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76
ModelingNmRNvbbasedNvaccineNY’VczfnmmNagainstNyellowNfeverNvirusNzbproteinNusingN
immunobinformaticsNandNreverseNvaccinologyNapproachccNJournalkofkBiomolecularkStructurekandk
DynamicsaN2022aNfbgg

3.6 0

75 SinglebcellNtranscriptionalNchangesNassociatedNwithNdrugNtoleranceNandNresponseNtoNcombinationN
therapiesNinNcancercNNaturekCommunicationsaN2021aNfgaNfkgm 17.4 19

74 xomputationalNengineeringNtheNbindingNaffinityNofNvdalimumabNmonoclonalNantibodyNforNdesigningN
potentialNbiosimilarNcandidatecNJournalkofkMolecularkGraphicskandkModellingaN2021aNfegaNfellli 2.8 3

73 ViralNmiRNvsNconferNsurvivalNinNhostNcellsNbyNtargetingNapoptosisNrelatedNhostNgenescNInformaticskink
MedicinekUnlockedaN2021aNggaNfeejef 5.3 2

72 PerverselyNexpressedNlongNnoncodingNRNvsNcanNalterNhostNresponseNandNviralNproliferationNinN
SvRSbxoVbgNinfectioncNFuturekVirologyaN2020aNfjaNjllbjnh 2.4 11

71
zpigeneticNRegulatorNmiRNvNPatternNyifferencesNvmongNSvRSbxoVaNSvRSbxoVbgaNandNSvRSbxoVbgN
WorldbWideNαsolatesNyelineatedNtheNMysteryNwehindNtheNzpicNPathogenicityNandNyistinctNxlinicalN
xharacteristicsNofNPandemicNxOVαybfncNFrontierskinkGeneticsaN2020aNffaNlkj

4.5 70

70 vNcellNatlasNofNadultNmuscleNprecursorsNuncoversNearlyNeventsNinNfibrebtypeNdivergenceNinNyrosophilacN
EMBOkReportsaN2020aNgfaNeinjjj 6.5 9

69
vNswitchNinNbidirectionalNhistoneNmarkNleadsNtoNdifferentialNmodulationNofNlincRNvsNinvolvedNinN
neuronalNandNhematopoieticNcellNdifferentiationNfromNtheirNprogenitorscNJournalkofkCellulark
BiochemistryaN2020aNfgfaNhijfbhikg

4.7 1

68
vberrationNofNtheNmodulatoryNfunctionsNofNintronicNmicroRNvNhsabmiRbnhhNonNitsNhostNgeneNvT’gN
resultsNinNtypeNααNdiabetesNmellitusNandNneurodegenerativeNdiseaseNdevelopmentcNHumankGenomicsaN
2020aNfiaNhi

6.8 3

67 xellbvutonomousNversusNSystemicNvktNαsoformNyeletionsNUncoveredNNewNRolesNforNvktfNandNvktgNinN
wreastNxancercNMolecularkCellaN2020aNmeaNmlbfefcej 17.6 10

66 LungNtranscriptomeNofNaNxOVαybfnNpatientNandNsystemsNbiologyNpredictionsNsuggestNimpairedN
surfactantNproductionNwhichNmayNbeNdruggableNbyNsurfactantNtherapycNScientifickReportsaN2020aNfeaNfnhnj4.9 45

65 vncestralNfunctionNofNαnhibitorsbofbkappawNregulatesNxaenorhabditisNelegansNdevelopmentcN
ScientifickReportsaN2020aNfeaNfkfjh 4.9 3

64
αnNsilicoNanalysisNrevealedNZikaNvirusNmiRNvsNassociatedNwithNviralNpathogenesisNthroughNalterationN
ofNhostNgenesNinvolvedNinNimmuneNresponseNandNneurologicalNfunctionscNJournalkofkMedicalkVirologyaN
2019aNnfaNfjmibfjni

