrevealsKprogesteroneXmediatedKcellKcycleKandKimmunoregulatoryKrolesKofK
yoxaXbaKinKtheKpreimplantationKuterusYKMolecularbEndocrinologyWK2003WKbhWKgbaXch 83

135 tomputationalKandKexperimentalKidentificationKofKtYKelegansKmicroé–rsYKMolecularbCellWK2003WKbbWKbcfdXgd17.6 265

134 αheKaminoXacidKmutationalKspectrumKofKhumanKgeneticKdiseaseYKGenomebBiologyWK2003WKeWKéhc 18.3 136

133 rKmicroarrayXbasedKantibioticKscreenKidentifiesKaKregulatoryKroleKforKsupercoilingKinKtheKosmoticK
stressKresponseKofKvscherichiaKcoliYKGenomebResearchWK2003WKbdWKcagXbf 9.7 141

132 °arallelKcompetitionKanalysisKofKüaccharomycesKcerevisiaeKstrainsKdifferingKbyKaKsingleKbaseKusingK
polymeraseKcoloniesYKNucleicbAcidsbResearchWK2003WKdbWKeie 20.1 15

131 °redictingKphenotypeKfromKpatternsKofKannotationYKBioinformaticsWK2003WKbjKüupplKbWKibidXj 7.2 23

130 rutomatedKmodellingKofKsignalKtransductionKnetworksYKBMCbBioinformaticsWK2002WKdWKde 3.6 159

129 rnKopenXsourceKoligomicroarrayKstandardKforKhumanKandKmouseYKNaturebBiotechnologyWK2002WKcaWKbaicXd44.5 23

128 zdentificationKofKforeignKgeneKsequencesKbyKtranscriptKfilteringKagainstKtheKhumanKgenomeYKNatureb
GeneticsWK2002WKdaWKbebXc 36.3 54

127
zdentificationKofKaKnovelKcisXregulatoryKelementKinvolvedKinKtheKheatKshockKresponseKinK
taenorhabditisKelegansKusingKmicroarrayKgeneKexpressionKandKcomputationalKmethodsYKGenomeb
ResearchWK2002WKbcWKhabXbc

9.7 166

126 xenomeXwideKcoXoccurrenceKofKpromoterKelementsKrevealsKaKcisXregulatoryKcassetteKofKré–rK
transcriptionKmotifsKinKüaccharomycesKcerevisiaeYKGenomebResearchWK2002WKbcWKbhcdXdb 9.7 66

125 rnalysisKofKoptimalityKinKnaturalKandKperturbedKmetabolicKnetworksYKProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2002WKjjWKbfbbcXh 11.5 1025

124 –ucleotidesKofKtranscriptionKfactorKbindingKsitesKexertKinterdependentKeffectsKonKtheKbindingK
affinitiesKofKtranscriptionKfactorsYKNucleicbAcidsbResearchWK2002WKdaWKbcffXgb 20.1 234
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123
”easuringKabsoluteKexpressionKwithKmicroarraysKwithKaKcalibratedKreferenceKsampleKandKanK
extendedKsignalKintensityKrangeYKProceedingsbofbthebNationalbAcademybofbSciencesbofbthebUnitedb
StatesbofbAmericaWK2002WKjjWKhffeXj

11.5 217

122 uiscriminationKbetweenKparalogsKusingKmicroarrayKanalysiskKapplicationKtoKtheKYapbpKandKYapcpK
transcriptionalKnetworksYKMolecularbBiologybofbthebCellWK2002WKbdWKbgaiXbe 3.5 58

121 vscherichiaKcoliKgeneKexpressionKresponsiveKtoKlevelsKofKtheKresponseKregulatorKvvgrYKJournalbofb
BacteriologyWK2002WKbieWKgccfXde 3.5 132

120 tomputationalKdiscoveryKofKsenseXantisenseKtranscriptionKinKtheKhumanKandKmouseKgenomesYK
GenomebBiologyWK2002WKdWKévüvrétyaaee 18.3 127

