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j Paper IF Citations

350 –ncz–csKplasmidsKpotentiallyKfacilitateKaKhorizontalKflowKofKantibioticKresistanceKgenesKtoKpathogensK
inKmicrobialKcommunitiesKofKurbanKresidentialKsewageYYKMolecularbEcologyWK2022WK 5.7 2

349 srtificialKselectionKofKstableKrhizosphereKmicrobiotaKleadsKtoKheritableKplantKphenotypeKchangesYK
EcologybLettersWK2022WKdgWKcjkXdbc 10 0

348 vecipheringKbacteriaKassociatedKwithKaKpreXparasiticKstageKofKtheKrootXknotKnematodeKβeloidogyneK
haplaKinKnematoXsuppressiveKandKnematoXconduciveKsoilsYKAppliedbSoilbEcologyWK2022WKcidWKcbfeff 5 1

347 yenomeKbinningKofKviralKentitiesKfromKbulkKmetagenomicsKdataYYKNaturebCommunicationsWK2022WKceWKkhg 17.4 3

346
βetabolicKProfilingKofK–nterspeciesK–nteractionsKvuringKSessileKtacterialKuultivationKRevealsKyrowthK
andKSporulationK–nductionKinKinKResponseKtoKYYKFrontiersbinbCellularbandbInfectionbMicrobiologyWK2022WK
cdWKjbgfie

5.9

345 –mportanceKofKsubstrateKqualityKandKclayKcontentKonKmicrobialKextracellularKpolymericKsubstancesK
productionKandKaggregateKstabilityKinKsoilsYKBiologybandbFertilitybofbSoilsWK2022WKgjWKfegXfgi 6.1 0

344 uriticalKsssessmentKofKβetagenomeK–nterpretationlKtheKsecondKroundKofKchallengesYYKNatureb
MethodsWK2022WK 21.6 14

343 –mpactKofKintensiveKlifestyleKinterventionKonKgutKmicrobiotaKcompositionKinKtypeKdKdiabeteslKaK
analysisKofKaKrandomizedKclinicalKtrialYYKGutbMicrobesWK2022WKcfWKdbbgfbi 8.8 0

342
sKnovelKandKaffordableKbioaugmentationKstrategyKwithKmicrobialKextractsKtoKaccelerateKtheK
biodegradationKofKemergingKcontaminantsKinKdifferentKmediaYYKSciencebofbthebTotalbEnvironmentWK
2022WKcggdef

10.2 1

341
αongKrangeKPuRKrevealsKtheKgeneticKcargoKofK–ncPXcKplasmidsKinKtheKcomplexKmicrobialKcommunityK
ofKanKonXfarmKbiopurificationKsystemKtreatingKpesticideKcontaminatedKwastewaterYKAppliedbandb
EnvironmentalbMicrobiologyWK2021WKswβbchfjdc

4.8

340 NeonatalKmetabolomeKofKcesareanKsectionKandKriskKofKchildhoodKasthmaYKEuropeanbRespiratoryb
JournalWK2021WK 13.6 4

339 wmergentKbacterialKcommunityKpropertiesKinduceKenhancedKdroughtKtoleranceKinKsrabidopsisYKNpjb
BiofilmsbandbMicrobiomesWK2021WKiWKjd 8.2 4

338 troadKvisseminationKofKPlasmidsKacrossKyroundwaterXxedKRapidKSandKxilterKβicrobiomesYKMBioWK
2021WKebebhjdc 7.8 1

337 UnexpectedKdiversityKamongKsmallXscaleKsampleKreplicatesKofKdefinedKplantKrootKcompartmentsYK
ISMEbJournalWK2021WK 11.9 1

336 uR–SPRXuasKsystemsKareKwidespreadKaccessoryKelementsKacrossKbacterialKandKarchaealKplasmidsYK
NucleicbAcidsbResearchWK2021WK 20.1 6

335 wβtRsuwXWsTwRSKstatementlKRecommendationsKforKreportingKofKstudiesKonKantimicrobialK
resistanceKinKwastewaterKandKrelatedKaquaticKenvironmentsYKOnebHealthWK2021WKceWKcbbeek 7.6 2

334 TheKtreasureKinsideKbarleyKseedslKmicrobialKdiversityKandKplantKbeneficialKbacteriaYKEnvironmentalb
MicrobiomesWK2021WKchWKdb 5.6 6
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333 UrbanizedKmicrobiotaKinKinfantsWKimmuneKconstitutionWKandKlaterKriskKofKatopicKdiseasesYKJournalbofb
AllergybandbClinicalbImmunologyWK2021WKcfjWKdefXdfe 11.5 11

332 TemporalKoralKmicrobiomeKchangesKwithKbrushingKinKchildrenKwithKcleftKlipKandKpalateYKHeliyonWK2021
WKiWKebhgce 3.6 0

331
TheKsirwayKβicrobiotaKβodulatesKwffectKofKszithromycinKTreatmentKforKwpisodesKofKRecurrentK
ssthmaXlikeKSymptomsKinKPreschoolKuhildrenlKsKRandomizedKulinicalKTrialYKAmericanbJournalbofb
RespiratorybandbCriticalbCarebMedicineWK2021WKdbfWKcfkXcgj

10.2 9

330
wxtendedXSpectrumK˛†XαactamaseKandKuarbapenemaseKyenesKareKSubstantiallyKandKSequentiallyK
ReducedKduringKuonveyanceKandKTreatmentKofKUrbanKSewageYKEnvironmentalbSciencebhamp;b
TechnologyWK2021WKggWKgkekXgkfk

10.3 3

329 αeadKvrivesKuomplexKvynamicsKofKaKuonjugativeKPlasmidKinKaKtacterialKuommunityYKFrontiersbinb
MicrobiologyWK2021WKcdWKhggkbe 5.7 0

328 TheKinfantKgutKresistomeKassociatesKwith´ wYKcoliWKenvironmentalKexposuresWKgutKmicrobiomeK
maturityWKandKasthmaXassociatedKbacterialKcompositionYKCellbHostbandbMicrobeWK2021WKdkWKkigXkjiYef 23.4 14

327 ®inKdiscriminationKpromotesKhorizontalKgeneKtransferKbetweenKunrelatedKstrainsKinKtacillusKsubtilisYK
NaturebCommunicationsWK2021WKcdWKefgi 17.4 7

326 βetagenomicKanalysisKofKaKkeratinXdegradingKbacterialKconsortiumKprovidesKinsightKintoKtheK
keratinolyticKmechanismsYKSciencebofbthebTotalbEnvironmentWK2021WKihcWKcfedjc 10.2 9

325 TheKinitialKinoculationKratioKregulatesKbacterialKcocultureKinteractionsKandKmetabolicKcapacityYKISMEb
JournalWK2021WKcgWKdkXfb 11.9 12

324 βodelingKtransferKofKvaginalKmicrobiotaKfromKmotherKtoKinfantKinKearlyKlifeYKELifeWK2021WKcbWK 8.9 10

323 TheKeffectKofKearlyKprobioticKexposureKonKtheKpretermKinfantKgutKmicrobiomeKdevelopmentYKGutb
MicrobesWK2021WKceWKckgccce 8.8 3

322 βicrobialKcommunityKanalysisKofKsoilsKunderKdifferentKsoybeanKcroppingKregimesKinKtheKsrgentineanK
southXeasternKzumidKPampasYKFEMSbMicrobiologybEcologyWK2021WKkiWK 4.3 2

321 αargeXscaleKassociationKanalysesKidentifyKhostKfactorsKinfluencingKhumanKgutKmicrobiomeK
compositionYKNaturebGeneticsWK2021WKgeWKcghXchg 36.3 80

320 ReducedKtillageWKcoverKcropsKandKorganicKamendmentsKaffectKsoilKmicrobiotaKandKimproveKsoilK
healthKinKUruguayanKvegetableKfarmingKsystemsYKFEMSbMicrobiologybEcologyWK2021WKkiWK 4.3 3

319 TillageKshapesKtheKsoilKandKrhizosphereKmicrobiomeKofKbarleyXbutKnotKitsKsusceptibilityKtowardsK
tlumeriaKgraminisKfYKspYKhordeiYKFEMSbMicrobiologybEcologyWK2021WKkiWK 4.3 5

318 –dentificationKofKteneficialKβicrobialKuonsortiaKandKtioactiveKuompoundsKwithKPotentialKasKPlantK
tiostimulantsKforKaKSustainableKsgricultureYKMicroorganismsWK2021WKkWK 4.9 9

317 sKcommunityKresourceKforKpairedKgenomicKandKmetabolomicKdataKminingYKNaturebChemicalbBiologyWK
2021WKciWKeheXehj 11.7 32

316 RootKexposureKtoKappleKreplantKdiseaseKsoilKtriggersKlocalKdefenseKresponseKandKrhizoplaneK
microbiomeKdysbiosisYKFEMSbMicrobiologybEcologyWK2021WKkiWK 4.3 7

(2021-2021)
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315 vistinctKrhizomicrobiotaKassemblagesKandKplantKperformanceKinKlettuceKgrownKinKsoilsKwithK
differentKagriculturalKmanagementKhistoriesYKFEMSbMicrobiologybEcologyWK2021WKkiWK 4.3 2

314 uomparativeKanalysisKofKtheKalveolarKmicrobiomeKinKuOPvWKwuOPvWKSarcoidosisWKandK–αvKpatientsKtoK
identifyKrespiratoryKillnessesKspecificKmicrobialKsignaturesYKScientificbReportsWK2021WKccWKekhe 4.9 12

313 –mportanceKofKmicrobialKcommunitiesKatKtheKrootXsoilKinterfaceKforKextracellularKpolymericK
substancesKandKsoilKaggregationKinKsemiaridKgrasslandsYKSoilbBiologybandbBiochemistryWK2021WKcgkWKcbjebc7.5 2

312 SpatialKanalysisKofKtheKrootKsystemKcoupledKtoKmicrobialKcommunityKinoculationKshedKlightKonK
rhizosphereKbacterialKcommunityKassemblyYKBiologybandbFertilitybofbSoilsWK2021WKgiWKkieXkjk 6.1 0

311 βetagenomicKevidenceKforKcoXoccurrenceKofKantibioticWKbiocideKandKmetalKresistanceKgenesKinKpigsYK
EnvironmentbInternationalWK2021WKcgjWKcbhjkk 12.9 4

310 uR–SPRuasTyperlKsutomatedK–dentificationWKsnnotationWKandKulassificationKofKuR–SPRXuasKαociYK
CRISPRbJournalWK2020WKeWKfhdXfhk 2.5 26

309 viscoveryKofKmultipleKantiXuR–SPRsKhighlightsKantiXdefenseKgeneKclusteringKinKmobileKgeneticK
elementsYKNaturebCommunicationsWK2020WKccWKghgd 17.4 24

308 βetalXinducedKbacterialKinteractionsKpromoteKdiversityKinKriverXsedimentKmicrobiomesYKFEMSb
MicrobiologybEcologyWK2020WKkhWK 4.3 6