19.7 15

63
MutationNSpectrumNinNTPONßeneNofNwangladeshiNPatientsNwithNThyroidNyyshormonogenesisNandN
vnalysisNofNtheNzffectsNofNyifferentNMutationsNonNtheNStructuralN’eaturesNandN’unctionsNofNTPON
ProteinNthroughNvpproachcNBioMedkResearchkInternationalaN2019aNgefnaNngfmneh

3 4

62 ßenomicNandNevolutionaryNfeaturesNofNtwoNvHPNyNpositiveNVibrioNparahaemolyticusNstrainsNisolatedN
fromNshrimpNWPenaeusNmonodonXNofNsouthbwestNwangladeshcNBMCkMicrobiologyaN2019aNfnaNgle 4.5 8

61 RbfNvctivatesNtheNMyogenicNTranscriptionalNProgramNtoNPromoteNSkeletalNMuscleNyifferentiationcN
CellkReportsaN2019aNgkaNlegblfncek 10.6 12

60
vgebSpecificNxutboffNValuesNofNvminoNvcidsNandNvcylcarnitinesNforNyiagnosisNofNαnbornNzrrorsNofN
MetabolismNUsingNLiquidNxhromatographyNTandemNMassNSpectrometrycNBioMedkResearchk
InternationalaN2019aNgefnaNhikeneg

3 10
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59
αMiysNmobilizeNacuteNmyeloidNleukemiaNblastsNtoNperipheralNbloodNthroughNdownregulationNofN
xXxRiNbutNfailNtoNpotentiateNvraxdαdarubicinNactivityNinNpreclinicalNmodelsNofNnonNdeljqdjqbNvMLcN
OncoImmunologyaN2018aNlaNefillike

7.2 6

58 SingleNcellNRNvbsequencingNidentifiesNaNmetabolicNaspectNofNapoptosisNinNRbfNmutantcNNaturek
CommunicationsaN2018aNnaNjegi 17.4 26

57 StemNcellblikeNtranscriptionalNreprogrammingNmediatesNmetastaticNresistanceNtoNmTORNinhibitioncN
OncogeneaN2017aNhkaNglhlbglin 9.2 27

56 xhαPbSeqNanalysisNidentifiesNpglWKipfXbtargetNgenesNinvolvedNinNcellNadhesionNandNcellNsignallingNinN
mouseNembryonicNfibroblastscNPLoSkONEaN2017aNfgaNeefmlmnf 3.7 9

55 pglKipfaNPxv’NandNPvXjNcooperateNinNtheNtranscriptionalNregulationNofNspecificNtargetNgenescN
NucleickAcidskResearchaN2017aNijaNjemkbjenn 20.1 9

54 ProteomicNvnalysisNShowsNxonstitutiveNSecretionNofNMα’NandNpjhbassociatedNvctivityNofNxOXbgNLungN
’ibroblastscNGenomicsykProteomicskandkBioinformaticsaN2017aNfjaNhhnbhjf 6.5 3

53 vninNsilicoapproachNpredictedNpotentialNtherapeuticsNthatNcanNconferNprotectionNfromNmaximumN
pathogenicNHantavirusescNFuturekVirologyaN2016aNffaNiffbigm 2.4 3

52 αnNvivoNconditionalNdeletionNofNHyvxlNrevealsNitsNrequirementNtoNestablishNproperNwNlymphocyteN
identityNandNdevelopmentcNJournalkofkExperimentalkMedicineaN2016aNgfhaNgjnfbgkef 16.6 28

51 yNvNmethylationNandNhormoneNreceptorNstatusNinNbreastNcancercNClinicalkEpigeneticsaN2016aNmaNfl 7.7 39

50 xhromatinbwideNandNtranscriptomeNprofilingNintegrationNuncoversNphm˛–NMvPKNasNaNglobalNregulatorN
ofNskeletalNmuscleNdifferentiationcNSkeletalkMuscleaN2016aNkaNn 5.1 23