119 xenomeXscaleKmetabolicKmodelKofKyelicobacterKpyloriKcggjfYKJournalbofbBacteriologyWK2002WKbieWKeficXjd3.5 285

118 tomputationalKidentificationKofKtranscriptionKfactorKbindingKsitesKviaKaKtranscriptionXfactorXcentricK
clusteringKSαwttTKalgorithmYKJournalbofbMolecularbBiologyWK2002WKdbiWKhbXib 6.5 86

117 rKstatisticalKmodelKforKinvestigatingKbindingKprobabilitiesKofKu–rKnucleotideKsequencesKusingK
microarraysYKBiometricsWK2002WKfiWKjibXi 1.8 21

116 üelectionKanalysesKofKinsertionalKmutantsKusingKsubgenicXresolutionKarraysYKNaturebBiotechnologyWK
2001WKbjWKbagaXf 44.5 134

115 zdentifyingKregulatoryKnetworksKbyKcombinatorialKanalysisKofKpromoterKelementsYKNaturebGeneticsWK
2001WKcjWKbfdXj 36.3 519

114 torrelationKbetweenKtranscriptomeKandKinteractomeKmappingKdataKfromKüaccharomycesKcerevisiaeYK
NaturebGeneticsWK2001WKcjWKeicXg 36.3 517

113 tomputationalKcomparisonKofKtwoKdraftKsequencesKofKtheKhumanKgenomeYKNatureWK2001WKeajWKifgXj 50.4 50

112 vxploringKtheKu–rXbindingKspecificitiesKofKzincKfingersKwithKu–rKmicroarraysYKProceedingsbofbtheb
NationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2001WKjiWKhbfiXgd 11.5 229

111 rlgorithmsKforKidentifyingKproteinKcrossXlinksKviaKtandemKmassKspectrometryYKJournalbofb
ComputationalbBiologyWK2001WKiWKfhbXid 1.7 30

110 rKdynamicKprogrammingKapproachKtoKdeKnovoKpeptideKsequencingKviaKtandemKmassKspectrometryYK
JournalbofbComputationalbBiologyWK2001WKiWKdcfXdh 1.7 180

109 rKcomputationalKanalysisKofKwholeXgenomeKexpressionKdataKrevealsKchromosomalKdomainsKofKgeneK
expressionYKNaturebGeneticsWK2000WKcgWKbidXg 36.3 424

108 é–rKexpressionKanalysisKusingKaKdaKbaseKpairKresolutionKvscherichiaKcoliKgenomeKarrayYKNatureb
BiotechnologyWK2000WKbiWKbcgcXi 44.5 309

107 ”icroarrayKanalysisKofKtheKtranscriptionalKnetworkKcontrolledKbyKtheKphotoreceptorKhomeoboxK
geneKtrxYKCurrentbBiologyWK2000WKbaWKdabXba 6.3 238

106 tonservationKofKu–rKregulatoryKmotifsKandKdiscoveryKofKnewKmotifsKinKmicrobialKgenomesYKGenomeb
ResearchWK2000WKbaWKheeXfh 9.7 145
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105 éegulatoryKnetworksKrevealedKbyKtranscriptionalKprofilingKofKdamagedKüaccharomycesKcerevisiaeK
cellskKépneKlinksKbaseKexcisionKrepairKwithKproteasomesYKMolecularbandbCellularbBiologyWK2000WKcaWKibfhXgh4.8 304

104 üystematicKmanagementKandKanalysisKofKyeastKgeneKexpressionKdataYKGenomebResearchWK2000WKbaWKedbXef9.7 80

103 °redictingKligandXbindingKfunctionKinKfamiliesKofKbacterialKreceptorsYKProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2000WKjhWKdjgfXha 11.5 25

102 tomputationalKidentificationKofKcisXregulatoryKelementsKassociatedKwithKgroupsKofKfunctionallyK
relatedKgenesKinKüaccharomycesKcerevisiaeYKJournalbofbMolecularbBiologyWK2000WKcjgWKbcafXbe 6.5 806