307 wcologicalKsuccessionKinKtheKvaginalKmicrobiotaKduringKpregnancyKandKbirthYKISMEbJournalWK2020WKcfWKdedgXdeeg11.9 18

306 uompatibilityKofKXXrayKcomputedKtomographyKwithKplantKgeneKexpressionWKrhizosphereKbacterialK
communitiesKandKenzymeKactivitiesYKJournalbofbExperimentalbBotanyWK2020WKicWKghbeXghcf 7 12

305
ProkaryoticKuommunityKuompositionKandKwxtracellularKPolymericKSubstancesKsffectKSoilK
βicroaggregationKinKuarbonateKuontainingKSemiaridKyrasslandsYKFrontiersbinbEnvironmentalbScienceWK
2020WKjWK

4.8 9

304 SalmonellaKpersistenceKinKsoilKdependsKonKreciprocalKinteractionsKwithKindigenousKmicroorganismsYK
EnvironmentalbMicrobiologyWK2020WKddWKdhekXdhgd 5.2 12

303 szoKdyingKofK˛–XkeratinKmaterialKimprovesKmicrobialKkeratinaseKscreeningKandKstandardizationYK
MicrobialbBiotechnologyWK2020WKceWKkjfXkkh 6.3 5

302 uomparisonKofKantibioticXresistantKbacteriaKandKantibioticKresistanceKgenesKabundanceKinKhospitalK
andKcommunityKwastewaterlKsKsystematicKreviewYKSciencebofbthebTotalbEnvironmentWK2020WKifeWKcfbjbf 10.2 36

301 PrenatalKdietaryKsupplementsKinfluenceKtheKinfantKairwayKmicrobiotaKinKaKrandomizedKfactorialK
clinicalKtrialYKNaturebCommunicationsWK2020WKccWKfdh 17.4 13

300 uommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaYKPLoSbONEWK
2020WKcgWKebddjcbj 3.7 11

299 PlasmidsKpersistKinKaKmicrobialKcommunityKbyKprovidingKfitnessKbenefitKtoKmultipleKphylotypesYKISMEb
JournalWK2020WKcfWKccibXccjc 11.9 23

298 TypeK–VKuR–SPRXuasKsystemsKareKhighlyKdiverseKandKinvolvedKinKcompetitionKbetweenKplasmidsYK
NucleicbAcidsbResearchWK2020WKfjWKdbbbXdbcd 20.1 57
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297 –nterspecificKinteractionsKinKdualXspeciesKbiofilmsKofKsoilKbacterialKeffectsKofKfertilizationKpracticesYK
JournalbofbSoilsbandbSedimentsWK2020WKdbWKcfkfXcgbc 3.4 4

296 wxploringKmicrobialKdeterminantsKofKappleKreplantKdiseaseKSsRvTlKaKmicrohabitatKapproachKunderK
splitXrootKdesignYKFEMSbMicrobiologybEcologyWK2020WKkhWK 4.3 7

295 wpigeneticKlandscapeKlinksKupperKairwayKmicrobiotaKinKinfancyKwithKallergicKrhinitisKatKhKyearsKofKageYK
JournalbofbAllergybandbClinicalbImmunologyWK2020WKcfhWKcegjXcehh 11.5 14

294 uompostedKSewageKSludgeK–nfluencesKtheKβicrobiomeKandKPersistenceKofKzumanKPathogensKinK
SoilYKMicroorganismsWK2020WKjWK 4.9 8

293 veliveryKmodeKandKgutKmicrobialKchangesKcorrelateKwithKanKincreasedKriskKofKchildhoodKasthmaYK
SciencebTranslationalbMedicineWK2020WKcdWK 17.5 33

292 wnvironmentalKshapingKofKtheKbacterialKandKfungalKcommunityKinKinfantKbedKdustKandKcorrelationsK
withKtheKairwayKmicrobiotaYKMicrobiomeWK2020WKjWKccg 16.6 10

291 RhizosphereKmicrobialKcommunitiesKassociatedKtoKroseKreplantKdiseaselKlinksKtoKplantKgrowthKandK
rootKmetabolitesYKHorticulturebResearchWK2020WKiWKcff 7.7 9

290 TheKmicrobiomeKofKcaptiveKhamadryasKbaboonsYKAnimalbMicrobiomeWK2020WKdWKdg 4.1 2

289 PersistenceKandKprogressionKofKstaphylococcalKinfectionKinKtheKpresenceKofKpublicKgoodsYKNpjb
BiofilmsbandbMicrobiomesWK2020WKhWKgg 8.2 1

288 UnravellingKplasmidomeKdistributionKandKinteractionKwithKitsKhostingKmicrobiomeYKEnvironmentalb
MicrobiologyWK2020WKddWKedXff 5.2 7

287 SelectionKandKpropagationKofK–ncPKconjugativeKplasmidsKfollowingKlongXtermKanthropogenicKmetalK
pollutionKinKriverKsedimentsYKJournalbofbHazardousbMaterialsWK2020WKejdWKcdccie 12.8 6

286 –mpactKofKαongXTermKOrganicKandKβineralKxertilizationKonKRhizosphereKβetabolitesWKRootXβicrobialK
–nteractionsKandKPlantKzealthKofKαettuceYKFrontiersbinbMicrobiologyWK2020WKccWKgkiifg 5.7 6

285 uommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKcgWKebddjcbj

284 uommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKcgWKebddjcbj

283 uommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKcgWKebddjcbj

282 uommunityXintrinsicKpropertiesKenhanceKkeratinKdegradationKfromKbacterialKconsortiaK2020WKcgWKebddjcbj

281 –nterspeciesKinteractionsKreduceKselectionKforKaKbiofilmKoptimizedKvariantKinKaKfourXspeciesKbiofilmK
modelYKEnvironmentalbMicrobiologyWK2019WK 5.2 1

280 vecipheringKlinksKbetweenKbacterialKinteractionsKandKspatialKorganizationKinKmultispeciesKbiofilmsYK
ISMEbJournalWK2019WKceWKebgfXebhh 11.9 28

(2019-2020)
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279 PriorityKofKwarlyKuolonizersKbutKNoKwffectKonKuohabitantsKinKaKSynergisticKtiofilmKuommunityYK
FrontiersbinbMicrobiologyWK2019WKcbWKckfk 5.7 6

278 βanureKandKvoxycyclineKsffectKtheKtacterialKuommunityKandK–tsKResistomeKinKαettuceKRhizosphereK
andKtulkKSoilYKFrontiersbinbMicrobiologyWK2019WKcbWKidg 5.7 20

277 wffectKofKlongXtermKorganicKandKmineralKfertilizationKstrategiesKonKrhizosphereKmicrobiotaK
assemblageKandKperformanceKofKlettuceYKEnvironmentalbMicrobiologyWK2019WKdcWKdfdhXdfek 5.2 22

276 vifferentKvegreesKofKNicheKvifferentiationKforKtacteriaWKxungiWKandKβyxomycetesKWithinKanK
wlevationalKTransectKinKtheKyermanKslpsYKMicrobialbEcologyWK2019WKijWKihfXijb 4.4 8

275 TheKscentKofKsymbiosislKgutKbacteriaKmayKaffectKsocialKinteractionsKinKleafXcuttingKantsYKAnimalb
BehaviourWK2019WKcgbWKdekXdgf 2.8 19

274 xateKofKuβYXdXwncodingKPlasmidsK–ntroducedKintoKtheKzumanKxecalKβicrobiotaKbyKwxogenousYK
AntimicrobialbAgentsbandbChemotherapyWK2019WKheWK 5.9 10

273 zeavyKmetalKexposureKcausesKchangesKinKtheKmetabolicKhealthXassociatedKgutKmicrobiomeKandK
metabolitesYKEnvironmentbInternationalWK2019WKcdhWKfgfXfhi 12.9 69

272 tacterialKcommunityKanalysisKforKinvestigatingKbacterialKtransferKfromKtonsilsKtoKtheKpigKcarcassYK
InternationalbJournalbofbFoodbMicrobiologyWK2019WKdkgWKjXcj 5.8 8

271 uonstructionKofKSimplifiedKβicrobialKuonsortiaKtoKvegradeKRecalcitrantKβaterialsKtasedKonK
wnrichmentKandKvilutionXtoXwxtinctionKuulturesYKFrontiersbinbMicrobiologyWK2019WKcbWKebcb 5.7 24

270 smpliconKsequencingKprovidesKmoreKaccurateKmicrobiomeKinformationKinKhealthyKchildrenK
comparedKtoKculturingYKCommunicationsbBiologyWK2019WKdWKdkc 6.7 29

269 TheKneedleKmycobiomeKofKPiceaKglaucaKâ��KsKdynamicKsystemKreflectingKsurroundingKenvironmentK
andKtreeKphenologicalKtraitsYKFungalbEcologyWK2019WKfcWKciiXcjh 4.1 9

268 –mprovementKofKpesticideKremovalKinKcontaminatedKmediaKusingKaqueousKextractsKfromK
contaminatedKbiopurificationKsystemsYKSciencebofbthebTotalbEnvironmentWK2019WKhkcWKifkXigk 10.2 10

267 QuantitativeKxlowKuytometryKtoKUnderstandKPopulationKzeterogeneityKinKResponseKtoKuhangesKinK
SubstrateKsvailabilityKinKandKuhemostatsYKFrontiersbinbBioengineeringbandbBiotechnologyWK2019WKiWKcji 5.8 16

266 –nterspeciesKinteractionsKreduceKselectionKforKaKbiofilmXoptimizedKvariantKinKaKfourXspeciesKbiofilmK
modelYKEnvironmentalbMicrobiologybReportsWK2019WKccWKjegXjek 3.7 4

265 –nfantKairwayKmicrobiotaKandKtopicalKimmuneKperturbationsKinKtheKoriginsKofKchildhoodKasthmaYK
NaturebCommunicationsWK2019WKcbWKgbbc 17.4 52

264 tiocontrolKofKtacterialKWiltKviseaseKThroughKuomplexK–nteractionKtetweenKTomatoKPlantWK
sntagonistsWKtheK–ndigenousKRhizosphereKβicrobiotaWKandYKFrontiersbinbMicrobiologyWK2019WKcbWKdjeg 5.7 32

263 TheKeffectKofKacetateKonKpopulationKheterogeneityKinKdifferentKcellularKcharacteristicsKofK
wscherichiaKcoliKinKaerobicKbatchKculturesYKBiotechnologybProgressWK2019WKegWKedikh 2.8 4

262 vNsXKandKRNsXS–PKRevealKsppYKasK®eyKvriversKofKNitrificationKinKyroundwaterXxedKtiofiltersYKMBioWK
2019WKcbWK 7.8 18
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261 TailingsKmicrobialKcommunityKprofileKandKpredictionKofKitsKfunctionalityKinKbasinsKofKtungstenKmineYK
ScientificbReportsWK2019WKkWKckgkh 4.9 14