49 xonservedNantigenicNsitesNbetweenNMzRSbxoVNandNwatbcoronavirusNareNrevealedNthroughNsequenceN
analysiscNSourcekCodekforkBiologykandkMedicineaN2016aNffaNh 1.9 3

48 NovelNregulationNandNfunctionalNinteractionNofNpolycistronicNmiRNvscNRnaaN2016aNggaNfgnbhm 5.8 31

47 ßenomicaNLipidomicNandNMetabolomicNvnalysisNofNxyclooxygenasebnullNxellsoNzicosanoidNStormaN
xrossNTalkaNandNxompensationNbyNxOXbfcNGenomicsykProteomicskandkBioinformaticsaN2016aNfiaNmfbnh 6.5 10

46 TheNxhromatinNRemodelingNxomplexNxhdidNuRyNxontrolsNStriatedNMuscleNαdentityNandNMetabolicN
HomeostasiscNCellkMetabolismaN2016aNghaNmmfbng 24.6 34

45 TheNtranscriptionalNrepressorNHyvxlNpromotesNapoptosisNandNcbMycNdownregulationNinNparticularN
typesNofNleukemiaNandNlymphomacNCellkDeathkandkDiseaseaN2015aNkaNefkhj 9.8 30

44 NotchNsignalNstrengthNcontrolsNcellNfateNinNtheNhaemogenicNendotheliumcNNaturekCommunicationsaN
2015aNkaNmjfe 17.4 96

43 αncreasedNmitochondrialNfunctionNdownstreamNfromNKyMjvNhistoneNdemethylaseNrescuesN
differentiationNinNpRwbdeficientNcellscNGeneskandkDevelopmentaN2015aNgnaNfmflbhi 12.6 44

42 vssessingNassociationsNbetweenNtheNvURKvbHMMRbTPXgbTUwßfNfunctionalNmoduleNandNbreastN
cancerNriskNinNwRxvfdgNmutationNcarrierscNPLoSkONEaN2015aNfeaNeefgeege 3.7 26
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41 xhromatinbwideNprofilingNofNyYRKfvNrevealsNaNroleNasNaNgenebspecificNRNvNpolymeraseNααNxTyN
kinasecNMolecularkCellaN2015aNjlaNjekbge 17.6 65

40 αdentificationNofNxdcalNasNaNnovelNNotchNtranscriptionalNtargetNinvolvedNinNhematopoieticNstemNcellN
emergencecNJournalkofkExperimentalkMedicineaN2014aNgffaNgiffbgh 16.6 38

39 vNhighlyNconservedNWyYPKxyRvNepitopeNinNtheNRNvNdirectedNRNvNpolymeraseNofNhumanN
coronavirusesNcanNbeNusedNasNepitopebbasedNuniversalNvaccineNdesigncNBMCkBioinformaticsaN2014aNfjaNfkf 3.6 32

38
ßenomicNanalysisNandNdifferentialNexpressionNofNHMßNandNSfeevNfamilyNinNhumanNarthritisoN
upregulatedNexpressionNofNchemokinesaNαLbmNandNnitricNoxideNbyNHMßwfcNDNAkandkCellkBiologyaN2014aN
hhaNjjebkj

3.6 40

37 vnNintronicNmicroRNvNlinksNRbdzg’NandNzß’RNsignalingcNPLoSkGeneticsaN2014aNfeaNefeeiinh 6 19

36 MappingNofNsixNsomaticNlinkerNhistoneNHfNvariantsNinNhumanNbreastNcancerNcellsNuncoversNspecificN
featuresNofNHfcgcNNucleickAcidskResearchaN2014aNigaNiilibnh 20.1 74

35 N’b˛”wNdirectlyNmediatesNepigeneticNderegulationNofNcommonNmicroRNvsNinNzpsteinbwarrN
virusbmediatedNtransformationNofNwbcellsNandNinNlymphomascNNucleickAcidskResearchaN2014aNigaNffegjbhn 20.1 19