101 αheKzswcKchromatinKremodelingKcomplexKrepressesKearlyKmeioticKgenesKuponKrecruitmentKbyK
βmegpYKCellWK2000WKbadWKecdXdd 56.2 255

100 éegulatoryK–etworksKéevealedKbyKαranscriptionalK°rofilingKofKuamagedKüaccharomycesKcerevisiaeK
tellskKépneK“inksKsaseKvxcisionKéepairKwithK°roteasomesYKMolecularbandbCellularbBiologyWK2000WKcaWKibfhXibgh4.8 5

99 znKsituKlocalizedKamplificationKandKcontactKreplicationKofKmanyKindividualKu–rKmoleculesYKNucleicb
AcidsbResearchWK1999WKchWKede 20.1 159

98 rKweightKmatrixKforKbindingKrecognitionKbyKtheKredoxXresponseKregulatorKrrcrX°KofKvscherichiaKcoliYK
MolecularbMicrobiologyWK1999WKdcWKcbjXcb 4.1 25

97 üystematicKdeterminationKofKgeneticKnetworkKarchitectureYKNaturebGeneticsWK1999WKccWKcibXf 36.3 1911

96 QuantifyingKu–rXproteinKinteractionsKbyKdoubleXstrandedKu–rKarraysYKNaturebBiotechnologyWK1999WK
bhWKfhdXh 44.5 209

95 rlignmentKandKstructureKpredictionKofKdivergentKproteinKfamilieskKperiplasmicKandKouterKmembraneK
proteinsKofKbacterialKeffluxKpumpsYKJournalbofbMolecularbBiologyWK1999WKcihWKgjfXhbf 6.5 148

94 QuantitativeKwholeXgenomeKanalysisKofKu–rXproteinKinteractionsKbyKinKvivoKmethylaseKprotectionKinK
vYKcoliYKNaturebBiotechnologyWK1998WKbgWKfggXhb 44.5 78

93 windingKu–rKregulatoryKmotifsKwithinKunalignedKnoncodingKsequencesKclusteredKbyKwholeXgenomeK
mé–rKquantitationYKNaturebBiotechnologyWK1998WKbgWKjdjXef 44.5 732

92 rKcomprehensiveKlibraryKofKu–rXbindingKsiteKmatricesKforKffKproteinsKappliedKtoKtheKcompleteK
vscherichiaKcoliKKXbcKgenomeYKJournalbofbMolecularbBiologyWK1998WKcieWKcebXfe 6.5 287

91 ”ultiplexKsequencingKofKbYfK”bKofKtheK”ycobacteriumKlepraeKgenomeYKGenomebResearchWK1997WKhWKiacXbj9.7 33

90 tomparingKtheKpredictedKandKobservedKpropertiesKofKproteinsKencodedKinKtheKgenomeKofK
vscherichiaKcoliKKXbcYKElectrophoresisWK1997WKbiWKbcfjXdbd 3.6 305

89 uatabasesKforKgeneKexpressionYKNaturebBiotechnologyWK1996WKbeWKici 44.5 3

88 éetrospectiveKvstimationKofKvxposuresKtoKtonfirmedKorKüuspectedKtarcinogensKinKanKvlectricalK
βtilityYKJournalbofbOccupationalbandbEnvironmentalbHygieneWK1995WKbaWKifgXihb
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87 tytosineKspecificKu–rKsequencingKwithKhydrogenKperoxideYKNucleicbAcidsbResearchWK1995WKcdWKejccXd 20.1 6

86 “argeKscaleKbacterialKgeneKdiscoveryKbyKsimilarityKsearchYKNaturebGeneticsWK1994WKhWKcafXbe 36.3 41

