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38 UnderstandingSmulticellularSfunctionSandSdiseaseSwithShumanStissueispecificSnetworksjSNaturer
GeneticshS2015hSpshSqruisr 36.3 473

37 CoatSvariationSinStheSdomesticSdogSisSgovernedSbySvariantsSinSthreeSgenesjSSciencehS2009hSonrhSmqlio 33.3 226

36 TrackingSfootprintsSofSartificialSselectionSinStheSdogSgenomejSProceedingsrofrtherNationalrAcademyr
ofrSciencesrofrtherUnitedrStatesrofrAmericahS2010hSmlshSmmrliq 11.5 222

35 GenomeiwideSpredictionSandSfunctionalScharacterizationSofStheSgeneticSbasisSofSautismSspectrumS
disorderjSNaturerNeurosciencehS2016hSmuhSmpqpimprn 25.5 214

34 DeepSlearningSsequenceibasedSabSinitioSpredictionSofSvariantSeffectsSonSexpressionSandSdiseaseSriskjS
NaturerGeneticshS2018hSqlhSmmsmimmsu 36.3 155

33
BreedSdistributionSandShistorySofScanineSmdrmimDeltahSaSpharmacogeneticSmutationSthatSmarksStheS
emergenceSofSbreedsSfromStheScollieSlineagejSProceedingsrofrtherNationalrAcademyrofrSciencesrofrther
UnitedrStatesrofrAmericahS2004hSmlmhSmmsnqiol

11.5 139

32 WholeigenomeSdeepilearningSanalysisSidentifiesScontributionSofSnoncodingSmutationsStoSautismS
riskjSNaturerGeneticshS2019hSqmhSusoiutl 36.3 122

31 TissueispecificSfunctionalSnetworksSforSprioritizingSphenotypeSandSdiseaseSgenesjSPLoSr
ComputationalrBiologyhS2012hSthSemllnrup 5 114

30 TargetedSexplorationSandSanalysisSofSlargeScrossiplatformShumanStranscriptomicScompendiajSNaturer
MethodshS2015hSmnhSnmmiphSoSpSfollowingSnmp 21.6 92

29 IMPvSaSmultiispeciesSfunctionalSgenomicsSportalSforSintegrationhSvisualizationSandSpredictionSofS
proteinSfunctionsSandSnetworksjSNucleicrAcidsrResearchhS2012hSplhSWptpiul 20.1 76

28 AScomprehensiveSlinkageSmapSofStheSdogSgenomejSGeneticshS2010hSmtphSquqirlq 4 71

27 TissueiawareSdataSintegrationSapproachSforStheSinferenceSofSpathwaySinteractionsSinSmetazoanS
organismsjSBioinformaticshS2015hSomhSmluoimlm 7.2 63

26 IMPSnjlvSaSmultiispeciesSfunctionalSgenomicsSportalSforSintegrationhSvisualizationSandSpredictionSofS
proteinSfunctionsSandSnetworksjSNucleicrAcidsrResearchhS2015hSpohSWmntioo 20.1 44

25 FunctionalSknowledgeStransferSforShighiaccuracySpredictionSofSunderistudiedSbiologicalSprocessesjS
PLoSrComputationalrBiologyhS2013hSuhSemllnuqs 5 44

24 InteractiveSBigSDataSResourceStoSElucidateSHumanSImmuneSPathwaysSandSDiseasesjSImmunityhS2015hS
pohSrlqimp 32.3 41

23 SARSiCoVinSreceptorSnetworksSinSdiabeticSandSCOVIDimuiassociatedSkidneySdiseasejSKidneyr
InternationalhS2020hSuthSmqlnimqmt 9.9 33

22 GIANTSnjlvSgenomeiscaleSintegratedSanalysisSofSgeneSnetworksSinStissuesjSNucleicrAcidsrResearchhS
2018hSprhSWrqiWsl 20.1 33
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21 AnSintegrativeStissueinetworkSapproachStoSidentifySandStestShumanSdiseaseSgenesjSNaturer
BiotechnologyhS2018hS 44.5 31

