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i Paper IF Citations

161 xNuLdemethylationLaffectsLimprintedLgeneLexpressionLinLmaizeLendospermbbLGenomegBiologyZL2022ZL
fgZLkk 18.3 2

160 OpportunitiesLandLchallengesLinLphenotypingLrowLcropsLusingLdroneabasedLRGvLimagingbLThegPlantg
PhenomegJournalZL2022ZLiZL 5 0

159 PredictionLofLconservedLandLvariableLheatLandLcoldLstressLresponseLinLmaizeLusingLcisaregulatoryL
informationbLPlantgCellZL2021ZL 11.6 5

158 PlantLheightLheterosisLisLquantitativelyLassociatedLwithLexpressionLlevelsLofLplastidLribosomalL
proteinsbLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZL2021ZLeelZL 11.5 2

157 TheLgenomicLecosystemLofLtransposableLelementsLinLmaizebLPLoSgGeneticsZL2021ZLekZLeeddmkjl 6 6

156 ussessingLtheLregulatoryLpotentialLofLtransposableLelementsLusingLchromatinLaccessibilityLprofilesL
ofLmaizeLtransposonsbLGeneticsZL2021ZLfekZLeaeg 4 4

155 UtilizingLtemporalLmeasurementsLfromLUuVsLtoLassessLrootLlodgingLinLmaizeLandLitsLimpactLonL
productivitybLFieldgCropsgResearchZL2021ZLfjfZLedldeh 5.5 3

154 MaizeLdecreaseLinLxNuLmethylationLeLtargetsLRNuadirectedLxNuLmethylationLonLactiveLchromatinbL
PlantgCellZL2021ZLggZLfelgafemj 11.6 5

153 WidespreadLimprintingLofLtransposableLelementsLandLvariableLgenesLinLtheLmaizeLendospermbLPLoSg
GeneticsZL2021ZLekZLeeddmhme 6 2

152 StoriesLthatLcanTtLbeLtoldLbyLSNPsoLxNuLmethylationLvariationLinLplantLpopulationsbLCurrentgOpiniong
ingPlantgBiologyZL2021ZLjeZLedemlm 9.9 7

151 whromosomealevelLgenomeLassemblyLofLaLregenerableLmaizeLinbredLlineLuellbLGenomegBiologyZL
2021ZLffZLeki 18.3 5

150 wHHLxNuLmethylationLincreasesLatLfhaPHuSLlociLdependLonLfhantLphasedLsmallLinterferingLRNusLinL
maizeLmeioticLanthersbLNewgPhytologistZL2021ZLffmZLfmlhafmmk 9.8 6

149 SingleaparentLexpressionLdrivesLdynamicLgeneLexpressionLcomplementationLinLmaizeLhybridsbLPlantg
JournalZL2021ZLediZLmgaedk 6.9 5

148 GeneticLandLepigeneticLvariationLinLtransposableLelementLexpressionLresponsesLtoLabioticLstressLinL
maizebLPlantgPhysiologyZL2021ZLeljZLhfdahgg 6.6 3

147 UtilizingLspatialLvariabilityLfromLhyperspectralLimagingLtoLassessLvariationLinLmaizeLseedlingsbLTheg
PlantgPhenomegJournalZL2021ZLhZLefddeg 5 1

146 TheLimportanceLofLdominanceLandLgenotypeabyaenvironmentLinteractionsLonLgrainLyieldLvariationLinL
aLlargeascaleLpublicLcooperativeLmaizeLexperimentbLG3:gGenesvgGenomesvgGeneticsZL2021ZLeeZL 3.2 12

145 UuVabasedLimagingLplatformLforLmonitoringLmaizeLgrowthLthroughoutLdevelopmentbLPlantgDirectZL
2020ZLhZLeddfgd 3.3 9
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144 MetaLGeneLRegulatoryLNetworksLinLMaizeLHighlightLzunctionallyLRelevantLRegulatoryLInteractionsbL
PlantgCellZL2020ZLgfZLegkkaegmj 11.6 20

143 wharacterizingLintrogressionabyaenvironmentLinteractionsLusingLmaizeLnearLisogenicLlinesbL
TheoreticalgandgAppliedgGeneticsZL2020ZLeggZLfkjeafkkg 6 1