34 VvVhNmediatesNresistanceNtoNbreastNcancerNendocrineNtherapycNBreastkCancerkResearchaN2014aNfkaNRjh 8.3 21

33 zpsteinbwarrNvirusbmediatedNtransformationNofNwNcellsNinducesNglobalNchromatinNchangesN
independentNtoNtheNacquisitionNofNproliferationcNNucleickAcidskResearchaN2014aNigaNginbkh 20.1 25

32 αdentificationNofNxdcalNasNaNnovelNNotchNtranscriptionalNtargetNinvolvedNinNhematopoieticNstemNcellN
emergencecNJournalkofkCellkBiologyaN2014aNgelaNgeliOαvgfh 7.3

31 TheNwNcellNtranscriptionNprogramNmediatesNhypomethylationNandNoverexpressionNofNkeyNgenesNinN
zpsteinbwarrNvirusbassociatedNproliferativeNconversioncNGenomekBiologyaN2013aNfiaNRh 18.3 42

30 xhromatinbboundNα˛”w˛–NregulatesNaNsubsetNofNpolycombNtargetNgenesNinNdifferentiationNandNcancercN
CancerkCellaN2013aNgiaNfjfbkk 24.3 32

29 αdentificationNofNnovelNmarkersNinNrheumatoidNarthritisNthroughNintegratedNanalysisNofNyNvN
methylationNandNmicroRNvNexpressioncNJournalkofkAutoimmunityaN2013aNifaNkbfk 15.5 129

28 PUcfNtargetNgenesNundergoNTetgbcoupledNdemethylationNandNyNMThbbmediatedNmethylationNinN
monocytebtobosteoclastNdifferentiationcNGenomekBiologyaN2013aNfiaNRnn 18.3 140

27 LossNofNdzg’NcompromisesNmitochondrialNfunctioncNDevelopmentalkCellaN2013aNglaNihmbjf 10.2 26

26 ’unctionalNheterogeneityNofNcancerbassociatedNfibroblastsNfromNhumanNcolonNtumorsNshowsNspecificN
prognosticNgeneNexpressionNsignaturecNClinicalkCancerkResearchaN2013aNfnaNjnfibgk 12.9 122

25 HyvxlNisNaNrepressorNofNmyeloidNgenesNwhoseNdownregulationNisNrequiredNforNtransdifferentiationN
ofNprebwNcellsNintoNmacrophagescNPLoSkGeneticsaN2013aNnaNefeehjeh 6 43

24 yrosophilaNßvßvNfactorNisNrequiredNforNfullNactivationNofNtheNdzgffbYkidSdNtranscriptionalNprogramcN
CellkCycleaN2012aNffaNifnfbgeg 4.7 19
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23 xoordinatedNrepressionNofNcellNcycleNgenesNbyNKyMjvNandNzg’iNduringNdifferentiationcNProceedingsk
ofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaaN2012aNfenaNfminnbjei 11.5 49

22 xooperationNbetweenNdzg’fNandNYkidSdNdefinesNaNdistinctNtranscriptionalNprogramNnecessaryNtoN
bypassNcellNcycleNexitcNGeneskandkDevelopmentaN2011aNgjaNhghbhj 12.6 39

21 mirbffNlimitsNtheNproapoptoticNfunctionNofNitsNhostNgeneaNdzgffcNGeneskandkDevelopmentaN2011aNgjaNfmgebhi12.6 34

20 SelectiveNtargetingNofNhistoneNmethylationcNCellkCycleaN2011aNfeaNifhbgi 4.7 27

19 xobregulationNofNhistonebmodifyingNenzymesNinNcancercNPLoSkONEaN2011aNkaNegiegh 3.7 11

18 wiologicalNreprogrammingNinNacquiredNresistanceNtoNendocrineNtherapyNofNbreastNcancercNOncogeneaN
2010aNgnaNkelfbmh 9.2 53

17 αntOßenoNintegrationNandNdataNminingNofNmultidimensionalNoncogenomicNdatacNNaturekMethodsaN
2010aNlaNngbh 21.6 90