260 –ntraXKandKinterXfieldKdiversityKofKdWfXdichlorophenoxyaceticKacidXdegradativeKplasmidsKandKtheirKtfdK
catabolicKgenesKinKriceKfieldsKofKtheKβekongKdeltaKinKVietnamYKFEMSbMicrobiologybEcologyWK2019WKkgWK 4.3 1

259 –mpactKofKlongXtermKagriculturalKmanagementKpracticesKonKsoilKprokaryoticKcommunitiesYKSoilb
BiologybandbBiochemistryWK2019WKcdkWKciXdj 7.5 59

258 SoilKamendmentKwithKsewageKsludgeKaffectsKsoilKprokaryoticKcommunityKcompositionWKmobilomeK
andKresistomeYKFEMSbMicrobiologybEcologyWK2019WKkgWK 4.3 6

257
tulkKsoilKandKmaizeKrhizosphereKresistanceKgenesWKmobileKgeneticKelementsKandKmicrobialK
communitiesKareKdifferentlyKimpactedKbyKorganicKandKinorganicKfertilizationYKFEMSbMicrobiologyb
EcologyWK2018WKkfWK

4.3 19

256 NutrientKxortificationKofKzumanKvonorKβilkKsffectsK–ntestinalKxunctionKandKProteinKβetabolismKinK
PretermKPigsYKJournalbofbNutritionWK2018WKcfjWKeehXefi 4.1 20

255 βicroXscaleKintermixinglKaKrequisiteKforKstableKandKsynergisticKcoXestablishmentKinKaKfourXspeciesK
biofilmYKISMEbJournalWK2018WKcdWKckfbXckgc 11.9 24

254 wstimatingKtheKTransferKRangeKofKPlasmidsKwncodingKsntimicrobialKResistanceKinKaKWastewaterK
TreatmentKPlantKβicrobialKuommunityYKEnvironmentalbSciencebandbTechnologybLettersWK2018WKgWKdhbXdhg 11 59

253
xluorescenceKRecoveryKsllowsKtheK–mplementationKofKaKxluorescenceKReporterKyeneKPlatformK
spplicableKforKtheKvetectionKandKQuantificationKofKzorizontalKyeneKTransferKinKsnoxicK
wnvironmentsYKAppliedbandbEnvironmentalbMicrobiologyWK2018WKjfWK

4.8 10

252 SoilKbacteriaKshowKdifferentKtoleranceKrangesKtoKanKunprecedentedKdisturbanceYKBiologybandb
FertilitybofbSoilsWK2018WKgfWKcjkXdbd 6.1 19

251 βicrobialKviversityKandKPutativeKOpportunisticKPathogensKinKvishwasherKtiofilmKuommunitiesYK
AppliedbandbEnvironmentalbMicrobiologyWK2018WKjfWK 4.8 31

250 βaturationKofKtheKgutKmicrobiomeKandKriskKofKasthmaKinKchildhoodYKNaturebCommunicationsWK2018WKkWKcfc17.4 216

249
–nvestigationKofKtheKbacteriophageKcommunityKinKinducedKlysatesKofKundefinedKmesophilicK
mixedXstrainKvαXculturesKusingKclassicalKandKmetagenomicKapproachesYKInternationalbJournalbofbFoodb
MicrobiologyWK2018WKdidWKhcXid

5.8 2

248 RifaximinKhasKminorKeffectsKonKbacterialKcompositionWKinflammationWKandKbacterialKtranslocationKinK
cirrhosislKsKrandomizedKtrialYKJournalbofbGastroenterologybandbHepatologybjAustraliakWK2018WKeeWKebiXecf 4 34

247 αongXtermKindustrialKmetalKcontaminationKunexpectedlyKshapedKdiversityKandKactivityKresponseKofK
sedimentKmicrobiomeYKJournalbofbHazardousbMaterialsWK2018WKeffWKdkkXebi 12.8 52

246
yeneticKbarcodingKofKdarkXsporedKmyxomycetesKSsmoebozoaTX–dentificationWKevaluationKandK
applicationKofKaKsequenceKsimilarityKthresholdKforKspeciesKdifferentiationKinKNySKstudiesYKMolecularb
EcologybResourcesWK2018WKcjWKebhXecj

8.4 19

245 βicrobialKindicatorsKforKsoilKqualityYKBiologybandbFertilitybofbSoilsWK2018WKgfWKcXcb 6.1 189

244 sKcultureXindependentKmethodKforKstudyingKtransferKofK–nc–cKplasmidsKfromKwildXtypeKwscherichiaK
coliKinKcomplexKmicrobialKcommunitiesYKJournalbofbMicrobiologicalbMethodsWK2018WKcgdWKcjXdh 2.8 2

(2018-2019)
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243 TheKbacterialKmicrobiotaKinKfirstXvoidKurineKfromKmenKwithKandKwithoutKidiopathicKurethritisYKPLoSb
ONEWK2018WKceWKebdbcejb 3.7 18

242 SynergisticK–nteractionsKinKβicrobialKtiofilmsKxacilitateKtheKwstablishmentKofKOpportunisticK
PathogenicKxungiKinKzouseholdKvishwashersYKFrontiersbinbMicrobiologyWK2018WKkWKdc 5.7 25

241 zowKβicrobialKsggregatesKProtectKagainstKNanoparticleKToxicityYKTrendsbinbBiotechnologyWK2018WKehWKccicXccjd15.1 81

240 βonitoringKplasmidXmediatedKhorizontalKgeneKtransferKinKmicrobiomeslKrecentKadvancesKandKfutureK
perspectivesYKPlasmidWK2018WKkkWKghXhi 3.3 33

239 snKintriguingKrelationshipKbetweenKtheKcyclicKdiguanylateKsignalingKsystemKandKhorizontalKgeneK
transferYKISMEbJournalWK2018WKcdWKdeebXdeef 11.9 16

238 tacterialKsocialKinteractionsKandKtheKemergenceKofKcommunityXintrinsicKpropertiesYKCurrentbOpinionb
inbMicrobiologyWK2018WKfdWKcbfXcbk 7.9 44

237 coagulasesKareKexploitableKyetKstableKpublicKgoodsKinKclinicallyKrelevantKconditionsYKProceedingsbofb
thebNationalbAcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2018WKccgWKwcciicXwcciik 11.5 5

236 StabilityKandKresilienceKofKtheKintestinalKmicrobiotaKinKchildrenKinKdaycareKXKaKcdKmonthKcohortKstudyYK
BMCbMicrobiologyWK2018WKcjWKdde 4.5 10

235 αongXtermKsoilKmetalKexposureKimpairedKtemporalKvariationKinKmicrobialKmetatranscriptomesKandK
enrichedKactiveKphagesYKMicrobiomeWK2018WKhWKdde 16.6 20

234 xreeXαivingKNematodesKTogetherKWithKsssociatedKβicrobesKPlayKanKwssentialKRoleKinKsppleKReplantK
viseaseYKFrontiersbinbPlantbScienceWK2018WKkWKchhh 6.2 16

233 ShortXKandKlongXtermKimpactsKofKazithromycinKtreatmentKonKtheKgutKmicrobiotaKinKchildrenlKsK
doubleXblindWKrandomizedWKplaceboXcontrolledKtrialYKEBioMedicineWK2018WKejWKdhgXdid 8.8 37

232 uhangesKinKrumenKbacterialKandKarchaealKcommunitiesKoverKtheKtransitionKperiodKinKprimiparousK
zolsteinKdairyKcowsYKJournalbofbDairybScienceWK2018WKcbcWKkjfiXkjhd 4 19

231 wnrichmentKandKcharacterizationKofKanKenvironmentalKmicrobialKconsortiumKdisplayingKefficientK
keratinolyticKactivityYKBioresourcebTechnologyWK2018WKdibWKebeXecb 11 29

230 wnhancedKbacterialKmutualismKthroughKanKevolvedKbiofilmKphenotypeYKISMEbJournalWK2018WKcdWKdhbjXdhcj11.9 19

229 αowXabundantKspeciesKfacilitatesKspecificKspatialKorganizationKthatKpromotesKmultispeciesKbiofilmK
formationYKEnvironmentalbMicrobiologyWK2017WKckWKdjkeXdkbg 5.2 38

228 slterationsKofKtheKmurineKgutKmicrobiomeKinKallergicKairwayKdiseaseKareKindependentKofKsurfactantK
proteinKvYKHeliyonWK2017WKeWKebbdhd 3.6 5

227 WholeXyenomeKSequenceKofKw®bbiXRyfWKaKPromisingKtiocontrolKsgentKagainstKaKtroadKRangeKofK
tacteriaWK–ncludingKtheKxireKtlightKtacteriumYKGenomebAnnouncementsWK2017WKgWK 1

226 sutogenicKsuccessionKandKdeterministicKrecoveryKfollowingKdisturbanceKinKsoilKbacterialK
communitiesYKScientificbReportsWK2017WKiWKfghkc 4.9 50

Sˆ‚renøJøSˆ‚rensen
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225 vecipheringKconjugativeKplasmidKpermissivenessKinKwastewaterKmicrobiomesYKMolecularbEcologyWK
2017WKdhWKegghXegic 5.7 41

224 –tKisKelementallKsoilKnutrientKstoichiometryKdrivesKbacterialKdiversityYKEnvironmentalbMicrobiologyWK
2017WKckWKccihXccjj 5.2 154

223 uriticalKsssessmentKofKβetagenomeK–nterpretationXaKbenchmarkKofKmetagenomicsKsoftwareYK
NaturebMethodsWK2017WKcfWKcbheXcbic 21.6 412

222 uommunityKstructureKofKtheKmetabolicallyKactiveKrumenKbacterialKandKarchaealKcommunitiesKofKdairyK
cowsKoverKtheKtransitionKperiodYKPLoSbONEWK2017WKcdWKebcjijgj 3.7 20

221 βicrobiomesKassociatedKwithKinfectiveKstagesKofKrootXknotKandKlesionKnematodesKinKsoilYKPLoSbONEWK
2017WKcdWKebciicfg 3.7 49

220 –nKsituKmetabolomicXKandKtranscriptomicXprofilingKofKtheKhostXassociatedKcyanobacteriaKProchloronK
andKscaryochlorisKmarinaYKISMEbJournalWK2017WK 11.9 6

219 SynergisticK–nteractionsKwithinKaKβultispeciesKtiofilmKwnhanceK–ndividualKSpeciesKProtectionKagainstK
yrazingKbyKaKPelagicKProtozoanYKFrontiersbinbMicrobiologyWK2017WKjWKdhfk 5.7 28

218 sntagonismKcorrelatesKwithKmetabolicKsimilarityKinKdiverseKbacteriaYKProceedingsbofbthebNationalb
AcademybofbSciencesbofbthebUnitedbStatesbofbAmericaWK2017WKccfWKcbhjfXcbhjj 11.5 74

217 ResponseKofKtheKbacterialKcommunityKinKanKonXfarmKbiopurificationKsystemWKtoKwhichKdiverseK
pesticidesKareKintroducedKoverKanKagriculturalKseasonYKEnvironmentalbPollutionWK2017WKddkWKjgfXjhd 9.3 25