142 MaizeLgenomesLtoLfieldsLUGfzVnLfdehafdekLfieldLseasonsnLgenotypeZLphenotypeZLclimaticZLsoilZLandL
inbredLearLimageLdatasetsbLBMCgResearchgNotesZL2020ZLegZLke 2.3 16

141 UsingLmultipleLreferenceLgenomesLtoLidentifyLandLresolveLannotationLinconsistenciesbLBMCg
GenomicsZL2020ZLfeZLfle 4.5 6

140 RelativeLutilityLofLagronomicZLphenologicalZLandLmorphologicalLtraitsLforLassessingL
genotypeabyaenvironmentLinteractionLinLmaizeLinbredsbLCropgScienceZL2020ZLjdZLjfale 2.4 7

139 OptimizationLofLmultiplexedLwRISPRcwasmLsystemLforLhighlyLefficientLgenomeLeditingLinLSetariaL
viridisbLPlantgJournalZL2020ZLedhZLlflalgl 6.9 24

138 yvolutionaryLandLfunctionalLgenomicsLofLxNuLmethylationLinLmaizeLdomesticationLandL
improvementbLNaturegCommunicationsZL2020ZLeeZLiigm 17.4 23

137
StableLunmethylatedLxNuLdemarcatesLexpressedLgenesLandLtheirLcisaregulatoryLspaceLinLplantL
genomesbLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZL2020ZL
eekZLfgmmeafhddd

11.5 25

136 UtilityLofLwlimaticLInformationLviaLwombiningLubilityLModelsLtoLImproveLGenomicLPredictionLforL
YieldLWithinLtheLGenomesLtoLzieldsLMaizeLProjectbLFrontiersgingGeneticsZL2020ZLeeZLimfkjm 4.5 11

135 VariationLandLInheritanceLofLSmallLRNusLinLMaizeLInbredsLandLzeLHybridsbLPlantgPhysiologyZL2020ZL
elfZLgelagge 6.6 8

134 MonitoringLtheLinterplayLbetweenLtransposableLelementLfamiliesLandLxNuLmethylationLinLmaizebL
PLoSgGeneticsZL2019ZLeiZLeeddlfme 6 32

133 xynamicLPatternsLofLGeneLyxpressionLudditivityLandLRegulatoryLVariationLthroughoutLMaizeL
xevelopmentbLMoleculargPlantZL2019ZLefZLhedahfi 14.4 27

132 GenomeawideLnucleotideLpatternsLandLpotentialLmechanismsLofLgenomeLdivergenceLfollowingL
domesticationLinLmaizeLandLsoybeanbLGenomegBiologyZL2019ZLfdZLkh 18.3 6

131 OpportunitiesLtoLUseLxNuLMethylationLtoLxistilLzunctionalLylementsLinLLargeLwropLGenomesbL
MoleculargPlantZL2019ZLefZLflfaflh 14.4 11

130 wlassifyingLcoldastressLresponsesLofLinbredLmaizeLseedlingsLusingLRGvLimagingbLPlantgDirectZL2019ZL
gZLeddedh 3.3 17

129 TransposableLelementsLcontributeLtoLdynamicLgenomeLcontentLinLmaizebLPlantgJournalZL2019ZLeddZLedifaedji6.9 46

128 MaizeLwarbohydrateLPartitioningLxefectiveggLyncodesLanLMwTPLProteinLandLzunctionsLinLSucroseL
yxportLfromLLeavesbLMoleculargPlantZL2019ZLefZLefklaefmg 14.4 15

127 whallengesLofLTranslatingLGeneLRegulatoryLInformationLintoLugronomicLImprovementsbLTrendsging
PlantgScienceZL2019ZLfhZLedkiaedlf 13.1 16

(2019-2020)
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126 IdentificationLofLtheLexpressomeLbyLmachineLlearningLonLomicsLdatabLProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZL2019ZLeejZLeleemaelefi 11.5 20

125 HybridLxecaynLuLTransgenerationalLypigeneticLxeclineLinLVigorLandLViabilityLTriggeredLinLvackcrossL
PopulationsLofLTeosinteLwithLMaizebLGeneticsZL2019ZLfegZLehgaejd 4 6