16 ßenomebwideNanalysisNusingNxhαPNtoNidentifyNisoformbspecificNgeneNtargetscNJournalkofkVisualizedk
ExperimentsaN2010aN 1.6 12

15 WholeNgenomeNanalysisNofNphmNSvPKbmediatedNgeneNexpressionNuponNstresscNBMCkGenomicsaN2010aN
ffaNfii 4.5 45

14 MolecularNepidemiologyNofNadenovirusNinfectionNamongNinfantsNandNchildrenNwithNacuteN
gastroenteritisNinNyhakaNxityaNwangladeshcNInfectionykGeneticskandkEvolutionaN2009aNnaNjfmbgg 4.5 33

13 ßalectinbfNsupportsNtheNsurvivalNofNxyijRvWbXNprimaryNmyelomaNcellsNinNvitrocNBritishkJournalkofk
HaematologyaN2008aNfigaNljibkj 4.5 25

12 zpidemiologicalNandNmolecularNanalysisNofNastrovirusNgastroenteritisNinNyhakaNxityaNwangladeshcN
JournalkofkTropicalkPediatricsaN2008aNjiaNighbj 1.2 6

11 yecreasedNzxpressionNLevelsNofNxyjiNvssociatedNwithNyecreasedNvctivityNofNxXxLfgNinNPrimaryN
MyelomaNxellscNBloodaN2008aNffgaNjfjjbjfjj 2.2

10 TheNPPvRˆ�NvctivationNMechanismNWhichNSuppressesNtheNxonstitutiveNN’bkwNvctivityNinNHumanN
MyelomaNxellNLinesccNBloodaN2007aNffeaNilhnbilhn 2.2

9 Sy’bfNαsNResponsibleNforNtheNxonstitutivelyNHighNN’bkwNvctivityNinNHumanNMyelomaNxellsccNBloodaN
2007aNffeaNilhlbilhl 2.2

8 TheNMechanismNofNxonstitutiveNN’bkwNvctivityNinNMyelomaNxellNLinesccNBloodaN2007aNffeaNiliebilie 2.2

7 αLbkbαnducedNxbMYxNyownbRegulatesNtheNzxpressionNofNxyhhNinNxyhhWZXNMyelomaNxellNLinesccNBloodaN
2007aNffeaNginkbgink 2.2

6 TheNzxpressionNofNxyjkNαsN’requentlyNvccompaniedNwithNtheNzxpressionNofNNeuronalNxellNMarkersN
andNαtsNyownbRegulationNαsNαnducedNbyNαLbkNinNHumanNMyelomaNxellsccNBloodaN2007aNffeaNhjhibhjhi 2.2

(2007-2012)
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5 LungNbiopsyNcellsNtranscriptionalNlandscapeNfromNxOVαybfnNpatientNstratifiedNlungNinjuryNinN
SvRSbxoVbgNinfectionNthroughNimpairedNpulmonaryNsurfactantNmetabolism 1

4 SvRSbxoVbgNproteinsNexploitNhostâ��sNgeneticNandNepigeneticNmediatorsNforNtheNannexationNofNkeyN
hostNsignalingNpathwaysNthatNconfersNitsNimmuneNevasionNandNdiseaseNpathophysiology 5

3
zpigeneticNregulatorNmiRNvNpatternNdifferencesNamongNSvRSbxoVaNSvRSbxoVbgNandNSvRSbxoVbgN
worldbwideNisolatesNdelineatedNtheNmysteryNbehindNtheNepicNpathogenicityNandNdistinctNclinicalN
characteristicsNofNpandemicNxOVαybfn

2

2 PerverselyNexpressedNlongNnoncodingNRNvsNcanNalterNhostNresponseNandNviralNproliferationNinN
SvRSbxoVbgNinfection 1

1 vNsinglebcellNtranscriptomeNatlasNofNtheNadultNmuscleNprecursorsNuncoversNearlyNeventsNinNfiberbtypeN
divergenceNinyrosophila 1
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