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Comparison of research methods for functional characterization of insect olfactory receptors.
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The functional difference of eight chitinase genes between male and female of the cotton mealybug,
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microRNA-14 as an efficient suppressor to switch off ecdysone production after ecdysis in insects. a1 28
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Progress and prospects of noncoding RNAs in insects. Journal of Integrative Agriculture, 2019, 18, a5 21
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LncRNAs are potentiallf involved in the immune interaction between small brown planthopper and
rice stripe virus. Journa
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Host-pathogen interaction between Asian citrus psyllid and entomopathogenic fungus (Cordyceps) Tj ETQqO O O rgBT [Overlock 10 Tf 5
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Functional analysis of eight chitinase genes in rice stem borer and their potential application in pest
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The vitellogenin receptor has an essential role in vertical transmission of rice stripe virus during

oogenesis in the small brown plant hopper. Pest Management Science, 2019, 75, 1370-1382. 3.4 17

A chromosome&€tevel assembly of the harlequin ladybird <i>Harmonia axyridis</i> as a genomic
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