124 xynamicLPatternsLofLTranscriptLubundanceLofLTransposableLylementLzamiliesLinLMaizebLG3:gGenesvg
GenomesvgGeneticsZL2019ZLmZLgjkgagjlf 3.2 17

123 WidespreadLlongarangeLcisaregulatoryLelementsLinLtheLmaizeLgenomebLNaturegPlantsZL2019ZLiZLefgkaefhm11.5 127

122 PopulationalevelLanalysisLrevealsLtheLwidespreadLoccurrenceLandLphenotypicLconsequenceLofLxNuL
methylationLvariationLnotLtaggedLbyLgeneticLvariationLinLmaizebLGenomegBiologyZL2019ZLfdZLfhg 18.3 26

121 IdeaLzactorynLtheLMaizeLGenomesLtoLzieldsLInitiativebLCropgScienceZL2019ZLimZLehdjaehed 2.4 10

120
SubtleLPerturbationsLofLtheLMaizeLMethylomeLRevealLGenesLandLTransposonsLSilencedLbyL
whromomethylaseLorLRNuaxirectedLxNuLMethylationLPathwaysbLG3:gGenesvgGenomesvgGeneticsZL2018
ZLlZLemfeaemgf

3.2 14

119 PotentialLrolesLforLtransposableLelementsLinLcreatingLimprintedLexpressionbLCurrentgOpinionging
GeneticsgandgDevelopmentZL2018ZLhmZLlaeh 4.9 11

118 WeedingLoutLbadLallelesbLNaturegPlantsZL2018ZLhZLemgaemh 11.5 2

117 TheLmaizeLWffLgenomeLprovidesLaLfoundationLforLfunctionalLgenomicsLandLtransposonLbiologybL
NaturegGeneticsZL2018ZLidZLeflfaefll 36.3 114

116 MaizeLGenomesLtoLzieldsnLfdehLandLfdeiLfieldLseasonLgenotypeZLphenotypeZLenvironmentZLandL
inbredLearLimageLdatasetsbLBMCgResearchgNotesZL2018ZLeeZLhif 2.3 16

115 HeritableLypigenomicLwhangesLtoLtheLMaizeLMethylomeLResultingLfromLTissueLwulturebLGeneticsZL
2018ZLfdmZLmlgammi 4 31

114 GenotypeabyaenvironmentLinteractionsLaffectingLheterosisLinLmaizebLPLoSgONEZL2018ZLegZLedemegfe 3.7 27

113 xetectionLofLxNuLMethylationLbyLWholeaGenomeLvisulfiteLSequencingbLMethodsgingMolecularg
BiologyZL2018ZLejkjZLeliaemj 1.4 24

112 TheLlimitedLroleLofLdifferentialLfractionationLinLgenomeLcontentLvariationLandLfunctionLinLmaizeL
UZeaLmaysLLbVLinbredLlinesbLPlantgJournalZL2018ZLmgZLegeaehe 6.9 31

111 TheLPlantLGenomenLxecodingLtheLTranscriptionalLHardwiringL2018ZLemjaffl

110 TheLMaizeLMethylomebLCompendiumgofgPlantgGenomesZL2018ZLleamj 0.8 3

109 IntragenicLMeioticLwrossoversLGenerateLNovelLullelesLwithLTransgressiveLyxpressionLLevelsbL
MoleculargBiologygandgEvolutionZL2018ZLgiZLfkjfafkkf 8.3 2
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108 TransposableLelementLinfluencesLonLgeneLexpressionLinLplantsbLBiochimicagEtgBiophysicagActagwgGeneg
RegulatorygMechanismsZL2017ZLeljdZLeikaeji 6 106

107 uLcomparativeLgenomicLhybridizationLapproachLtoLstudyLgeneLcopyLnumberLvariationsLamongL
whineseLhamsterLcellLlinesbLBiotechnologygandgBioengineeringZL2017ZLeehZLemdgaemdl 4.9 3