85
tloningKandKsequencingKofKthiolXspecificKantioxidantKfromKmammalianKbrainkKalkylKhydroperoxideK
reductaseKandKthiolXspecificKantioxidantKdefineKaKlargeKfamilyKofKantioxidantKenzymesYKProceedingsb
ofbthebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK1994WKjbWKhabhXcb

11.5 708

84 u–rKsequencingKwithKdirectKtransferKelectrophoresisKandKnonradioactiveKdetectionYKMethodsbinb
EnzymologyWK1993WKcbiWKbihXccc 1.7 32

83 rKwholeKgenomeKapproachKtoKinKvivoKu–rXproteinKinteractionsKinKvYKcoliYKNatureWK1992WKdgaWKgagXba 50.4 65

82 éesponseKkKαheKuispersionKofK–euronalKtlonesKrcrossKtheKterebralKtortexYKScienceWK1992WKcfiWKdbhXdca 33.3 4

81 éesponseKkKαheKuispersionKofK–euronalKtlonesKrcrossKtheKterebralKtortexYKScienceWK1992WKcfiWKdbhXdca 33.3

80 tomplementaryKrecognitionKinKcondensedKu–rkKacceleratedKu–rKrenaturationYKJournalbofbMolecularb
BiologyWK1991WKcccWKbaifXbai 6.5 98

79 tellXtypeXspecificKcontactsKtoKimmunoglobulinKenhancersKinKnucleiYKNatureWK1985WKdbdWKhjiXiab 50.4 336

78 YvrüαK”zαOtyO–uézr“Kz–αéO–K°éOuβtαüKévQβzévuKz–αéO–üKwOéKé–rKü°“ztz–xK1980WKdhjXdjg

77 °leiotropicKmutationsKwithinKtwoKyeastKmitochondrialKcytochromeKgenesKblockKmé–rKprocessingYK
CellWK1979WKbiWKbcajXbf 56.2 102

76 trystalKstructureKofKyeastKphenylalanineKtransferKé–rYKzYKtrystallographicKrefinementYKJournalbofb
MolecularbBiologyWK1978WKbcdWKgahXda 6.5 344

75 αheKcleavageKsiteKofKtheKrestrictionKendonucleaseKrvaKzzYKNucleicbAcidsbResearchWK1978WKfWKcdbdXj 20.1 42

74 é–rXligantKinteractionsYKSzTK”agnesiumKbindingKsitesKinKyeastKté–r°heYKNucleicbAcidsbResearchWK1977WK
eWKcibbXca 20.1 212

73 αargetedKxenomeKvditingKαechniquesKinKtYKelegansKandKOtherK–ematodeKüpeciesdXcb

72 znKλivoKütudiesKofKmié–rKαargetKznteractionsKβsingKüiteXspecificKxenomeKvngineeringdhXfb

71 xenomeKvditingKwithKuesiredK”utationsKSKnockinTKwithKtézü°éKinK”odelKOrganismsjhXbaj

70 xeneticallyKvngineeredK°igK”odelsKforKyumanKuiseasesKusingKZw–sWKαr“v–sKandKtézü°éZtasjbbaXbdb
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69 xeneKvditingKtoKtreateKrgriculturalKandKsiomedicalKüwineK”odelsbdcXbej

68 xenerationKofK–ewK”odelKtellK“inesKusingKssOu–KKnockinKuonorsKandKwrtüXbasedKxenomeKvditingbfaXbgc

67 tézü°éKxenomeKvditingKinK”icebgfXbia

66 uetectionKofKznsertionZueletionKSzndelTKvventsKafterKxenomeKαargetingkK°rosKandKtonsKofKtheK
rvailableK”ethodsbibXbje 2

65 xenomeKvngineeringKβsingKüleepingKseautyKαranspositionKinKλertebratescejXcgj

64 rpplicationKofKtézü°éKforK°ooledWKλectorXbasedKwunctionalKxenomicKücreeningKinK”ammalianKtellK“inescajXccc

63 xenerationKandKβtilizationKofKtézü°éZtasjKücreeningK“ibrariesKinK”ammalianKtellsccdXcde 1