216
βetagenomicKsnalysisKofKvairyKtacteriophageslKwxtractionKβethodKandKPilotKStudyKonKWheyK
SamplesKverivedKfromKUsingKUndefinedKandKvefinedKβesophilicKStarterKuulturesYKAppliedbandb
EnvironmentalbMicrobiologyWK2017WKjeWK

4.8 13

215 sKmetaXproteomicsKapproachKtoKstudyKtheKinterspeciesKinteractionsKaffectingKmicrobialKbiofilmK
developmentKinKaKmodelKcommunityYKScientificbReportsWK2017WKiWKchfje 4.9 35

214 βetalKstressorsKconsistentlyKmodulateKbacterialKconjugalKplasmidKuptakeKpotentialKinKaK
phylogeneticallyKconservedKmannerYKISMEbJournalWK2017WKccWKcgdXchg 11.9 68

213 vistinctKgeneKexpressionKprofileKofKXanthomonasKretroflexusKengagedKinKsynergisticKmultispeciesK
biofilmKformationYKISMEbJournalWK2017WKccWKebbXebe 11.9 35

212 sKpostXplanktonicKeraKofKinKvitroKinfectiousKmodelslKissuesKandKchangesKaddressedKbyKaKclinicallyK
relevantKwoundKlikeKmediaYKCriticalbReviewsbinbMicrobiologyWK2017WKfeWKfgeXfhg 7.8 13

211 uomparativeKyenomicKsnalysisKRevealsKwcologicalKvifferentiationKinKtheKyenusYKFrontiersbinb
MicrobiologyWK2017WKjWKegi 5.7 17

210 wffectsKofKSoilKPreXTreatmentKwithKtasamid´fiKyranulesWKWKandKonKtacterialKandKxungalKuommunitiesK
atKTwoKsppleKReplantKviseaseKSitesYKFrontiersbinbMicrobiologyWK2017WKjWKchbf 5.7 38

209 αegacyKwffectsKonKtheKRecoveryKofKSoilKtacterialKuommunitiesKfromKwxtremeKTemperatureK
PerturbationYKFrontiersbinbMicrobiologyWK2017WKjWKcjed 5.7 54

208 sKnovelKbaitingKmicrocosmKapproachKusedKtoKidentifyKtheKbacterialKcommunityKassociatedKwithK
PenicilliumKbilaiiKhyphaeKinKsoilYKPLoSbONEWK2017WKcdWKebcjicch 3.7 12

(2017-2017)

9



207 viverseKgeneKfunctionsKinKaKsoilKmobilomeYKSoilbBiologybandbBiochemistryWK2016WKcbcWKcigXcje 7.5 16

206 uopingKwithKcopperlKlegacyKeffectKofKcopperKonKpotentialKactivityKofKsoilKbacteriaKfollowingKaK
centuryKofKexposureYKFEMSbMicrobiologybEcologyWK2016WKkdWK 4.3 91

205 wnhancedKplasmidKlossKinKbacterialKpopulationsKexposedKtoKtheKantimicrobialKcompoundKirgasanK
deliveredKfromKinterpenetratingKpolymerKnetworkKsiliconeKhydrogelsYKPlasmidWK2016WKjiXjjWKidXij 3.3 13

204 tacterialKcommunitiesKinKtermiteKfungusKcombsKareKcomprisedKofKconsistentKgutKdepositsKandK
contributionsKfromKtheKenvironmentYKMicrobialbEcologyWK2016WKicWKdbiXdb 4.4 29

203 PlasmidKmetagenomicsKrevealsKmultipleKantibioticKresistanceKgeneKclassesKamongKtheKgutK
microbiomesKofKhospitalisedKpatientsYKJournalbofbGlobalbAntimicrobialbResistanceWK2016WKhWKgiXhh 3.4 10

202 vraftKyenomeKSequencesKofKTwoK®ocuriaK–solatesWK®YKsalsiciaKycKandK®YKrhizophilaKydWK–solatedKfromK
aKSlaughterhouseKinKvenmarkYKGenomebAnnouncementsWK2016WKfWK 1

201 uoexistenceKfacilitatesKinterspecificKbiofilmKformationKinKcomplexKmicrobialKcommunitiesYK
EnvironmentalbMicrobiologyWK2016WKcjWKdghgXif 5.2 53

200 StudyingKtacterialKβultispeciesKtiofilmslKWhereKtoKStartqYKTrendsbinbMicrobiologyWK2016WKdfWKgbeXgce 12.4 109

199 wcologicalKpatternsWKdiversityKandKcoreKtaxaKofKmicrobialKcommunitiesKinKgroundwaterXfedKrapidK
gravityKfiltersYKISMEbJournalWK2016WKcbWKddbkXdd 11.9 81

198 wxploringKtheKcomplexKresponseKtoKlinuronKofKbacterialKcommunitiesKfromKbiopurificationKsystemsK
byKmeansKofKcultivationXindependentKmethodsYKFEMSbMicrobiologybEcologyWK2016WKkdWK 4.3 16

197 tackKtoKtheKxutureKofKSoilKβetagenomicsYKFrontiersbinbMicrobiologyWK2016WKiWKie 5.7 82

196 –nterspecificKtacterialK–nteractionsKareKReflectedKinKβultispeciesKtiofilmKSpatialKOrganizationYK
FrontiersbinbMicrobiologyWK2016WKiWKcehh 5.7 92

195
TypeKeKximbriaeKwncodedKonKPlasmidsKsreKwxpressedKfromKaKUniqueKPromoterKwithoutKsffectingK
zostKβotilityWKxacilitatingKanKwxceptionalKPhenotypeKThatKwnhancesKuonjugalKPlasmidKTransferYKPLoSb
ONEWK2016WKccWKebchdekb

3.7 12

194 yenomeKSequenceKofK®ocuriaKvariansKyhK–solatedKfromKaKSlaughterhouseKinKvenmarkYKGenomeb
AnnouncementsWK2016WKfWK 2

193 αargeXscaleKbenchmarkingKrevealsKfalseKdiscoveriesKandKcountKtransformationKsensitivityKinKchSK
rRNsKgeneKampliconKdataKanalysisKmethodsKusedKinKmicrobiomeKstudiesYKMicrobiomeWK2016WKfWKhd 16.6 93

192 TheKdevelopingKhypopharyngealKmicrobiotaKinKearlyKlifeYKMicrobiomeWK2016WKfWKib 16.6 34

191 βetagenomesKprovideKvaluableKcomparativeKinformationKonKsoilKmicroeukaryotesYKResearchbinb
MicrobiologyWK2016WKchiWKfehXgb 4 28

190 yenomicKandKexoproteomicKanalysesKofKcoldXKandKalkalineXadaptedKbacteriaKrevealKanKabundanceKofK
secretedKsubtilisinXlikeKproteasesYKMicrobialbBiotechnologyWK2016WKkWKdfgXgh 6.3 6

Sˆ‚renøJøSˆ‚rensen
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189 NaturalKdecayKprocessKaffectsKtheKabundanceKandKcommunityKstructureKofKtacteriaKandKsrchaeaKinK
PiceaKabiesKlogsYKFEMSbMicrobiologybEcologyWK2016WKkdWK 4.3 37

188 VitaminKvKandKallergicKairwayKdiseaseKshapeKtheKmurineKlungKmicrobiomeKinKaKsexXspecificKmannerYK
RespiratorybResearchWK2016WKciWKcch 7.3 22

187 zighKfrequenciesKofKantibioticKresistanceKgenesKinKinfantsRKmeconiumKandKearlyKfecalKsamplesYK
JournalbofbDevelopmentalbOriginsbofbHealthbandbDiseaseWK2016WKiWKegXff 2.4 42

186 SimilarKspongeXassociatedKbacteriaKcanKbeKacquiredKviaKbothKverticalKandKhorizontalKtransmissionYK
EnvironmentalbMicrobiologyWK2015WKciWKejbiXdc 5.2 51

185 uhlorophyllKfXdrivenKphotosynthesisKinKaKcavernousKcyanobacteriumYKISMEbJournalWK2015WKkWKdcbjXcc 11.9 38

184 ShiftsKinKtheKmicrobialKcommunityKstructureKexplainKtheKresponseKofKsoilKrespirationKtoKlandXuseK
changeKbutKnotKtoKclimateKwarmingYKSoilbBiologybandbBiochemistryWK2015WKjkWKcdeXcef 7.5 49

183 –nterspeciesKinteractionsKresultKinKenhancedKbiofilmKformationKbyKcoXculturesKofKbacteriaKisolatedK
fromKaKfoodKprocessingKenvironmentYKFoodbMicrobiologyWK2015WKgcWKcjXdf 6 52

182 xacultativeKcontrolKofKmatrixKproductionKoptimizesKcompetitiveKfitnessKinKPseudomonasKaeruginosaK
PscfKbiofilmKmodelsYKAppliedbandbEnvironmentalbMicrobiologyWK2015WKjcWKjfcfXdh 4.8 47

181
βicrobialKdiversityKandKdynamicsKthroughoutKmanufacturingKandKripeningKofKsurfaceKripenedK
semiXhardKvanishKvanboKcheesesKinvestigatedKbyKcultureXindependentKtechniquesYKInternationalb
JournalbofbFoodbMicrobiologyWK2015WKdcgWKcdfXeb

5.8 23

180
–dentificationKofKtheKsmidaseKtbdsKThatK–nitiatesKtiodegradationKofKtheKyroundwaterK
βicropollutantKdWhXdichlorobenzamideKStsβTKinKsminobacterKspYKβSzcYKEnvironmentalbScienceb
hamp;bTechnologyWK2015WKfkWKccibeXce

10.3 21

179
βaizeKlinesKwithKdifferentKnitrogenKuseKefficiencyKselectKbacterialKcommunitiesKwithKdifferentK
˛†XglucosidaseXencodingKgenesKandKglucosidaseKactivityKinKtheKrhizosphereYKBiologybandbFertilitybofb
SoilsWK2015WKgcWKkkgXcbbf

6.1 31

178 –dentifyingKqualitativeKeffectsKofKdifferentKgrazingKtypesKonKbelowXgroundKcommunitiesKandK
functionKinKaKlongXtermKfieldKexperimentYKEnvironmentalbMicrobiologyWK2015WKciWKjfcXgf 5.2 17

177 troadKhostKrangeKplasmidsKcanKinvadeKanKunexpectedlyKdiverseKfractionKofKaKsoilKbacterialK
communityYKISMEbJournalWK2015WKkWKkefXfg 11.9 202

176 zighKprevalenceKofKbiofilmKsynergyKamongKbacterialKsoilKisolatesKinKcoculturesKindicatesKbacterialK
interspecificKcooperationYKISMEbJournalWK2015WKkWKjcXk 11.9 172

175 tacterialKsymbiontKsharingKinKβegalomyrmexKsocialKparasitesKandKtheirKfungusXgrowingKantKhostsYK
MolecularbEcologyWK2015WKdfWKecgcXhk 5.7 23

