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j Paper IF Citations

280 rRxS₁RWrashJveneJtditingJforJSickleJrellJsiseaseJandJ˛†WThalassemiaXJNewhEnglandhJournalhofh
MedicineVJ2021VJbgcVJadaWae[ 59.2 292

279 SexWdimorphicJgeneticJeffectsJandJnovelJlociJforJfastingJglucoseJandJinsulinJvariabilityXJNatureh
CommunicationsVJ2021VJ]aVJac 17.4 30

278 txomeJsequencingJofJa[Vfh]´ casesJofJtypeJaJdiabetesJandJacVcc[´ controlsXJNatureVJ2019VJdf[VJf]Wfe 50.4 129

277 raseWcontrolJanalysisJidentifiesJsharedJpropertiesJofJrareJgermlineJvariationJinJcancerJpredisposingJ
genesXJEuropeanhJournalhofhHumanhGeneticsVJ2019VJafVJgacWgag 5.3 1

276 tvaluatingJtheJcontributionJofJrareJvariantsJtoJtypeJaJdiabetesJandJrelatedJtraitsJusingJpedigreesXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2018VJ]]dVJbfhWbgc 11.5 21

275 veneticJinactivationJofJpNv₁T cJimprovesJglucoseJhomeostasisJandJisJassociatedJwithJreducedJriskJ
ofJdiabetesXJNaturehCommunicationsVJ2018VJhVJaada 17.4 71

274 VariationJinJMaturityWünsetJsiabetesJofJtheJYoungJvenesJxnfluenceJResponseJtoJxnterventionsJforJ
siabetesJ₁reventionXJJournalhofhClinicalhEndocrinologyhandhMetabolismVJ2017VJ][aVJaefgWaegh 5.6 12

273 uunctionalJxnvestigationsJofJwNu]pJxdentifyJRareJVariantsJasJRiskJuactorsJforJTypeJaJsiabetesJinJtheJ
veneralJ₁opulationXJDiabetesVJ2017VJeeVJbbdWbce 0.9 35

272 pnJtxpandedJvenomeWWideJpssociationJStudyJofJTypeJaJsiabetesJinJturopeansXJDiabetesVJ2017VJeeVJagggWah[a0.9 414

271 pJ ossWofWuunctionJSpliceJpcceptorJVariantJinJxsJ₁rotectiveJforJTypeJaJsiabetesXJDiabetesVJ2017VJeeVJah[bWah]c0.9 32

270 TypeJaJsiabetesJVariantsJsisruptJuunctionJofJS r]ep]]JthroughJTwoJsistinctJMechanismsXJCellVJ
2017VJ]f[VJ]hhWa]aXea[ 56.2 94

269 SequenceJdataJandJassociationJstatisticsJfromJ]aVhc[JtypeJaJdiabetesJcasesJandJcontrolsXJScientifich
DataVJ2017VJcVJ]f[]fh 8.2 22

268 venomeJSequencingJofJMultipleJ₁rimaryJTumorsJRevealsJaJNovelJ₁p qaJVariantXJJournalhofhClinicalh
OncologyVJ2016VJbcVJee]Wf 2.2 6

267 pJreferenceJpanelJofJecVhfeJhaplotypesJforJgenotypeJimputationXJNaturehGeneticsVJ2016VJcgVJ]afhWgb 36.3 1447

266 pnalysisJofJproteinWcodingJgeneticJvariationJinJe[Vf[eJhumansXJNatureVJ2016VJdbeVJagdWh] 50.4 6940

265 pssociationJofJtxomeJSequencesJWithJrardiovascularJTraitsJpmongJqlacksJinJtheJyacksonJweartJ
StudyXJCirculation:hCardiovascularhGeneticsVJ2016VJhVJbegWfc 7

264 ₁rospectiveJfunctionalJclassificationJofJallJpossibleJmissenseJvariantsJinJ₁₁pRvXJNaturehGeneticsVJ
2016VJcgVJ]df[W]dfd 36.3 149
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263 pJnullJmutationJinJpNv₁T gJdoesJnotJassociateJwithJeitherJplasmaJglucoseJorJtypeJaJdiabetesJinJ
humansXJBMChEndocrinehDisordersVJ2016VJ]eVJf 3.3 8

262 tpilogueiJWhatJtheJuutureJwoldsiJvenomicJMedicineJatJtheJweartJofJsiabetesJManagementJ2016VJde]Wdf[