62 αargetedKxenomeKvditingKβsingK–ucleaseXassistedKλectorKzntegrationcdhXcei

61 znducibleKtézü°éXbasedKxenomeKvditingKforKtheKtharacterizationKofKtancerKxenesddhXdfh

60 βseKofKtheKtézü°éZtasjKüystemKforKxenomeKvditingKofKzmmuneKüystemKtellsWKuefenseKrgainstK
yzλXbKandKtancerKαherapieseabXebd

59 éegulatingKyumanKxenomeKvditingkK–egotiatingKvthicalKtoncernsKαhroughKücienceKandK°olicyefeXegd

58 zmprovedKbacterialKrecombineeringKbyKparallelizedKproteinKdiscovery 2

57 βnifiedKrationalKproteinKengineeringKwithKsequenceXbasedKdeepKrepresentationKlearning 3

56 rccurateKanalysisKofKgenuineKtézü°éKeditingKeventsKwithKamplitan 2

55 tonneconomicskKαheKvconomicsKofKuenseWK“argeXücaleWKyighXéesolutionK–euralKtonnectomics 10

54 toncerningKé–rXxuidedKxeneKurivesKforKtheKrlterationKofKWildK°opulations 21

53 éapidlyKevolvingKhomingKtézü°éKbarcodes 4

52 vvolutionaryKdynamicsKofKtézü°éKgeneKdrives 9
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51 uaisyXchainKgeneKdrivesKforKtheKalterationKofKlocalKpopulations 31

50 λibrioKnatriegensWKaKnewKgenomicKpowerhouse 24

49 °reciseKtasjKtargetingKenablesKgenomicKmutationKprevention 3

48 rssemblyKofKéadicallyKéecodedKvYKcoliKxenomeKüegments 2

47 éeprogrammingKproteinKkinaseKsubstrateKspecificityKthroughKsyntheticKmutations 3

46 uissectingKlimitingKfactorsKofKtheK°roteinKsynthesisKβsingKéecombinantKvlementsKS°βévTKsystem 2

45 éapidKüequentialKinKüituK”ultiplexingKWithKu–rXvxchangeXzmaging 2

44 αowardKuXpeptideKbiosynthesiskKvlongationKwactorK°KenablesKribosomalKincorporationKofK
consecutiveKuXaminoKacids 3

43 éecombineeringKinλibrioKnatriegens 10

42 αumorXinfiltratingKimmuneKrepertoiresKcapturedKbyKsingleXcellKbarcodingKinKemulsion 16

41 “ongXtermKadaptiveKevolutionKofKgenomicallyKrecodedvscherichiaKcoli 5

40 vfficientKinKsituKbarcodeKsequencingKusingKpadlockKprobeXbasedKsaristaüeq 3

39 üystemicKpostXtranslationalKcontrolKofKbacterialKmetabolismKregulatesKadaptationKinKdynamicKenvironments 1

38 yighXthroughputKcreationKandKfunctionalKprofilingKofKeukaryoticKu–rKsequenceKvariantKlibrariesK
usingKtézü°éZtasj 1

37 vxtensiveK”ammalianKxermlineKxenomeKvngineering 3

36 αheKpredictiveKpowerKofKtheKmicrobiomeKexceedsKthatKofKgenomeXwideKassociationKstudiesKinKtheK
discriminationKofKcomplexKhumanKdisease 10

35 “owX–KproteinKengineeringKwithKdataXefficientKdeepKlearning 22

34 tézü°éXmediatedKbiocontainment 2
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33 °hotonXdirectedK”ultiplexedKvnzymaticKu–rKüynthesisKforK”olecularKuigitalKuataKütorage 2

32 yighKthroughputKfunctionalKvariantKscreensKviaKinXvivoKproductionKofKsingleXstrandedKu–r 5

31 znducedK°luripotentKütemKtellXderivedKtréX”acrophageKtellsKwithKrntigenXdependentKrntiXtancerK
tellKwunctionsKforK“iquidKandKüolidKαumors 2