174 PhenotypicKvariabilityKinKbioprocessingKconditionsKcanKbeKtrackedKonKtheKbasisKofKonXlineKflowK
cytometryKandKfitsKtoKaKscalingKlawYKBiotechnologybJournalWK2015WKcbWKcechXdg 5.6 23

173 βicrobialKdiversityKinKaKpermanentlyKcoldKandKalkalineKenvironmentKinKyreenlandYKPLoSbONEWK2015WK
cbWKebcdfjhe 3.7 28

172 scromyrmexKαeafXuuttingKsntsKzaveKSimpleKyutKβicrobiotaKwithKNitrogenXxixingKPotentialYKAppliedb
andbEnvironmentalbMicrobiologyWK2015WKjcWKggdiXei 4.8 55

(2015-2016)

11



171 vraftKgenomeKsequencesKofKtwoKproteaseXproducingKstrainsKofKarsukibacteriumWKisolatedKfromKtwoK
coldKandKalkalineKenvironmentsYKGenomebAnnouncementsWK2015WKeWK 2

170
NaturalKhotKspotsKforKgainKofKmultipleKresistanceslKarsenicKandKantibioticKresistancesKinK
heterotrophicWKaerobicKbacteriaKfromKmarineKhydrothermalKventKfieldsYKAppliedbandbEnvironmentalb
MicrobiologyWK2015WKjcWKdgefXfe

4.8 32

169 uurrentKstrategiesKforKmobilomeKresearchYKFrontiersbinbMicrobiologyWK2014WKgWKigb 5.7 34

168 –nteractionsKinKmultispeciesKbiofilmslKdoKtheyKactuallyKmatterqYKTrendsbinbMicrobiologyWK2014WKddWKjfXkc 12.4 305

167 SequenceKandKcomparativeKanalysisKofKαeuconostocKdairyKbacteriophagesYKInternationalbJournalbofb
FoodbMicrobiologyWK2014WKcihWKdkXei 5.8 17

166 βercuricKreductaseKgenesKSmersTKandKmercuryKresistanceKplasmidsKinKzighKsrcticKsnowWKfreshwaterK
andKseaXiceKbrineYKFEMSbMicrobiologybEcologyWK2014WKjiWKgdXhe 4.3 46

165 βetabolicKvariabilityKinKbioprocessinglKimplicationsKofKmicrobialKphenotypicKheterogeneityYKTrendsbinb
BiotechnologyWK2014WKedWKhbjXch 15.1 73

164
ShiftsKinKabundanceKandKdiversityKofKmobileKgeneticKelementsKafterKtheKintroductionKofKdiverseK
pesticidesKintoKanKonXfarmKbiopurificationKsystemKoverKtheKcourseKofKaKyearYKAppliedbandb
EnvironmentalbMicrobiologyWK2014WKjbWKfbcdXdb

4.8 48

163 αossKofKmicrobialKdiversityKinKsoilsKisKcoincidentKwithKreductionsKinKsomeKspecializedKfunctionsYK
EnvironmentalbMicrobiologyWK2014WKchWKdfbjXdb 5.2 164

162 SequentiallyKaeratedKmembraneKbiofilmKreactorsKforKautotrophicKnitrogenKremovallKmicrobialK
communityKcompositionKandKdynamicsYKMicrobialbBiotechnologyWK2014WKiWKedXfe 6.3 36

161 RapidKTaqβanXbasedKquantificationKofKchlorophyllKdXcontainingKcyanobacteriaKinKtheKgenusK
scaryochlorisYKAppliedbandbEnvironmentalbMicrobiologyWK2014WKjbWKedffXk 4.8 5

160
wxploringKtheKimmediateKandKlongXtermKimpactKonKbacterialKcommunitiesKinKsoilKamendedKwithK
animalKandKurbanKorganicKwasteKfertilizersKusingKpyrosequencingKandKscreeningKforKhorizontalK
transferKofKantibioticKresistanceYKFEMSbMicrobiologybEcologyWK2014WKkbWKdbhXdf

4.3 55

159 –dentificationKandKassemblyKofKgenomesKandKgeneticKelementsKinKcomplexKmetagenomicKsamplesK
withoutKusingKreferenceKgenomesYKNaturebBiotechnologyWK2014WKedWKjddXj 44.5 624

158
SynbioticKαactobacillusKacidophilusKNuxβKandKcellobioseKdoesKnotKaffectKhumanKgutKbacterialK
diversityKbutKincreasesKabundanceKofKlactobacilliWKbifidobacteriaKandKbranchedXchainKfattyKacidslKaK
randomizedWKdoubleXblindedKcrossXoverKtrialYKFEMSbMicrobiologybEcologyWK2014WKkbWKddgXeh

4.3 26

157 uharacterizationKofKtheKgutKmicrobiotaKinKleptinKdeficientKobeseKmiceKXKuorrelationKtoKinflammatoryK
andKdiabeticKparametersYKResearchbinbVeterinarybScienceWK2014WKkhWKdfcXgb 2.5 58

156 yenomeKSequenceKofKαeuconostocKmesenteroidesKsubspYKcremorisKStrainKTdhWK–solatedKfromK
βesophilicKUndefinedKuheeseKStarterYKGenomebAnnouncementsWK2014WKdWK 6

155 snKimprovedKmethodKforKincludingKupperKsizeKrangeKplasmidsKinKmetamobilomesYKPLoSbONEWK2014WK
kWKecbffbg 3.7 23

154 zundredsKofKcircularKnovelKplasmidsKandKvNsKelementsKidentifiedKinKaKratKcecumKmetamobilomeYK
PLoSbONEWK2014WKkWKejikdf 3.7 69

Sˆ‚renøJøSˆ‚rensen
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153 tioinformaticKapproachesKrevealKmetagenomicKcharacterizationKofKsoilKmicrobialKcommunityYKPLoSb
ONEWK2014WKkWKekeffg 3.7 38

152 uompleteKyenomeKSequencesKofKxourKNovelKαactococcusKlactisKPhagesKvistantlyKRelatedKtoKtheK
RareKcibhKPhageKSpeciesYKGenomebAnnouncementsWK2014WKdWK 5

151 yenomeKSequencesKofKTwoKαeuconostocKpseudomesenteroidesKStrainsK–solatedKfromKvanishKvairyK
StarterKuulturesYKGenomebAnnouncementsWK2014WKdWK 5

150 vraftKyenomeKSequenceKofKturkholderiaKsordidicolaKScibWKaKPotentialKPlantKyrowthKPromoterK
–solatedKfromKuoniferousKxorestKSoilKinKtheKuzechKRepublicYKGenomebAnnouncementsWK2014WKdWK 9

149 –dentifyingKtheKcoreKmicrobialKcommunityKinKtheKgutKofKfungusXgrowingKtermitesYKMolecularbEcologyWK
2014WKdeWKfhecXff 5.7 108

148 βethanotrophsWKmethanogensKandKmicrobialKcommunityKstructureKinKlivestockKslurryKsurfaceKcrustsYK
JournalbofbAppliedbMicrobiologyWK2014WKcciWKcbhhXij 4.7 13

147 zostXspecificKmicrobialKcommunitiesKinKthreeKsympatricKNorthKSeaKspongesYKFEMSbMicrobiologyb
EcologyWK2014WKkbWKekbXfbe 4.3 21

146 TheKgiraffeKSyiraffaKcamelopardalisTKrumenKmicrobiomeYKFEMSbMicrobiologybEcologyWK2014WKkbWKdeiXfh 4.3 23

145 TheKmicrobiomeKofKNewKWorldKvulturesYKNaturebCommunicationsWK2014WKgWKgfkj 17.4 177

144 vPSKXKaKrapidKmethodKforKgenomeKsequencingKofKvNsXcontainingKbacteriophagesKdirectlyKfromKaK
singleKplaqueYKJournalbofbVirologicalbMethodsWK2014WKckhWKcgdXh 2.6 34

143
zighXthroughputKscreeningKofKmultispeciesKbiofilmKformationKandKquantitativeKPuRXbasedK
assessmentKofKindividualKspeciesKproportionsWKusefulKforKexploringKinterspecificKbacterialK
interactionsYKMicrobialbEcologyWK2014WKhjWKcfhXgf

4.4 63

142 wffectsKofKfertilizationKwithKurbanKandKagriculturalKorganicKwastesKinKaKfieldKtrialKâ��KProkaryoticK
diversityKinvestigatedKbyKpyrosequencingYKSoilbBiologybandbBiochemistryWK2013WKgiWKijfXike 7.5 76

141 –nvestigatingKtheKdiversityKofKpseudomonasKsppYKinKsoilKusingKcultureKdependentKandKindependentK
techniquesYKCurrentbMicrobiologyWK2013WKhiWKfdeXeb 2.4 16

140 TheKmurineKlungKmicrobiomeKinKrelationKtoKtheKintestinalKandKvaginalKbacterialKcommunitiesYKBMCb
MicrobiologyWK2013WKceWKebe 4.5 82

139 SimultaneousKpyrosequencingKofKtheKchSKrRNsWK–ncPXcKtrfsWKandKmersKgenesYKJournalbofb
MicrobiologicalbMethodsWK2013WKkgWKdjbXf 2.8 5

138
vesignKofKgrowthXdependentKbiosensorsKbasedKonKdestabilizedKyxPKforKtheKdetectionKofK
physiologicalKbehaviorKofKwscherichiaKcoliKinKheterogeneousKbioreactorsYKBiotechnologybProgressWK
2013WKdkWKggeXhe

2.8 19

137 sKspatiotemporalKviewKofKplasmidKlossKinKbiofilmsKandKplanktonicKculturesYKBiotechnologybandb
BioengineeringWK2013WKccbWKebicXf 4.9 9

136
uellKmassKandKcellKcycleKdynamicsKofKanKasynchronousKbuddingKyeastKpopulationlKexperimentalK
observationsWKflowKcytometryKdataKanalysisWKandKmultiXscaleKmodelingYKBiotechnologybandb
BioengineeringWK2013WKccbWKjcdXdh

4.9 25

(2013-2014)

13



135 TheKabilityKofKsoilKbacteriaKtoKreceiveKtheKconjugativeK–ncPcKplasmidWKp® ®cbWKisKdifferentKinKaKmixedK
communityKcomparedKtoKsingleKstrainsYKFEMSbMicrobiologybLettersWK2013WKeejWKkgXcbb 2.9 26

134 βicrobialKdiversityKandKPszKcatabolicKgenesKtrackingKspatialKheterogeneityKofKPszKconcentrationsYK
MicrobialbEcologyWK2013WKhgWKkcXcbb 4.4 18

133 fgfKpyrosequencingKanalysesKofKbacterialKandKarchaealKrichnessKinKdcKfullXscaleKbiogasKdigestersYK
FEMSbMicrobiologybEcologyWK2013WKjgWKhcdXdh 4.3 478

132 tacterialKchitinolyticKcommunitiesKrespondKtoKchitinKandKpzKalterationKinKsoilYKAppliedbandb
EnvironmentalbMicrobiologyWK2013WKikWKdheXid 4.8 56