261 RareJvariantJassociationsJwithJwaistWtoWhipJratioJinJturopeanWpmericanJandJpfricanWpmericanJ
womenJfromJtheJNw qxWtxomeJSequencingJ₁rojectXJEuropeanhJournalhofhHumanhGeneticsVJ2016VJacVJ]]g]Wf5.3 2

260 TransancestralJfineWmappingJofJfourJtypeJaJdiabetesJsusceptibilityJlociJhighlightsJpotentialJcausalJ
regulatoryJmechanismsXJHumanhMolecularhGeneticsVJ2016VJadVJa[f[Wa[g] 5.6 20

259 veneticsJofJtndocrinologyJ2016VJchWeg 1

258 TheJgeneticJarchitectureJofJtypeJaJdiabetesXJNatureVJ2016VJdbeVJc]Wcf 50.4 704

257 vuidelinesJforJ argeWScaleJSequenceWqasedJromplexJTraitJpssociationJStudiesiJ essonsJ earnedJ
fromJtheJNw qxJtxomeJSequencingJ₁rojectXJAmericanhJournalhofhHumanhGeneticsVJ2016VJhhVJfh]Wg[] 11 67

256 StructuralJformsJofJtheJhumanJamylaseJlocusJandJtheirJrelationshipsJtoJSN₁sVJhaplotypesJandJ
obesityXJNaturehGeneticsVJ2015VJcfVJha]Wd 36.3 92

255 TheJpowerJofJgeneWbasedJrareJvariantJmethodsJtoJdetectJdiseaseWassociatedJvariationJandJtestJ
hypothesesJaboutJcomplexJdiseaseXJPLoShGeneticsVJ2015VJ]]VJe][[d]ed 6 98

254 xdentificationJandJfunctionalJcharacterizationJofJve₁raJcodingJvariantsJinfluencingJglycemicJtraitsJ
defineJanJeffectorJtranscriptJatJtheJve₁raWpqrq]]JlocusXJPLoShGeneticsVJ2015VJ]]VJe][[cgfe 6 76

253 xntegratedJallelicVJtranscriptionalVJandJphenomicJdissectionJofJtheJcardiacJeffectsJofJtitinJ
truncationsJinJhealthJandJdiseaseXJSciencehTranslationalhMedicineVJ2015VJfVJaf[rae 17.5 267

252 xvuaq₁aYxM₁aWseficientJmiceJresistJobesityJthroughJenhancedJtranslationJofJUcp]JmRNpJandJ
ütherJmRNpsJencodingJmitochondrialJproteinsXJCellhMetabolismVJ2015VJa]VJe[hWa] 24.6 87

251 pJglobalJreferenceJforJhumanJgeneticJvariationXJNatureVJ2015VJdaeVJegWfc 50.4 8599

250 veneticJfineJmappingJandJgenomicJannotationJdefinesJcausalJmechanismsJatJtypeJaJdiabetesJ
susceptibilityJlociXJNaturehGeneticsVJ2015VJcfVJ]c]dWad 36.3 292

249 txomeJsequencingJidentifiesJrareJ s RJandJp₁üpdJallelesJconferringJriskJforJmyocardialJinfarctionXJ
NatureVJ2015VJd]gVJ][aWe 50.4 463

248 ₁athwaysJtargetedJbyJantidiabetesJdrugsJareJenrichedJforJmultipleJgenesJassociatedJwithJtypeJaJ
diabetesJriskXJDiabetesVJ2015VJecVJ]cf[Wgb 0.9 28

247 venomeWwideJmetaWanalysisJinJalopeciaJareataJresolvesJw pJassociationsJandJrevealsJtwoJnewJ
susceptibilityJlociXJNaturehCommunicationsVJ2015VJeVJdhee 17.4 142

246 wighWthroughputJluminescentJreporterJofJinsulinJsecretionJforJdiscoveringJregulatorsJofJpancreaticJ
qetaWcellJfunctionXJCellhMetabolismVJ2015VJa]VJ]aeWbf 24.6 58
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245 WholeWexomeJsequencingJidentifiesJrareJandJlowWfrequencyJcodingJvariantsJassociatedJwithJ s J
cholesterolXJAmericanhJournalhofhHumanhGeneticsVJ2014VJhcVJabbWcd 11 170

244 SequenceJvariantsJinJS r]ep]]JareJaJcommonJriskJfactorJforJtypeJaJdiabetesJinJMexicoXJNatureVJ
2014VJd[eVJhfW][] 50.4 323