30 wluorescentKinKsituKsequencingKofKu–rKbarcodedKantibodies 2

29 vxpansionKüequencingkKüpatiallyK°reciseKznKüituKαranscriptomicsKinKzntactKsiologicalKüystems 9

28 ”ultiXprongedKhumanKproteinKmimicryKbyKüréüXtoλXcKrevealsKbifurcatingKpotentialKforK”ytK
detectionKandKimmuneKevasion 1

27 rnKorthogonalKdifferentiationKplatformKforKgenomicallyKprogrammingKstemKcellsWKorganoidsWKandK
bioprintedKtissues 1

26 rKu–rKnanoscopeKthatKidentifiesKandKpreciselyKlocalizesKoverKaKhundredKuniqueKmolecularKfeaturesK
withKnanometerKaccuracy 1

25 turrentKtézü°éKgeneKdriveKsystemsKareKlikelyKtoKbeKhighlyKinvasiveKinKwildKpopulations 10

24 üignificantKabundanceKofKcisKconfigurationsKofKmutationsKinKdiploidKhumanKgenomes 2

23 ”ultiplexedKinKsituKproteinKimagingKusingKu–rXbarcodedKantibodiesKwithKextendedKhybridizationK
chainKreactions 8

22 rKhomingKtézü°éKmouseKresourceKforKbarcodingKandKlineageKtracing 3

21 sarcodedKoligonucleotidesKligatedKonKé–rKamplifiedKforKmultiplexKandKparallelKinXsituKanalyses 6

20 éationalKdesignKofKaKcompactKtézü°éXtasjKactivatorKforKrrλXmediatedKdelivery 8

19 vnhancedKbacterialKimmunityKandKmammalianKgenomeKeditingKviaKé–rKpolymeraseXmediatedK
dislodgingKofKtasjKfromKdoubleKstrandKu–rKbreaks 1

18 vstablishingKaKcellXfreeλibrioKnatriegensexpressionKsystem 3

17 αowardKmachineXguidedKdesignKofKproteins 15

16 vnzymaticKu–rKsynthesisKforKdigitalKinformationKstorage 7
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15 yighlyKmultiplexedinKsituproteinKimagingKwithKsignalKamplificationKbyKzmmunoXürsvé 2

14 éapidKandKscalableKinKvitroKproductionKofKsingleXstrandedKu–r 4

13 vnablingKlargeXscaleKgenomeKeditingKbyKreducingKu–rKnicking 10

12 βnifiedKrationalKproteinKengineeringKwithKsequenceXonlyKdeepKrepresentationKlearning 20

11 éecordingKtemporalKdataKontoKu–rKwithKminutesKresolution 2

10 rKrobustKbenchmarkKforKgermlineKstructuralKvariantKdetection 34

9 titizenXtenteredWKruditableWKandK°rivacyX°reservingK°opulationKxenomics 2

8 xeneticKdesignKautomationKforKautonomousKformationKofKmulticellularKshapesKfromKaKsingleKcellKprogenitor 1

7 ueepK“earningKforKé–rKüyntheticKsiology 4

6 °hysiologicalKassemblyKofKfunctionallyKactiveKdaüKribosomalKsubunitsKfrominKvitrosynthesizedKparts 1

5 vngineeringKpostXtranslationalKproofreadingKtoKdiscriminateKnonXstandardKaminoKacids 1

4 siosensorKlibrariesKharnessKlargeKclassesKofKbindingKdomainsKforKallostericKtranscriptionKregulators 1

3 xenerativeKrrλKcapsidKdiversificationKbyKlatentKinterpolation 1

2 éeconstructingKtranscriptionalKhistoriesKbyKtézü°éKacquisitionKofKretronXbasedKgeneticKbarcodes 2

1 üingleXsequenceKproteinKstructureKpredictionKusingKlanguageKmodelsKfromKdeepKlearning 9
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