106 ImprovedLmaizeLreferenceLgenomeLwithLsingleamoleculeLtechnologiesbLNatureZL2017ZLihjZLifhaifk 50.4 643

105 GenomicLfeaturesLshapingLtheLlandscapeLofLmeioticLdoubleastrandabreakLhotspotsLinLmaizebL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZL2017ZLeehZLeffgeaeffgj11.5 59

104 GenomeawideLmappingLofLtranscriptionalLenhancerLcandidatesLusingLxNuLandLchromatinLfeaturesL
inLmaizebLGenomegBiologyZL2017ZLelZLegk 18.3 88

103 TheLrepetitiveLlandscapeLofLtheLieddLMbpLbarleyLgenomebLMobilegDNAZL2017ZLlZLff 4.4 33

102 TheLeffectLofLartificialLselectionLonLphenotypicLplasticityLinLmaizebLNaturegCommunicationsZL2017ZLlZLeghl17.4 58

101 yxploitingLinducedLandLnaturalLepigeneticLvariationLforLcropLimprovementbLNaturegReviewsgGeneticsZL
2017ZLelZLijgaiki 30.1 121

100 NaturalLvariationLforLgeneLexpressionLresponsesLtoLabioticLstressLinLmaizebLPlantgJournalZL2017ZLlmZLkdjakek6.9 63

99 uLwomprehensiveLunalysisLofLulternativeLSplicingLinLPaleopolyploidLMaizebLFrontiersgingPlantgScienceZL
2017ZLlZLjmh 6.2 43

98 xraftLussemblyLofLyliteLInbredLLineLPHfdkLProvidesLInsightsLintoLGenomicLandLTranscriptomeL
xiversityLinLMaizebLPlantgCellZL2016ZLflZLfkddafkeh 11.6 139

97 udvancingLwropLTransformationLinLtheLyraLofLGenomeLyditingbLPlantgCellZL2016ZLflZLeiedafd 11.6 309

96 wreatingLOrderLfromLwhaosnLypigenomeLxynamicsLinLPlantsLwithLwomplexLGenomesbLPlantgCellZL2016
ZLflZLgehafi 11.6 60

95 woaexpressionLnetworkLanalysisLofLduplicateLgenesLinLmaizeLUZeaLmaysLLbVLrevealsLnoLsubgenomeL
biasbLBMCgGenomicsZL2016ZLekZLlki 4.5 20

94 WidespreadLnaturalLvariationLofLxNuLmethylationLwithinLangiospermsbLGenomegBiologyZL2016ZLekZLemh 18.3 289

93 visulfiteLSequenceLunalysesLUsingLwyVerseLxiscoveryLynvironmentnLzromLMappingLtoLxMRsbL
CurrentgProtocolsgingPlantgBiologyZL2016ZLeZLiedaifm 2.8 4

92 ReassessLtheLtLTestnLInteractLwithLullLYourLxataLviaLuNOVubLPlantgCellZL2015ZLfkZLfdllamh 11.6 40

91 yxaminingLtheLwausesLandLwonsequencesLofLwontextaSpecificLxifferentialLxNuLMethylationLinL
MaizebLPlantgPhysiologyZL2015ZLejlZLefjfakh 6.6 51

(2015-2017)
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90 PostaconversionLtargetedLcaptureLofLmodifiedLcytosinesLinLmammalianLandLplantLgenomesbLNucleicg
AcidsgResearchZL2015ZLhgZLele 20.1 52

89 TransposableLelementsLcontributeLtoLactivationLofLmaizeLgenesLinLresponseLtoLabioticLstressbLPLoSg
GeneticsZL2015ZLeeZLeeddhmei 6 239

88 ParamutationLinLevolutionZLpopulationLgeneticsLandLbreedingbLSeminarsgingCellgandgDevelopmentalg
BiologyZL2015ZLhhZLggal 7.5 8

87
RNuadirectedLxNuLmethylationLenforcesLboundariesLbetweenLheterochromatinLandLeuchromatinLinL
theLmaizeLgenomebLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZL
2015ZLeefZLehkflagg