131 SpecificityKandKstabilityKofKtheKscromyrmexXPseudonocardiaKsymbiosisYKMolecularbEcologyWK2013WKddWKfebiXfedc5.7 51

130 TheKimpactKofKtheKconjugativeK–ncPXcKplasmidKp® ®gKonKmultispeciesKbiofilmKformationKisK
dependentKonKtheKplasmidKhostYKFEMSbMicrobiologybLettersWK2013WKeffWKcjhXkd 2.9 22

129 sdaptationKandKheterogeneityKofKwscherichiaKcoliKβucbbbKgrowingKinKcomplexKenvironmentsYK
AppliedbandbEnvironmentalbMicrobiologyWK2013WKikWKcbbjXci 4.8 17

128 –nvestigationKofKtheKrelationshipKbetweenKlactococcalKhostKcellKwallKpolysaccharideKgenotypeKandK
kehKphageKreceptorKbindingKproteinKphylogenyYKAppliedbandbEnvironmentalbMicrobiologyWK2013WKikWKfejgXkd4.8 83

127 sKlowXcostWKmultiplexableWKautomatedKflowKcytometryKprocedureKforKtheKcharacterizationKofK
microbialKstressKdynamicsKinKbioreactorsYKMicrobialbCellbFactoriesWK2013WKcdWKcbb 6.4 46

126 tacterialKcommunityKstructureKinKzighXsrcticKsnowKandKfreshwaterKasKrevealedKbyKpyrosequencingK
ofKchSKrRNsKgenesKandKcultivationYKPolarbResearchWK2013WKedWKciekb 2 55

125 uompleteKgenomeKsequenceKofKtheKcysticKfibrosisKpathogenKschromobacterKxylosoxidansK
NzffijfXckkhKcompliesKwithKimportantKpathogenicKphenotypesYKPLoSbONEWK2013WKjWKehjfjf 3.7 59

124 TheKinterconnectionKbetweenKbiofilmKformationKandKhorizontalKgeneKtransferYKFEMSbImmunologyb
andbMedicalbMicrobiologyWK2012WKhgWKcjeXkg 344

123 sssessmentKofKtheKspecificityKofKturkholderiaKandKPseudomonasKqPuRKassaysKforKdetectionKofKtheseK
generaKinKsoilKusingKfgfKpyrosequencingYKFEMSbMicrobiologybLettersWK2012WKeeeWKiiXjf 2.9 58

122 –nsightKfromKtheKdraftKgenomeKofKvietziaKcinnameaKPfKrevealsKmechanismsKofKsurvivalKinKcomplexK
tropicalKsoilKhabitatsKandKbiotechnologyKpotentialYKAntoniebVanbLeeuwenhoekWK2012WKcbcWKdjkXebd 2.1 23

121 ProfilingKofKtheKmetabolicallyKactiveKcommunityKfromKaKproductionXscaleKbiogasKplantKbyKmeansKofK
highXthroughputKmetatranscriptomeKsequencingYKJournalbofbBiotechnologyWK2012WKcgjWKdfjXgj 3.7 170

120
βetamobilomicsXXexpandingKourKknowledgeKonKtheKpoolKofKplasmidKencodedKtraitsKinKnaturalK
environmentsKusingKhighXthroughputKsequencingYKClinicalbMicrobiologybandbInfectionWK2012WKcjKSupplK
fWKgXi

9.5 26

119 TheKfateKofKmercuryKinKsrcticKterrestrialKandKaquaticKecosystemsWKaKreviewYKEnvironmentalbChemistryWK
2012WKkWKedc 3.2 92

118 PhysiologicalKheterogeneitiesKinKmicrobialKpopulationsKandKimplicationsKforKphysicalKstressK
toleranceYKMicrobialbCellbFactoriesWK2012WKccWKkf 6.4 52
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117 SequencingKofK–ncXXplasmidsKsuggestsKubiquityKofKmobileKformsKofKaKbiofilmXpromotingKgeneK
cassetteKrecruitedKfromK®lebsiellaKpneumoniaeYKPLoSbONEWK2012WKiWKefcdgk 3.7 32

116 warlyKlifeKtreatmentKwithKvancomycinKpropagatesKskkermansiaKmuciniphilaKandKreducesKdiabetesK
incidenceKinKtheKNOvKmouseYKDiabetologiaWK2012WKggWKddjgXkf 10.3 337

115 βiningKofKunexploredKhabitatsKforKnovelKchitinasesXXchisKasKaKhelperKgeneKproxyKinKmetagenomicsYK
AppliedbMicrobiologybandbBiotechnologyWK2012WKkfWKcefiXgj 5.7 36

114 fgfXsequencingKrevealsKstochasticKlocalKreassemblyKandKhighKdisturbanceKtoleranceKwithinK
arbuscularKmycorrhizalKfungalKcommunitiesYKJournalbofbEcologyWK2012WKcbbWKcgcXchb 6 110

113 TheKgenomeKsequenceKofKtheKlacticKacidKbacteriumWKuarnobacteriumKmaltaromaticumKsTuuKeggjhK
encodesKpotentialKvirulenceKfactorsYKInternationalbJournalbofbFoodbMicrobiologyWK2012WKcgdWKcbiXcg 5.8 33

112
TheKfateKofKindigenousKmicrobiotaWKstarterKculturesWKwscherichiaKcoliWKαisteriaKinnocuaKandK
StaphylococcusKaureusKinKvanishKrawKmilkKandKcheesesKdeterminedKbyKpyrosequencingKandK
quantitativeKrealKtimeKSqRTTXPuRYKInternationalbJournalbofbFoodbMicrobiologyWK2012WKcgeWKckdXdbd

5.8 101

111 βicrobialKdiversityKofKbiofilmKcommunitiesKinKmicronichesKassociatedKwithKtheKdidemnidKascidianK
αissoclinumKpatellaYKISMEbJournalWK2012WKhWKcdddXei 11.9 63

110 SelectionKforKuuXtolerantKbacterialKcommunitiesKwithKalteredKcompositionWKbutKunalteredKrichnessWK
viaKlongXtermKuuKexposureYKAppliedbandbEnvironmentalbMicrobiologyWK2012WKijWKifejXfh 4.8 141

109 uultureXdependentKandKXindependentKinvestigationsKofKmicrobialKdiversityKonKurinaryKcathetersYK
JournalbofbClinicalbMicrobiologyWK2012WKgbWKekbcXj 9.7 31

108 vraftKgenomeKsequenceKofKtheKsoilKbacteriumKturkholderiaKterraeKstrainKtSbbcWKwhichKinteractsK
withKfungalKsurfaceKstructuresYKJournalbofbBacteriologyWK2012WKckfWKffjbXc 3.5 13

107 tiofilmKgrowthKandKnearXinfraredKradiationXdrivenKphotosynthesisKofKtheKchlorophyllKdXcontainingK
cyanobacteriumKscaryochlorisKmarinaYKAppliedbandbEnvironmentalbMicrobiologyWK2012WKijWKejkhXkbf 4.8 18

106 –nvestigationKofKdiversityKofKplasmidsKcarryingKtheKblaTwβXgdKgeneYKJournalbofbAntimicrobialb
ChemotherapyWK2012WKhiWKijhXijh 5.1

105 yutKmicrobiotaKcompositionKisKcorrelatedKtoKgridKfloorKinducedKstressKandKbehaviorKinKtheKtsαtacK
mouseYKPLoSbONEWK2012WKiWKefhdec 3.7 181

104
uharacterizationKofKbacterialKpopulationsKinKvanishKrawKmilkKcheesesKmadeKwithKdifferentKstarterK
culturesKbyKdenaturatingKgradientKgelKelectrophoresisKandKpyrosequencingYKInternationalbDairyb
JournalWK2011WKdcWKcfdXcfj

3.5 117

103 snKunexpectedKlocationKofKtheKarginineKcatabolicKmobileKelementKSsuβwTKinKaKUSsebbXrelatedK
βRSsKstrainYKPLoSbONEWK2011WKhWKechcke 3.7 32

102 vesignKandKsynthesisKofKaKquintessentialKselfXtransmissibleK–ncXcKplasmidWKpXcYbYKPLoSbONEWK2011WKhWKeckkcd3.7 8

101 PfXSfYbcK–nvestigationKofKtheKbacterialKdiversityKinKurineKofKurethritisKpatientsKandKhealthyKcontrolsK
usingKfgfKhighXthroughputXsequencingYKSexuallybTransmittedbInfectionsWK2011WKjiWKsecgXsech 2.8

100 viversityKandKcharacterizationKofKmercuryXresistantKbacteriaKinKsnowWKfreshwaterKandKseaXiceKbrineK
fromKtheKzighKsrcticYKFEMSbMicrobiologybEcologyWK2011WKigWKekbXfbc 4.3 62

(2011-2012)
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99
PredominantKgeneraKofKfecalKmicrobiotaKinKchildrenKwithKatopicKdermatitisKareKnotKalteredKbyKintakeK
ofKprobioticKbacteriaKαactobacillusKacidophilusKNuxβKandKtifidobacteriumKanimalisKsubspYKlactisK
tiXbiYKFEMSbMicrobiologybEcologyWK2011WKigWKfjdXkh

4.3 57

98 wndolithicKchlorophyllKdXcontainingKphototrophsYKISMEbJournalWK2011WKgWKcbidXh 11.9 64

97 tiasKinKbacterialKdiversityKasKaKresultKofKNycodenzKextractionKfromKbulkKsoilYKSoilbBiologybandb
BiochemistryWK2011WKfeWKdcgdXdcgk 7.5 40

96 wxperimentalKmethodsKandKmodelingKtechniquesKforKdescriptionKofKcellKpopulationKheterogeneityYK
BiotechnologybAdvancesWK2011WKdkWKgigXkk 17.8 90

95 yreenKfluorescentKproteinKSyxPTKleakageKfromKmicrobialKbiosensorsKprovidesKusefulKinformationKforK
theKevaluationKofKtheKscaleXdownKeffectYKBiotechnologybJournalWK2011WKhWKkhjXij 5.6 25

94 –nvestigationKofKdiversityKofKplasmidsKcarryingKtheKblaTwβXgdKgeneYKJournalbofbAntimicrobialb
ChemotherapyWK2011WKhhWKdfhgXif 5.1 31

93 QuantitativeKmetagenomicKanalysesKbasedKonKaverageKgenomeKsizeKnormalizationYKAppliedbandb
EnvironmentalbMicrobiologyWK2011WKiiWKdgceXdc 4.8 29

92 NitrogenaseKgeneKampliconsKfromKglobalKmarineKsurfaceKwatersKareKdominatedKbyKgenesKofK
nonXcyanobacteriaYKPLoSbONEWK2011WKhWKeckdde 3.7 140

91 tiofilmsKinKchronicKinfectionsKXKaKmatterKofKopportunityKXKmonospeciesKbiofilmsKinKmultispeciesK
infectionsYKFEMSbImmunologybandbMedicalbMicrobiologyWK2010WKgkWKedfXeh 269