243  everagingJcrossWspeciesJtranscriptionJfactorJbindingJsiteJpatternsiJfromJdiabetesJriskJlociJtoJ
diseaseJmechanismsXJCellVJ2014VJ]deVJbcbWdg 56.2 96

242 xnactivatingJmutationsJinJN₁r] ]JandJprotectionJfromJcoronaryJheartJdiseaseXJNewhEnglandhJournalh
ofhMedicineVJ2014VJbf]VJa[faWga 59.2 307

241
pJnovelJtestJforJrecessiveJcontributionsJtoJcomplexJdiseasesJimplicatesJqardetWqiedlJsyndromeJ
geneJqqS][JinJidiopathicJtypeJaJdiabetesJandJobesityXJAmericanhJournalhofhHumanhGeneticsVJ2014VJ
hdVJd[hWa[

11 26

240 tffectsJofJlongWtermJaveragingJofJquantitativeJbloodJpressureJtraitsJonJtheJdetectionJofJgeneticJ
associationsXJAmericanhJournalhofhHumanhGeneticsVJ2014VJhdVJchWed 11 52

239 venomeWwideJtransWancestryJmetaWanalysisJprovidesJinsightJintoJtheJgeneticJarchitectureJofJtypeJaJ
diabetesJsusceptibilityXJNaturehGeneticsVJ2014VJceVJabcWcc 36.3 784

238  ossWofWfunctionJmutationsJinJS rb[pgJprotectJagainstJtypeJaJdiabetesXJNaturehGeneticsVJ2014VJceVJbdfWeb36.3 351

237  ossWofWfunctionJmutationsJinJp₁ürbVJtriglyceridesVJandJcoronaryJdiseaseXJNewhEnglandhJournalhofh
MedicineVJ2014VJbf]VJaaWb] 59.2 721

236 SimulationJofJuinnishJpopulationJhistoryVJguidedJbyJempiricalJgeneticJdataVJtoJassessJpowerJofJ
rareWvariantJtestsJinJuinlandXJAmericanhJournalhofhHumanhGeneticsVJ2014VJhcVJf][Wa[ 11 19

235 veneticJmodifiersJofJtvuRJdependenceJinJnonWsmallJcellJlungJcancerXJProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2014VJ]]]VJ]gee]We 11.5 37

234 xncreasedJburdenJofJcardiovascularJdiseaseJinJcarriersJofJp₁ü ]JgeneticJvariantsXJCirculationh
ResearchVJ2014VJ]]cVJgcdWd[ 15.7 119

233 WholeWexomeJimputationJofJsequenceJvariantsJidentifiedJtwoJnovelJallelesJassociatedJwithJadultJ
bodyJheightJinJpfricanJpmericansXJHumanhMolecularhGeneticsVJ2014VJabVJee[fW]d 5.6 11

232 sistributionJandJmedicalJimpactJofJlossWofWfunctionJvariantsJinJtheJuinnishJfounderJpopulationXJPLoSh
GeneticsVJ2014VJ][VJe][[cchc 6 243

231 pgeWrelatedJclonalJhematopoiesisJassociatedJwithJadverseJoutcomesXJNewhEnglandhJournalhofh
MedicineVJ2014VJbf]VJacggWhg 59.2 2314

230
RareJvariantsJinJ₁₁pRvJwithJdecreasedJactivityJinJadipocyteJdifferentiationJareJassociatedJwithJ
increasedJriskJofJtypeJaJdiabetesXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaVJ2014VJ]]]VJ]b]afWba

11.5 121

229 pssociationJofJaJlowWfrequencyJvariantJinJwNu]pJwithJtypeJaJdiabetesJinJaJ atinoJpopulationXJJAMAhwh
JournalhofhthehAmericanhMedicalhAssociationVJ2014VJb]]VJab[dW]c 27.4 164

228 rlonalJwematopoiesisJwithJSomaticJMutationsJxsJaJrommonVJpgeWRelatedJronditionJpssociatedJ
withJpdverseJüutcomesXJBloodVJ2014VJ]acVJgc[Wgc[ 2.2 0
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227 ValidatingJtherapeuticJtargetsJthroughJhumanJgeneticsXJNaturehReviewshDrughDiscoveryVJ2013VJ]aVJdg]Whc64.1 405