20 AnSADAMTSLnSfounderSmutationScausesSMusladiniLuekeSSyndromehSaSheritableSdisorderSofSbeagleS
dogshSfeaturingSstiffSskinSandSjointScontracturesjSPLoSrONEhS2010hSqhSemntms 3.7 22

19 NetworkibasedSanalysisSofSgeneticSvariantsSassociatedSwithShippocampalSvolumeSinSAlzheimercsS
diseasevSaSstudySofSADNIScohortsjSBioDatarMininghS2016hSuhSo 4.3 21

18 FNTMvSaSserverSforSpredictingSfunctionalSnetworksSofStissuesSinSmousejSNucleicrAcidsrResearchhS2015hS
pohSWmtnis 20.1 16

17 LowivarianceSRNAsSidentifySParkinsoncsSdiseaseSmolecularSsignatureSinSbloodjSMovementrDisordershS
2015hSolhStmoinm 7 14

16 EnablingSPrecisionSMedicineSthroughSIntegrativeSNetworkSModelsjSJournalrofrMolecularrBiologyhS
2018hSpolhSnumoinuno 6.5 11

15 GenomeiwideSlandscapeSofSRNAibindingSproteinStargetSsiteSdysregulationSrevealsSaSmajorSimpactS
onSpsychiatricSdisorderSriskjSNaturerGeneticshS2021hSqohSmrrimso 36.3 10

14 SpatialStranscriptionalSmappingSofStheShumanSnephrogenicSprogramjSDevelopmentalrCellhS2021hSqrhSnotminoutjer10.2 8

13 DecodingSdiseasevSfromSgenomesStoSnetworksStoSphenotypesjSNaturerReviewsrGeneticshS2021hSnnhSsspisul30.1 7

12 SpatialSTranscriptionalSMappingSofStheSHumanSNephrogenicSProgram 6

11 TissueispecificSenhancerSfunctionalSnetworksSforSassociatingSdistalSregulatorySregionsStoSdiseasejS
CellrSystemshS2021hSmnhSoqoiornjer 10.6 6

10 GIANTSAPIvSanSapplicationSprogrammingSinterfaceSforSfunctionalSgenomicsjSNucleicrAcidsrResearchhS
2016hSpphSWqtsiun 20.1 2

9 SARSiCoVinSreceptorSnetworksSinSdiabeticSandSCOVIDimuSassociatedSkidneySdiseaseS2020hS 2

8 GenomeiwideScharacterizationSofSgeneticSandSfunctionalSdysregulationSinSautismSspectrumSdisorder 2

7 ModelingStranscriptionalSregulationSofSmodelSspeciesSwithSdeepSlearningjSGenomerResearchhS2021hS
omhSmlusimmlq 9.7 2

6 InterpretationSofSanSindividualSfunctionalSgenomicsSexperimentSguidedSbySmassiveSpublicSdatajS
NaturerMethodshS2018hSmqhSmlpuimlqn 21.6 2

5 ASsequenceibasedSglobalSmapSofSregulatorySactivitySforSdecipheringShumanSgenetics 2

4 MarkerSpanelsSforSgenealogyibasedSmappinghSbreedSdemographicshSandSinferenceiofiancestrySinStheS
dogjSAnimalrBiotechnologyhS2012hSnohSnpmiqn 1.4 1
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3 TribevSTheScollaborativeSplatformSforSreproducibleSwebibasedSanalysisSofSgeneSsets 1

2 DeepArkvSmodelingScisiregulatoryScodesSofSmodelSspeciesSwithSdeepSlearning 1

1 MachineSlearningSmethodsStoSmodelSmulticellularScomplexitySandStissueSspecificityjSNaturerReviewsr
MaterialshS2021hSrhSsmsisnu 73.3 0

Aaron K Wong

4