90 yutKmicrobiotaKinKhumanKadultsKwithKtypeKdKdiabetesKdiffersKfromKnonXdiabeticKadultsYKPLoSbONEWK
2010WKgWKekbjg 3.7 1768

89 uonjugativeKplasmidslKvesselsKofKtheKcommunalKgeneKpoolYKPhilosophicalbTransactionsbofbthebRoyalb
SocietybB:bBiologicalbSciencesWK2009WKehfWKddigXjk 5.8 297

88 sllK–ncPXcKplasmidKsubgroupsWKincludingKtheKnovelKepsilonKsubgroupWKareKprevalentKinKtheKinfluentKofK
aKvanishKwastewaterKtreatmentKplantYKPlasmidWK2009WKhdWKcefXk 3.3 64

87 TheKpresenceKofKembeddedKbacterialKpureKculturesKinKagarKplatesKstimulateKtheKculturabilityKofKsoilK
bacteriaYKJournalbofbMicrobiologicalbMethodsWK2009WKikWKchhXie 2.8 10

86 PersistenceKmechanismsKofKconjugativeKplasmidsYKMethodsbinbMolecularbBiologyWK2009WKgedWKieXcbd 1.4 35

85 uonstructionKandKuseKofKflowKcytometryKoptimizedKplasmidXsensorKstrainsYKMethodsbinbMolecularb
BiologyWK2009WKgedWKdgiXhj 1.4 8

84 NucleotideKsequenceKofKpOαsgdlKaKconjugativeK–ncXcKplasmidKfromKwscherichiaKcoliKwhichKenablesK
biofilmKformationKandKmultidrugKeffluxYKPlasmidWK2008WKhbWKgkXif 3.3 119

83 TypeKeKfimbriaeWKencodedKbyKtheKconjugativeKplasmidKpOαsgdWKenhanceKbiofilmKformationKandK
transferKfrequenciesKinKwnterobacteriaceaeKstrainsYKMicrobiologybjUnitedbKingdomkWK2008WKcgfWKcjiXckg 2.9 82

82 uharacterisationWKdisseminationKandKpersistenceKofKgentamicinKresistantKwscherichiaKcoliKfromKaK
vanishKuniversityKhospitalKtoKtheKwasteKwaterKenvironmentYKEnvironmentbInternationalWK2008WKefWKcbjXcg 12.9 50
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81 uultivationKofKhardXtoXcultureKsubsurfaceKmercuryXresistantKbacteriaKandKdiscoveryKofKnewKmersK
geneKsequencesYKAppliedbandbEnvironmentalbMicrobiologyWK2008WKifWKeikgXjbe 4.8 39

80 scclimationKofKsubsurfaceKmicrobialKcommunitiesKtoKmercuryYKFEMSbMicrobiologybEcologyWK2008WKhgWKcfgXgg4.3 15

79 UseKofKaKPNsKprobeKtoKblockKvNsXmediatedKPuRKproductKformationKinKprokaryoticKRTXPuRYK
BioTechniquesWK2007WKfdWKhbkXcbWKhcdXf 2.5 2

78 zighKdiversityKofKbacterialKmercuricKreductaseKgenesKfromKsurfaceKandKsubXsurfaceKfloodplainKsoilK
SOakKRidgeWKUSsTYKISMEbJournalWK2007WKcWKfgeXhi 11.9 47

77 –mpactKofKconjugalKtransferKonKtheKstabilityKofK–ncPXcKplasmidKp® ®gKinKbacterialKpopulationsYKFEMSb
MicrobiologybLettersWK2007WKdhhWKdgbXh 2.9 43

76
TheKmultipleKantibioticKresistanceK–ncPXcKplasmidKp® ®gKisolatedKfromKaKsoilKenvironmentKisK
phylogeneticallyKdivergentKfromKmembersKofKtheKpreviouslyKestablishedKalphaWKbetaKandKdeltaK
subXgroupsYKPlasmidWK2007WKgjWKecXfe

3.3 62

75 wstablishmentKandKearlyKsuccessionKofKaKmultispeciesKbiofilmKcomposedKofKsoilKbacteriaYKMicrobialb
EcologyWK2007WKgfWKegdXhd 4.4 47

74 SubstrateKspecificityKofKtheKOqxstKmultidrugKresistanceKpumpKinKwscherichiaKcoliKandKselectedK
entericKbacteriaYKJournalbofbAntimicrobialbChemotherapyWK2007WKhbWKcfgXi 5.1 176

73
uonjugativeKtransferKfacilitatesKstableKmaintenanceKofK–ncPXcKplasmidKp® ®gKinKwscherichiaKcoliKcellsK
colonizingKtheKgastrointestinalKtractKofKtheKgermfreeKratYKAppliedbandbEnvironmentalbMicrobiologyWK
2007WKieWKefcXe

4.8 19

72
TheKcdaKyenoToxKassaylKaKnewKandKsensitiveKmethodKforKdetectionKofKenvironmentalKgenotoxinsWK
includingKnitroarenesKandKaromaticKaminesYKMutationbResearchbobGeneticbToxicologybandb
EnvironmentalbMutagenesisWK2007WKhecWKiiXjf

3 14

71
uultivationXindependentKexaminationKofKhorizontalKtransferKandKhostKrangeKofKanK–ncPXcKplasmidK
amongKgramXpositiveKandKgramXnegativeKbacteriaKindigenousKtoKtheKbarleyKrhizosphereYKAppliedbandb
EnvironmentalbMicrobiologyWK2006WKidWKhhjiXkd

4.8 81

70
wnhancedKbiofilmKformationKandKincreasedKresistanceKtoKantimicrobialKagentsKandKbacterialKinvasionK
areKcausedKbyKsynergisticKinteractionsKinKmultispeciesKbiofilmsYKAppliedbandbEnvironmentalb
MicrobiologyWK2006WKidWKekchXde

4.8 470

69 tiodegradationWKbioaccessibilityWKandKgenotoxicityKofKdiffuseKpolycyclicKaromaticKhydrocarbonKSPszTK
pollutionKatKaKmotorwayKsiteYKEnvironmentalbSciencebhamp;bTechnologyWK2006WKfbWKedkeXj 10.3 42

68 βineralisationKofKdWhXdichlorobenzamideKStsβTKinKdichlobenilXexposedKsoilsKandKisolationKofKaK
tsβXmineralisingKsminobacterKspYKEnvironmentalbPollutionWK2006WKcffWKdjkXkg 9.3 36

67
sKflowKcytometryXoptimizedKassayKusingKanKSOSXgreenKfluorescentKproteinKSSOSXyxPTKwholeXcellK
biosensorKforKtheKdetectionKofKgenotoxinsKinKcomplexKenvironmentsYKMutationbResearchbobGeneticb
ToxicologybandbEnvironmentalbMutagenesisWK2006WKhbeWKchfXid

3 35

66 βicrobialKdegradationKofKstreetKdustKpolycyclicKaromaticKhydrocarbonsKinKmicrocosmsKsimulatingK
diffuseKpollutionKofKurbanKsoilYKEnvironmentalbMicrobiologyWK2006WKjWKgegXfg 5.2 49

65 βakingKbioXsenseKofKtoxicitylKnewKdevelopmentsKinKwholeXcellKbiosensorsYKCurrentbOpinionbinb
BiotechnologyWK2006WKciWKccXh 11.4 103

64 ReporterKyeneKTechnologyKinKSoilKwcologymKvetectionKofKtioavailabilityKandKβicrobialK–nteractionsK
2006WKekiXfck 5

(2006-2008)
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63
uonstructionKofKaKuolvKcdaKpromoterXbasedKSOSXgreenKfluorescentKproteinKwholeXcellKbiosensorK
withKhigherKsensitivityKtowardKgenotoxicKcompoundsKthanKconstructsKbasedKonKrecsWKumuvuWKorK
sulsKpromotersYKAppliedbandbEnvironmentalbMicrobiologyWK2005WKicWKdeejXfh

4.8 80

62 TheKprevalenceKofKtheKOqxstKmultidrugKeffluxKpumpKamongstKolaquindoxXresistantKwscherichiaKcoliK
inKpigsYKMicrobialbDrugbResistanceWK2005WKccWKeijXjd 2.9 61

61 StudyingKplasmidKhorizontalKtransferKinKsitulKaKcriticalKreviewYKNaturebReviewsbMicrobiologyWK2005WKeWKibbXcb22.2 485

60 UseKofKaKwholeXcellKbiosensorKandKflowKcytometryKtoKdetectKszαKproductionKbyKanKindigenousKsoilK
communityKduringKdecompositionKofKlitterYKMicrobialbEcologyWK2005WKgbWKddcXk 4.4 36

59 uonstructionKofKanKextendedKrangeKwholeXcellKtetracyclineKbiosensorKbyKuseKofKtheKtetSβTK
resistanceKgeneYKFEMSbMicrobiologybLettersWK2005WKdgeWKdbcXg 2.9 33

58 –nKvivoKdetectionKandKquantificationKofKtetracyclineKbyKuseKofKaKwholeXcellKbiosensorKinKtheKratK
intestineYKAntimicrobialbAgentsbandbChemotherapyWK2004WKfjWKcccdXi 5.9 36

57 wffectKofKtetracyclineKonKtransferKandKestablishmentKofKtheKtetracyclineXinducibleKconjugativeK
transposonKTnkchKinKtheKgutsKofKgnotobioticKratsYKAppliedbandbEnvironmentalbMicrobiologyWK2004WKibWKigjXhf4.8 50

56 PlasmidXencodedKmultidrugKeffluxKpumpKconferringKresistanceKtoKolaquindoxKinKwscherichiaKcoliYK
AntimicrobialbAgentsbandbChemotherapyWK2004WKfjWKeeedXi 5.9 161

55 –mpactKofKvNsKextractionKmethodKonKbacterialKcommunityKcompositionKmeasuredKbyKdenaturingK
gradientKgelKelectrophoresisYKSoilbBiologybandbBiochemistryWK2004WKehWKchbiXchcf 7.5 84

54 RecoveryKofKyxPXlabeledKbacteriaKforKculturingKandKmolecularKanalysisKafterKcellKsortingKusingKaK
benchtopKflowKcytometerYKMicrobialbEcologyWK2004WKfjWKdekXfg 4.4 29

53 QuantificationKofKplasmidKlossKinKwscherichiaKcoliKcellsKbyKuseKofKflowKcytometryYKFEMSbMicrobiologyb
LettersWK2004WKdedWKfgXk 2.9 22

52 virectKdetectionKandKquantificationKofKhorizontalKgeneKtransferKbyKusingKflowKcytometryKandKgfpKasK
aKreporterKgeneYKCurrentbMicrobiologyWK2003WKfiWKcdkXee 2.4 41

51 PresenceKofKNXacylKhomoserineKlactonesKinKsoilKdetectedKbyKaKwholeXcellKbiosensorKandKflowK
cytometryYKMicrobialbEcologyWK2003WKfgWKddhXeh 4.4 67