226 pJrecurrentJgermlineJ₁pXdJmutationJconfersJsusceptibilityJtoJpreWqJcellJacuteJlymphoblasticJ
leukemiaXJNaturehGeneticsVJ2013VJcdVJ]aaeW]ab] 36.3 205

225 rommonJvariantsJassociatedJwithJplasmaJtriglyceridesJandJriskJforJcoronaryJarteryJdiseaseXJNatureh
GeneticsVJ2013VJcdVJ]bcdWda 36.3 597

224 tvaluatingJempiricalJboundsJonJcomplexJdiseaseJgeneticJarchitectureXJNaturehGeneticsVJ2013VJcdVJ]c]gWaf36.3 120

223 pssessingJtheJphenotypicJeffectsJinJtheJgeneralJpopulationJofJrareJvariantsJinJgenesJforJaJdominantJ
MendelianJformJofJdiabetesXJNaturehGeneticsVJ2013VJcdVJ]bg[Wd 36.3 103

222
txomeJsequencingJandJgenomeWwideJlinkageJanalysisJinJ]fJfamiliesJillustrateJtheJcomplexJ
contributionJofJTTNJtruncatingJvariantsJtoJdilatedJcardiomyopathyXJCirculation:hCardiovascularh
GeneticsVJ2013VJeVJ]ccWdb

81

221  argeWscaleJassociationJanalysisJidentifiesJnewJriskJlociJforJcoronaryJarteryJdiseaseXJNaturehGeneticsVJ
2013VJcdVJadWbb 36.3 1172

220 pnalysisJofJeVd]dJexomesJrevealsJtheJrecentJoriginJofJmostJhumanJproteinWcodingJvariantsXJNatureVJ
2013VJchbVJa]eWa[ 50.4 723

219 ronfirmingJglycemicJstatusJinJtheJsiabetesJ₁reventionJ₁rogramiJimplicationsJforJdiagnosingJ
diabetesJinJhighJriskJadultsXJJournalhofhDiabeteshandhItshComplicationsVJ2013VJafVJ]d[Wf 3.2 14

218 uromJuastβJdataJtoJhighJconfidenceJvariantJcallsiJtheJvenomeJpnalysisJToolkitJbestJpracticesJ
pipelineXJCurrenthProtocolshinhBioinformaticsVJ2013VJcbVJ]]X][X]W]]X][Xbb 24.2 2907

217 qranchedJchainJandJaromaticJaminoJacidsJchangeJacutelyJfollowingJtwoJmedicalJtherapiesJforJtypeJ
aJdiabetesJmellitusXJMetabolism:hClinicalhandhExperimentalVJ2013VJeaVJ]ffaWg 12.7 48

216 RareJcompleteJknockoutsJinJhumansiJpopulationJdistributionJandJsignificantJroleJinJautismJ
spectrumJdisordersXJNeuronVJ2013VJffVJabdWca 13.9 190

215  ongWtermJeffectsJofJtheJsiabetesJ₁reventionJ₁rogramJinterventionsJonJcardiovascularJriskJfactorsiJ
aJreportJfromJtheJs₁₁JüutcomesJStudyXJDiabetichMedicineVJ2013VJb[VJceWdd 3.5 136

214 xdentificationJofJaJqRrpaWspecificJmodifierJlocusJatJepacJrelatedJtoJbreastJcancerJriskXJPLoSh
GeneticsVJ2013VJhVJe][[b]fb 6 90

213
txomeJsequencingJandJdirectedJclinicalJphenotypingJdiagnoseJcholesterolJesterJstorageJdiseaseJ
presentingJasJautosomalJrecessiveJhypercholesterolemiaXJArteriosclerosisvhThrombosisvhandhVascularh
BiologyVJ2013VJbbVJah[hW]c

9.4 76

212 veneticJlociJforJretinalJarteriolarJmicrocirculationXJPLoShONEVJ2013VJgVJeedg[c 3.7 19

211 uineWscaleJpatternsJofJpopulationJstratificationJconfoundJrareJvariantJassociationJtestsXJPLoShONEVJ
2013VJgVJeedgbc 3.7 35

210 ₁lasmaJws JcholesterolJandJriskJofJmyocardialJinfarctioniJaJmendelianJrandomisationJstudyXJLancetvh
TheVJ2012VJbg[VJdfaWg[ 40 1523