11.5 126

86 TransposableLelementsnLMicrobiomesLinLtheLgenomesbLNaturegPlantsZL2015ZLeZLeiddh 11.5 1

85 GenomicLlimitationsLtoLRNuLsequencingLexpressionLprofilingbLPlantgJournalZL2015ZLlhZLhmeaidg 6.9 17

84 MinimalLevidenceLforLconsistentLchangesLinLmaizeLxNuLmethylationLpatternsLfollowingL
environmentalLstressbLFrontiersgingPlantgScienceZL2015ZLjZLgdl 6.2 61

83 ypigeneticsnLveyondLwhromatinLModificationsLandLwomplexLGeneticLRegulationbLPlantgPhysiologyZL
2014ZLejiZLmggamhk 6.6 101

82 InsightsLintoLtheLeffectsLofLlongatermLartificialLselectionLonLseedLsizeLinLmaizebLGeneticsZL2014ZLemlZLhdmafe4 25

81 InheritanceLpatternsLandLstabilityLofLxNuLmethylationLvariationLinLmaizeLnearaisogenicLlinesbL
GeneticsZL2014ZLemjZLjjkakj 4 47

80 wonsistentLandLheritableLalterationsLofLxNuLmethylationLareLinducedLbyLtissueLcultureLinLmaizebL
GeneticsZL2014ZLemlZLfdmael 4 53

79 UtilizationLofLdeletionLbinsLtoLanchorLandLorderLsequencesLalongLtheLwheatLkvLchromosomebL
TheoreticalgandgAppliedgGeneticsZL2014ZLefkZLfdfmahd 6 8

78 xiscoveringLfunctionalLmodulesLacrossLdiverseLmaizeLtranscriptomesLusingLwOvZLtheLwoaexpressionL
vrowserbLPLoSgONEZL2014ZLmZLemmemg 3.7 19

77 GenomicLdistributionLofLHgKmmefLandLxNuLmethylationLinLaLmaizeLgenomebLPLoSgONEZL2014ZLmZLeedifjk3.7 108

76 GeneticLcontrolLofLmaizeLshootLapicalLmeristemLarchitecturebLG3:gGenesvgGenomesvgGeneticsZL2014ZLhZLegfkagk3.2 8

75 GeneticLxeterminantsLforLynzymaticLxigestionLofLLignocellulosicLviomassLureLIndependentLofL
ThoseLforLLigninLubundanceLinLaLMaizeLRecombinantLInbredLPopulationbLPlantgPhysiologyZL2014ZLejiZLehkiaehlk6.6 39

74 GeneticLperturbationLofLtheLmaizeLmethylomebLPlantgCellZL2014ZLfjZLhjdfaej 11.6 126

73 GenomeawideLdiscoveryLandLcharacterizationLofLmaizeLlongLnonacodingLRNusbLGenomegBiologyZL
2014ZLeiZLRhd 18.3 308
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72 xistributionZLfunctionalLimpactZLandLoriginLmechanismsLofLcopyLnumberLvariationLinLtheLbarleyL
genomebLGenomegBiologyZL2013ZLehZLRil 18.3 81

71 ypigeneticsLandLcropLimprovementbLTrendsgingGeneticsZL2013ZLfmZLfheak 8.5 88

70 GenomicLdistributionLofLmaizeLfacultativeLheterochromatinLmarkedLbyLtrimethylationLofLHgKfkbL
PlantgCellZL2013ZLfiZLkldamg 11.6 77

69 VariationLinLxNuLMethylationLPatternsLisLMoreLwommonLamongLMaizeLInbredsLthanLamongLTissuesbL
PlantgGenomeZL2013ZLjZLplantgenomefdefbdjbdddm 4.4 24

68 ProgressLtowardLunderstandingLheterosisLinLcropLplantsbLAnnualgReviewgofgPlantgBiologyZL2013ZLjhZLkeall30.7 267

67 MendelianLandLnonaMendelianLregulationLofLgeneLexpressionLinLmaizebLPLoSgGeneticsZL2013ZLmZLeeddgfdf6 66

66 ypigeneticLandLgeneticLinfluencesLonLxNuLmethylationLvariationLinLmaizeLpopulationsbLPlantgCellZL
2013ZLfiZLfklgamk 11.6 174