50 TheKmycorrhizalKfungusKSylomusKintraradicesTKaffectsKmicrobialKactivityKinKtheKrhizosphereKofKpeaK
plantsKSPisumKsativumTYKSoilbBiologybandbBiochemistryWK2003WKegWKcefkXcegi 7.5 114

49 uonjugativeKplasmidKconferringKresistanceKtoKolaquindoxYKAntimicrobialbAgentsbandbChemotherapyWK
2003WKfiWKikjXk 5.9 69

48 QuantificationKofKbioavailableKchlortetracyclineKinKpigKfecesKusingKaKbacterialKwholeXcellKbiosensorYK
VeterinarybMicrobiologyWK2002WKjiWKgcXi 3.3 27

47 TheKdiversityKandKfunctionKofKsoilKmicrobialKcommunitiesKexposedKtoKdifferentKdisturbancesYK
MicrobialbEcologyWK2002WKffWKfkXgj 4.4 146

46 –nducibleKgeneKexpressionKbyKnonculturableKbacteriaKinKmilkKafterKpasteurizationYKAppliedbandb
EnvironmentalbMicrobiologyWK2002WKhjWKckjjXke 4.8 63
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45 TheKUseKofKWholeXuellKtiosensorsKtoKvetectKandKQuantifyKuompoundsKorKuonditionsKsffectingK
tiologicalKSystemsYKMicrobialbEcologyWK2001WKfdWKfjeXfkf 4.4 86

44 wnhancedKdegradationKofKphenoxyaceticKacidKinKsoilKbyKhorizontalKtransferKofKtheKgeneKencodingKaK
dWfXdichlorophenoxyaceticKacidKdioxygenaseYKFEMSbMicrobiologybEcologyWK2001WKegWKigXjf 4.3 3

43 TheKeffectKofKlongXtermKmercuryKpollutionKonKtheKsoilKmicrobialKcommunityK2001WKehWKccXck 139

42 sdaptationKofKtheKbacterialKcommunityKtoKmercuryKcontaminationYKFEMSbMicrobiologybLettersWK2001WK
dbfWKfkXge 2.9 33

41 wnhancedKdegradationKofKphenoxyaceticKacidKinKsoilKbyKhorizontalKtransferKofKtheKtfdsKgeneK
encodingKaKdWfXdichlorophenoxyaceticKacidKdioxygenaseYKFEMSbMicrobiologybEcologyWK2001WKegWKigXjf 4.3 42

40 wffectsKofKmercuryKcontaminationKonKtheKculturableKheterotrophicWKfunctionalKandKgeneticKdiversityK
ofKtheKbacterialKcommunityKinKsoilYKFEMSbMicrobiologybEcologyWK2001WKehWKcXk 4.3 106

39 TheKeffectKofKlongXtermKmercuryKpollutionKonKtheKsoilKmicrobialKcommunityYKFEMSbMicrobiologyb
EcologyWK2001WKehWKccXck 4.3 51

38
wffectKofKgenomicKlocationKonKhorizontalKtransferKofKaKrecombinantKgeneKcassetteKbetweenK
PseudomonasKstrainsKinKtheKrhizosphereKandKspermosphereKofKbarleyKseedlingsYKCurrentb
MicrobiologyWK2001WKfdWKchbXi

2.4 44

37 sdaptationKofKtheKbacterialKcommunityKtoKmercuryKcontaminationYKFEMSbMicrobiologybLettersWK2001WK
dbfWKfkXge 2.9 38

36 snKexaminationKofKtheKbiodiversityâ��ecosystemKfunctionKrelationshipKinKarableKsoilKmicrobialK
communitiesYKSoilbBiologybandbBiochemistryWK2001WKeeWKciceXcidd 7.5 210

35 wffectsKofKtylosinKasKaKdisturbanceKonKtheKsoilKmicrobialKcommunityYKSoilbBiologybandbBiochemistryWK
2001WKeeWKdbhcXdbic 7.5 136

34 vetectionKofKoxytetracyclineKproductionKbyKStreptomycesKrimosusKinKsoilKmicrocosmsKbyKcombiningK
wholeXcellKbiosensorsKandKflowKcytometryYKAppliedbandbEnvironmentalbMicrobiologyWK2001WKhiWKdekXff 4.8 66

33 wcosystemKresponseKofKpastureKsoilKcommunitiesKtoKfumigationXinducedKmicrobialKdiversityK
reductionslKanKexaminationKofKtheKbiodiversityâ��ecosystemKfunctionKrelationshipYKOikosWK2000WKkbWKdikXdkf4 436

32 –nfluenceKofKfungalXbacterialKinteractionsKonKbacterialKconjugationKinKtheKresiduesphereYKFEMSb
MicrobiologybEcologyWK2000WKecWKekXfg 4.3 4

31 vetectionKandKquantificationKofKtetracyclinesKbyKwholeKcellKbiosensorsYKFEMSbMicrobiologybLettersWK
2000WKckbWKdieXj 2.9 64

30 VersatileKbiosensorKvectorsKforKdetectionKandKquantificationKofKmercuryYKFEMSbMicrobiologybLettersWK
2000WKckeWKcdeXi 2.9 84

29 sKnewKmethodKforKdeterminingKtheKmetabolicKactivityKofKspecificKbacterialKpopulationsKinKsoilKusingK
tritiatedKleucineKandKimmunomagneticKseparationYKBiologybandbFertilitybofbSoilsWK2000WKedWKdbdXdbj 6.1 4

28 spplicationKofKaKmerXluxKbiosensorKforKestimatingKbioavailableKmercuryKinKsoilYKSoilbBiologybandb
BiochemistryWK2000WKedWKhekXhfh 7.5 136

(2000-2001)
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27
UtilizationKofKphenoxyaceticKacidWKbyKstrainsKusingKeitherKtheKorthoKorKmetaKcleavageKofKcatecholK
duringKphenolKdegradationWKafterKconjugalKtransferKofKtfdsWKtheKgeneKencodingKaK
dWfXdichlorophenoxyaceticKacidadXoxoglutarateKdioxygenaseYKAppliedbMicrobiologybandb
BiotechnologyWK1999WKgcWKdbiXcf

5.7 15

26 PredationKbyKprotozoaKonKwscherichiaKcoliK®cdKinKsoilKandKtransferKofKresistanceKplasmidKRPfKtoK
indigenousKbacteriaKinKsoilYKAppliedbSoilbEcologyWK1999WKccWKikXkb 5 30

25 TransferKofKplasmidKRPfKinKtheKspermosphereKandKrhizosphereKofKbarleyKseedlingYKAntoniebVanb
LeeuwenhoekWK1998WKieWKhkXii 2.1 32

24 TheKeffectKofKlongtermKexposureKtoKmercuryKonKtheKbacterialKcommunityKinKmarineKsedimentYK
CurrentbMicrobiologyWK1998WKehWKdkcXi 2.4 70

23 TheKeffectKofKtheKlacYKgeneKonKtheKinductionKofK–PTyKinducibleKpromotersWKstudiedKinKwscherichiaKcoliK
andKPseudomonasKfluorescensYKCurrentbMicrobiologyWK1998WKehWKefcXi 2.4 52

22 βethodsKforKdetectionKofKconjugativeKplasmidKtransferKinKaquaticKenvironmentsYKCurrentb
MicrobiologyWK1998WKeiWKdifXjb 2.4 20

21 uhromosomalKinsertionKofKtheKentireKwscherichiaKcoliKlactoseKoperonWKintoKtwoKstrainsKofK
PseudomonasWKusingKaKmodifiedKminiXTngKdeliveryKsystemYKGeneWK1997WKcjhWKchiXie 3.8 47

20 uonjugationKinKaquaticKenvironmentsK1996WKkgXcde 2

19 uonjugalKtransferKatKnaturalKpopulationKdensitiesKinKaKmicrocosmKsimulatingKanKestuarineK
environmentYKFEMSbMicrobiologybEcologyWK1995WKchWKfeXgf 4.3 22

18 TransferKofKplasmidKRPfKfromKwscherichiaKcoliK®XcdKtoKindigenousKbacteriaKofKseawaterYKMicrobialb
Releases:bVirusesnbBacterianbFungiWK1993WKdWKcegXfc 5

17 βobilizationKofKnonconjugativeKptReddXderivativeKplasmidsKfromKlaboratoryKstrainsKofKwscherichiaK
coliKtoKbacteriaKisolatedKfromKseawaterYKMicrobialbReleases:bVirusesnbBacterianbFungiWK1992WKcWKciXdd 1

16 SurvivalKofKwscherichiaKcoliK®cdKinKseawaterYKFEMSbMicrobiologybEcologyWK1991WKjWKchcXchi 4.3

15 SurvivalKofKwscherichiaKcoliK®cdKinKseawaterYKFEMSbMicrobiologybLettersWK1991WKjgWKchcXchi 2.9 9

14 veepKmutationalKscanningKbyKxsuSXsortingKofKencapsulatedKwYKcoliKmicroXcolonies 1

13 wffectsKofKmercuryKcontaminationKonKtheKculturableKheterotrophicWKfunctionalKandKgeneticKdiversityK
ofKtheKbacterialKcommunityKinKsoil 2

12 vetectionKandKquantificationKofKtetracyclinesKbyKwholeKcellKbiosensors 2

11 uonjugativeKdisseminationKofKplasmidsKinKrapidKsandKfilterslKaKtrojanKhorseKstrategyKtoKenhanceK
pesticideKdegradationKinKgroundwaterKtreatment 3

10 uR–SPRuasTyperlKsnKautomatedKtoolKforKtheKidentificationWKannotationKandKclassificationKofK
uR–SPRXuasKloci 9
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9 viscoveryKofKmultipleKantiXuR–SPRsKuncoversKantiXdefenseKgeneKclusteringKinKmobileKgeneticKelements 2

8 αargeXscaleKassociationKanalysesKidentifyKhostKfactorsKinfluencingKhumanKgutKmicrobiomeKcomposition 9

7 vstestlKaKframeworkKforKchoosingKdifferentialKabundanceKorKexpressionKmethod 17

6 TypeK–VKuR–SPRXuasKsystemsKareKhighlyKdiverseKandKinvolvedKinKcompetitionKbetweenKplasmids 5

5 uR–SPRXuasKsystemsKareKwidespreadKaccessoryKelementsKacrossKbacterialKandKarchaealKplasmids 1

4 zundredsKofKviralKfamiliesKinKtheKhealthyKinfantKgut 3

3 uriticalKsssessmentKofKβetagenomeK–nterpretationKXKtheKsecondKroundKofKchallenges 3

2 βetagenomicKevidenceKforKcoXoccurrenceKofKantibioticWKbiocideKandKmetalKresistanceKgenesKinKpigs 1

1 uomparativeKgenomicsKanalysisKofKuhryseobacteriumKspYK®βudKrevealsKmetabolicKpathwaysK
involvedKinKkeratinousKutilizationKandKnaturalKproductKbiosynthesis 1
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