(2012-2013)
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209  argeWscaleJassociationJanalysisJprovidesJinsightsJintoJtheJgeneticJarchitectureJandJpathophysiologyJ
ofJtypeJaJdiabetesXJNaturehGeneticsVJ2012VJccVJhg]Wh[ 36.3 1482

208 TheJ][[[JvenomesJ₁rojectiJdataJmanagementJandJcommunityJaccessXJNaturehMethodsVJ2012VJhVJcdhWea 21.6 202

207 txomeJsequencingJofJextremeJphenotypesJidentifiesJsrTNcJasJaJmodifierJofJchronicJ₁seudomonasJ
aeruginosaJinfectionJinJcysticJfibrosisXJNaturehGeneticsVJ2012VJccVJggeWh 36.3 170

206 pnJintegratedJmapJofJgeneticJvariationJfromJ]V[haJhumanJgenomesXJNatureVJ2012VJch]VJdeWed 50.4 6049

205 qurdenJofJrareJsarcomereJgeneJvariantsJinJtheJuraminghamJandJyacksonJweartJStudyJcohortsXJ
AmericanhJournalhofhHumanhGeneticsVJ2012VJh]VJd]bWh 11 88

204 TvuqaJmutationsJcauseJfamilialJthoracicJaorticJaneurysmsJandJdissectionsJassociatedJwithJmildJ
systemicJfeaturesJofJMarfanJsyndromeXJNaturehGeneticsVJ2012VJccVJh]eWa] 36.3 257

203 pfricanJancestryJandJitsJcorrelationJtoJtypeJaJdiabetesJinJpfricanJpmericansiJaJgeneticJadmixtureJ
analysisJinJthreeJUXSXJpopulationJcohortsXJPLoShONEVJ2012VJfVJebagc[ 3.7 56

202 pJgenomeWwideJassociationJsearchJforJtypeJaJdiabetesJgenesJinJpfricanJpmericansXJPLoShONEVJ2012VJ
fVJeaha[a 3.7 138

201 TheJxnheritedJqasisJofJrommonJsiseasesJ2012VJ]hdW]hg

200 pJgenomeWwideJapproachJaccountingJforJbodyJmassJindexJidentifiesJgeneticJvariantsJinfluencingJ
fastingJglycemicJtraitsJandJinsulinJresistanceXJNaturehGeneticsVJ2012VJccVJedhWeh 36.3 615

199 tvolutionJandJfunctionalJimpactJofJrareJcodingJvariationJfromJdeepJsequencingJofJhumanJexomesXJ
ScienceVJ2012VJbbfVJecWh 33.3 1280

198 venomeWwideJassociationJstudyJinJwanJrhineseJidentifiesJfourJnewJsusceptibilityJlociJforJcoronaryJ
arteryJdiseaseXJNaturehGeneticsVJ2012VJccVJgh[Wc 36.3 243

197  argeWscaleJgeneWcentricJmetaWanalysisJacrossJbhJstudiesJidentifiesJtypeJaJdiabetesJlociXJAmericanh
JournalhofhHumanhGeneticsVJ2012VJh[VJc][Wad 11 214

196 a[]]JrurtJSternJpwardJaddressXJAmericanhJournalhofhHumanhGeneticsVJ2012VJh[VJc[fWh 11 2

195  argeWScaleJveneWrentricJMetaWpnalysisJacrossJbhJStudiesJxdentifiesJTypeJaJsiabetesJ ociXJAmericanh
JournalhofhHumanhGeneticsVJ2012VJh[VJfdb 11 4

194 xnformedJconditioningJonJclinicalJcovariatesJincreasesJpowerJinJcaseWcontrolJassociationJstudiesXJ
PLoShGeneticsVJ2012VJgVJe][[b[ba 6 58

193 TheJmetabochipVJaJcustomJgenotypingJarrayJforJgeneticJstudiesJofJmetabolicVJcardiovascularVJandJ
anthropometricJtraitsXJPLoShGeneticsVJ2012VJgVJe][[afhb 6 395

192 pnalysisJofJcaseWcontrolJassociationJstudiesJwithJknownJriskJvariantsXJBioinformaticsVJ2012VJagVJ]fahWbf 7.2 25
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191 tfficiencyJandJpowerJasJaJfunctionJofJsequenceJcoverageVJSN₁JarrayJdensityVJandJimputationXJPLoSh
ComputationalhBiologyVJ2012VJgVJe][[ae[c 5 17