65
womprehensiveLanalysisLofLimprintedLgenesLinLmaizeLrevealsLallelicLvariationLforLimprintingLandL
limitedLconservationLwithLotherLspeciesbLProceedingsgofgthegNationalgAcademygofgSciencesgofgtheg
UnitedgStatesgofgAmericaZL2013ZLeedZLemjgmahh

11.5 93

64 MaizeLgeneLatlasLdevelopedLbyLRNuLsequencingLandLcomparativeLevaluationLofLtranscriptomesL
basedLonLRNuLsequencingLandLmicroarraysbLPLoSgONEZL2013ZLlZLejeddi 3.7 125

63 whangesLinLgenomeLcontentLgeneratedLviaLsegregationLofLnonaallelicLhomologsbLPlantgJournalZL2012
ZLkfZLgmdam 6.9 21

62 womparativeLpopulationLgenomicsLofLmaizeLdomesticationLandLimprovementbLNaturegGeneticsZL2012
ZLhhZLldlaee 36.3 600

61 SpreadingLofLheterochromatinLisLlimitedLtoLspecificLfamiliesLofLmaizeLretrotransposonsbLPLoSg
GeneticsZL2012ZLlZLeeddgefk 6 124

60 ReshapingLofLtheLmaizeLtranscriptomeLbyLdomesticationbLProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaZL2012ZLedmZLeelklalg 11.5 113

59 vrdeLgeneLinLmaizeLencodesLaLbrassinosteroidLwajLoxidasebLPLoSgONEZL2012ZLkZLegdkml 3.7 89

58 xensityLStressLhasLMinimalLImpactsLonLtheLvarleyLorLMaizeLSeedlingLTranscriptomebLPlantgGenomeZL
2011ZLhZL 4.4 7

57 vkgaMoekLnearaisogenicLlinesLdemonstrateLdispersedLstructuralLvariationLinLmaizebLPlantgPhysiologyZL
2011ZLeijZLejkmamd 6.6 57

56 TheLcompositionLandLoriginsLofLgenomicLvariationLamongLindividualsLofLtheLsoybeanLreferenceL
cultivarLWilliamsLlfbLPlantgPhysiologyZL2011ZLeiiZLjhiaii 6.6 111

55 ParentaofaoriginLeffectsLonLgeneLexpressionLandLxNuLmethylationLinLtheLmaizeLendospermbLPlantg
CellZL2011ZLfgZLhffeagg 11.6 160

(2011-2013)
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54
xifferentiationLofLtheLmaizeLsubgenomesLbyLgenomeLdominanceLandLbothLancientLandLongoingL
geneLlossbLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZL2011ZL
edlZLhdjmakh

11.5 462

53 HeritableLepigeneticLvariationLamongLmaizeLinbredsbLPLoSgGeneticsZL2011ZLkZLeeddfgkf 6 118

52 RepeatLsubtractionamediatedLsequenceLcaptureLfromLaLcomplexLgenomebLPlantgJournalZL2010ZLjfZLlmlamdm6.9 73

51 GenomeawideLpatternsLofLgeneticLvariationLamongLeliteLmaizeLinbredLlinesbLNaturegGeneticsZL2010ZL
hfZLedfkagd 36.3 365

50 HighathroughputLgeneticLmappingLofLmutantsLviaLquantitativeLsingleLnucleotideLpolymorphismL
typingbLGeneticsZL2010ZLelhZLemafj 4 56

49 raggedLseedlingfLyncodesLanLuRGONuUTykalikeLproteinLrequiredLforLmediolateralLexpansionZLbutL
notLdorsiventralityZLofLmaizeLleavesbLPlantgCellZL2010ZLffZLehheaie 11.6 65

48 PervasiveLgeneLcontentLvariationLandLcopyLnumberLvariationLinLmaizeLandLitsLundomesticatedL
progenitorbLGenomegResearchZL2010ZLfdZLejlmamm 9.7 236

47 IsolationLofLplantLxNuLforLPwRLandLgenotypingLusingLorganicLextractionLandLwTuvbLColdgSpringg
HarborgProtocolsZL2010ZLfdedZLpdbbprotiiei 1.2 32