190 veneticJmodulationJofJlipidJprofilesJfollowingJlifestyleJmodificationJorJmetforminJtreatmentiJtheJ
siabetesJ₁reventionJ₁rogramXJPLoShGeneticsVJ2012VJgVJe][[aghd 6 27

189 RiskJandJreturnJforJtheJclinicianWinvestigatorXJSciencehTranslationalhMedicineVJ2012VJcVJ]bdcme 17.5 3

188 wypothesisWbasedJanalysisJofJgeneWgeneJinteractionsJandJriskJofJmyocardialJinfarctionXJPLoShONEVJ
2012VJfVJec]fb[ 3.7 15

187 xnfluenceJofJhpa]XbJgeneticJvariantsJonJclinicalJandJangiographicJoutcomesJinJearlyWonsetJ
myocardialJinfarctionXJJournalhofhthehAmericanhCollegehofhCardiologyVJ2011VJdgVJcaeWbc 15.1 54

186 veneticJvariantsJinJnovelJpathwaysJinfluenceJbloodJpressureJandJcardiovascularJdiseaseJriskXJNature
VJ2011VJcfgVJ][bWh 50.4 1564

185 romparingJstrategiesJtoJfineWmapJtheJassociationJofJcommonJSN₁sJatJchromosomeJhpa]JwithJtypeJ
aJdiabetesJandJmyocardialJinfarctionXJNaturehGeneticsVJ2011VJcbVJg[]Wd 36.3 75

184 seepJresequencingJofJvWpSJlociJidentifiesJindependentJrareJvariantsJassociatedJwithJinflammatoryJ
bowelJdiseaseXJNaturehGeneticsVJ2011VJcbVJ][eeWfb 36.3 584

183 TheJ inagYletWfJaxisJregulatesJglucoseJmetabolismXJCellVJ2011VJ]cfVJg]Whc 56.2 649

182 TheJfunctionalJspectrumJofJlowWfrequencyJcodingJvariationXJGenomehBiologyVJ2011VJ]aVJRgc 18.3 161

181 StrongJassociationJofJtheJp₁üpdW]]b]TmrJgeneJvariantJandJearlyWonsetJacuteJmyocardialJ
infarctionXJAtherosclerosisVJ2011VJa]cVJbhfWc[b 3.1 36

180 TestingJforJanJunusualJdistributionJofJrareJvariantsXJPLoShGeneticsVJ2011VJfVJe][[]baa 6 465

179  argeWscaleJassociationJanalysisJidentifiesJ]bJnewJsusceptibilityJlociJforJcoronaryJarteryJdiseaseXJ
NaturehGeneticsVJ2011VJcbVJbbbWg 36.3 1394

178 pJframeworkJforJvariationJdiscoveryJandJgenotypingJusingJnextWgenerationJsNpJsequencingJdataXJ
NaturehGeneticsVJ2011VJcbVJch]Wg 36.3 7264

177 venomeWwideJassociationJstudyJforJcoronaryJarteryJcalcificationJwithJfollowWupJinJmyocardialJ
infarctionXJCirculationVJ2011VJ]acVJagddWec 16.7 213

176 pJgenomeWwideJassociationJstudyJidentifiesJ x₁pJasJaJsusceptibilityJgeneJforJcoronaryJarteryJ
diseaseXJCirculation:hCardiovascularhGeneticsVJ2011VJcVJc[bW]a 98

175 spSwiJaJmethodJforJidenticalWbyWdescentJhaplotypeJmappingJuncoversJassociationJwithJrecentJ
variationXJAmericanhJournalhofhHumanhGeneticsVJ2011VJggVJf[eWf]f 11 60

174 waplotypeJstructureJinJpshkenaziJyewishJqRrp]JandJqRrpaJmutationJcarriersXJHumanhGeneticsVJ
2011VJ]b[VJegdWhh 6.3 15

(2011-2012)

7



173 ₁owerJinJtheJphenotypicJextremesiJaJsimulationJstudyJofJpowerJinJdiscoveryJandJreplicationJofJrareJ
variantsXJGenetichEpidemiologyVJ2011VJbdVJabeWce 2.6 83

172 TriglycerideJresponseJtoJanJintensiveJlifestyleJinterventionJisJenhancedJinJcarriersJofJtheJvrzRJ
₁rocce euJpolymorphismXJJournalhofhClinicalhEndocrinologyhandhMetabolismVJ2011VJheVJt]]caWf 5.6 32