46 HigharesolutionLgenotypingLviaLwholeLgenomeLhybridizationsLtoLmicroarraysLcontainingLlongL
oligonucleotideLprobesbLPLoSgONEZL2010ZLiZLeehekl 3.7 10

45 MaizeLinbredsLexhibitLhighLlevelsLofLcopyLnumberLvariationLUwNVVLandLpresencecabsenceLvariationL
UPuVVLinLgenomeLcontentbLPLoSgGeneticsZL2009ZLiZLeedddkgh 6 389

44 HeterosisLisLprevalentLforLmultipleLtraitsLinLdiverseLmaizeLgermplasmbLPLoSgONEZL2009ZLhZLekhgg 3.7 116

43 uLrecommendationLforLnamingLtranscriptionLfactorLproteinsLinLtheLgrassesbLPlantgPhysiologyZL2009ZL
ehmZLhaj 6.6 35

42 ReciprocalLsilencingZLtranscriptionalLbiasLandLfunctionalLdivergenceLofLhomeologsLinLpolyploidL
cottonLUgossypiumVbLGeneticsZL2009ZLelfZLidgaek 4 174

41 xisruptionLofLimprintingLbyLmutatorLtransposonLinsertionsLinLtheLiTLproximalLregionsLofLtheLZeaL
maysLMezeLlocusbLGeneticsZL2009ZLeleZLeffmagk 4 12

40 SmallLRNusnLhowLseedsLrememberLtoLobeyLtheirLmotherbLCurrentgBiologyZL2009ZLemZLRjhmaie 6.3 7

39 ImprintingLinLMaizeL2009ZLhfmahhd 1

38 TheLvkgLmaizeLgenomenLcomplexityZLdiversityZLandLdynamicsbLScienceZL2009ZLgfjZLeeefai 33.3 2949

37 ypigeneticLPhenomenaLandLypigenomicsLinLMaizeL2009ZLeemaehk 1
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36 MaternalLandLpaternalLallelesLexhibitLdifferentialLhistoneLmethylationLandLacetylationLatLmaizeL
imprintedLgenesbLPlantgJournalZL2008ZLijZLmdgaef 6.9 38

35 ProfilingLexpressionLchangesLcausedLbyLaLsegmentalLaneuploidLinLmaizebLBMCgGenomicsZL2008ZLmZLk 4.5 32

34 GeneLexpressionLanalysesLinLmaizeLinbredsLandLhybridsLwithLvaryingLlevelsLofLheterosisbLBMCgPlantg
BiologyZL2008ZLlZLgg 5.3 111

33 whapterLgLypigeneticsbLAdvancesgingAgronomyZL2008ZLeddZLimald 7.7 1

32 ullelicLvariationLandLheterosisLinLmaizenLhowLdoLtwoLhalvesLmakeLmoreLthanLaLwholesbLGenomeg
ResearchZL2007ZLekZLfjhaki 9.7 248

31 GenomicLimprintingZLmethylationLandLmolecularLevolutionLofLmaizeLynhancerLofLzesteLUMezVL
homologsbLPlantgJournalZL2007ZLhmZLgfiagk 6.9 86

30 NonadditiveLexpressionLandLparentaofaoriginLeffectsLidentifiedLbyLmicroarrayLandLalleleaspecificL
expressionLprofilingLofLmaizeLendospermbLPlantgPhysiologyZL2007ZLehiZLheeafi 6.6 57

29 ussessingLtheLefficiencyLofLRNuLinterferenceLforLmaizeLfunctionalLgenomicsbLPlantgPhysiologyZL2007ZL
ehgZLehheaie 6.6 45

28 ulleleaspecificLexpressionLpatternsLrevealLbiasesLandLembryoaspecificLparentaofaoriginLeffectsLinL
hybridLmaizebLPlantgCellZL2007ZLemZLfgmeahdf 11.6 113

27 NaturalLvariationLforLallelesLunderLepigeneticLcontrolLbyLtheLmaizeLchromomethylaseLzmetfbL
GeneticsZL2007ZLekkZLkhmajd 4 28

26 wisatranscriptionalLvariationLinLmaizeLinbredLlinesLvkgLandLMoekLleadsLtoLadditiveLexpressionL
patternsLinLtheLzeLhybridbLGeneticsZL2006ZLekgZLfemmafed 4 201

25 yvolutionaryLdivergenceLofLmonocotLandLdicotLmethylawpGabindingLdomainLproteinsbLPlantg
PhysiologyZL2005ZLeglZLmfaedh 6.6 53

24 TransgeneainducedLRNuLinterferenceLasLaLtoolLforLplantLfunctionalLgenomicsbLMethodsging
EnzymologyZL2005ZLgmfZLeafh 1.7 69

23 xiscoveryLofLinducedLpointLmutationsLinLmaizeLgenesLbyLTILLINGbLBMCgPlantgBiologyZL2004ZLhZLef 5.3 282

22 womparativeLanalysisLofLSyTLdomainLproteinsLinLmaizeLandLurabidopsisLrevealsLmultipleL
duplicationsLprecedingLtheLdivergenceLofLmonocotsLandLdicotsbLPlantgPhysiologyZL2003ZLegfZLmdkafi 6.6 136

21 SequenceLrelationshipsZLconservedLdomainsZLandLexpressionLpatternsLforLmaizeLhomologsLofLtheL
polycombLgroupLgenesLyUzVZLescZLandLyUPcVbLPlantgPhysiologyZL2002ZLeflZLeggfahi 6.6 70

20 MaizeLchromomethylaseLZeaLmethyltransferasefLisLrequiredLforLwpNpGLmethylationbLPlantgCellZL
2001ZLegZLememafl 11.6 106

19 UsingLmultipleLreferenceLgenomesLtoLidentifyLandLresolveLannotationLinconsistencies 1

(-2008)
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18 GeneticLandLepigeneticLcontributionsLtoLvariationLinLtransposableLelementLexpressionLresponsesLtoL
abioticLstressLinLmaize 2

17 WidespreadLnaturalLvariationLofLxNuLmethylationLwithinLangiosperms 7

16 ImprovedLmaizeLreferenceLgenomeLwithLsingleLmoleculeLtechnologies 10

15 UtilizingLtopadownLhyperspectralLimagingLforLmonitoringLgenotypeLandLgrowthLconditionsLinLmaize 4

14 yvolutionaryLandLfunctionalLgenomicsLofLxNuLmethylationLinLmaizeLdomesticationLandLimprovement 4

13 wisaregulatoryLelementsLwithinLTysLcanLinfluenceLexpressionLofLnearbyLmaizeLgenes 5

12 StableLunmethylatedLxNuLdemarcatesLexpressedLgenesLandLtheirLcisaregulatoryLspaceLinLplantLgenomes 2

11 whromosomealevelLGenomeLussemblyLofLaLRegenerableLMaizeLInbredLLineLuell 2

10 WholeLGenomeLVariationLofLTransposableLylementLInsertionsLinLaLMaizeLxiversityLPanel 2

9 SubtleLperturbationsLofLtheLmaizeLmethylomeLrevealLgenesLandLtransposonsLsilencedLbyLxNuLmethylation 4

8 TargetedLepigenomicLchangesLtoLtheLmaizeLmethylomeLresultingLfromLtissueLculture 1

7 TransposableLelementsLcontributeLtoLdynamicLgenomeLcontentLinLmaize 5

6 TheLGenomicLycosystemLofLTransposableLylementsLinLMaize 25

5 UuVLvasedLImagingLPlatformLforLMonitoringLMaizeLGrowthLThroughoutLxevelopment 1

4 LimitedLroleLofLdifferentialLfractionationLinLgenomeLcontentLvariationLandLfunctionLinLmaizeLUZeaL
maysLLbVLinbredLlines 1

3 vIIaImplementationnLTheLcausesLandLconsequencesLofLplantLbiodiversityLacrossLscalesLinLaLrapidlyL
changingLworldbLResearchgIdeasgandgOutcomesZkZL 2.5 2

2 PlantLtraitLheterosisLisLquantitativelyLassociatedLwithLexpressionLheterosisLofLtheLplastidLribosomalLproteins 2

1 TheLPlantLGenomenLxecodingLtheLTranscriptionalLHardwiringemjaffl 2
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