171 UpdatedJgeneticJscoreJbasedJonJbcJconfirmedJtypeJaJdiabetesJ ociJisJassociatedJwithJdiabetesJ
incidenceJandJregressionJtoJnormoglycemiaJinJtheJdiabetesJpreventionJprogramXJDiabetesVJ2011VJe[VJ]bc[Wg0.9 153

170 venomeWwideJassociationJstudyJidentifiesJsixJnewJlociJinfluencingJpulseJpressureJandJmeanJarterialJ
pressureXJNaturehGeneticsVJ2011VJcbVJ][[dW]] 36.3 338

169 xncreasedJpowerJofJmixedJmodelsJfacilitatesJassociationJmappingJofJ][JlociJforJmetabolicJtraitsJinJ
anJisolatedJpopulationXJHumanhMolecularhGeneticsVJ2011VJa[VJgafWbh 5.6 22

168 turopeanJadmixtureJonJtheJMicronesianJislandJofJzosraeiJlessonsJfromJcompleteJgeneticJ
informationXJEuropeanhJournalhofhHumanhGeneticsVJ2010VJ]gVJb[hW]e 5.3 10

167 qiologicalVJclinicalJandJpopulationJrelevanceJofJhdJlociJforJbloodJlipidsXJNatureVJ2010VJceeVJf[fW]b 50.4 2742

166 xntegratingJcommonJandJrareJgeneticJvariationJinJdiverseJhumanJpopulationsXJNatureVJ2010VJcefVJdaWg 50.4 2135

165 pJmapJofJhumanJgenomeJvariationJfromJpopulationWscaleJsequencingXJNatureVJ2010VJcefVJ][e]Wfb 50.4 6142

164 veneticJvariationJinJvx₁RJinfluencesJtheJglucoseJandJinsulinJresponsesJtoJanJoralJglucoseJchallengeXJ
NaturehGeneticsVJ2010VJcaVJ]caWg 36.3 527

163 venomeWwideJmetaWanalysesJidentifyJmultipleJlociJassociatedJwithJsmokingJbehaviorXJNatureh
GeneticsVJ2010VJcaVJcc]Wf 36.3 927

162 TwelveJtypeJaJdiabetesJsusceptibilityJlociJidentifiedJthroughJlargeWscaleJassociationJanalysisXJNatureh
GeneticsVJ2010VJcaVJdfhWgh 36.3 1449

161 wighWthroughputVJpooledJsequencingJidentifiesJmutationsJinJNUq₁ JandJuüXRts]JinJhumanJ
complexJxJdeficiencyXJNaturehGeneticsVJ2010VJcaVJgd]Wg 36.3 292

160 pJlocusJonJ]hp]bJmodifiesJriskJofJbreastJcancerJinJqRrp]JmutationJcarriersJandJisJassociatedJwithJ
hormoneJreceptorWnegativeJbreastJcancerJinJtheJgeneralJpopulationXJNaturehGeneticsVJ2010VJcaVJggdWha 36.3 276

159 rommonJvariantsJatJ][JgenomicJlociJinfluenceJhemoglobinJpâ��RrSJlevelsJviaJglycemicJandJ
nonglycemicJpathwaysXJDiabetesVJ2010VJdhVJbaahWbh 0.9 314

158 rommonJgeneticJvariantsJandJmodificationJofJpenetranceJofJqRrpaWassociatedJbreastJcancerXJPLoSh
GeneticsVJ2010VJeVJe][[]]gb 6 74

157 rommonJinheritedJvariationJinJmitochondrialJgenesJisJnotJenrichedJforJassociationsJwithJtypeJaJ
diabetesJorJrelatedJglycemicJtraitsXJPLoShGeneticsVJ2010VJeVJe][[][dg 6 366

156 ronsistentJassociationJofJtypeJaJdiabetesJriskJvariantsJfoundJinJeuropeansJinJdiverseJracialJandJ
ethnicJgroupsXJPLoShGeneticsVJ2010VJeVJe][[][fg 6 142
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155
pJlargeJstudyJofJandrogenJreceptorJgermlineJvariantsJandJtheirJrelationJtoJsexJhormoneJlevelsJandJ
prostateJcancerJriskXJResultsJfromJtheJNationalJrancerJxnstituteJqreastJandJ₁rostateJrancerJrohortJ
ronsortiumXJJournalhofhClinicalhEndocrinologyhandhMetabolismVJ2010VJhdVJt]a]Wf

5.6 42

154 TheJwapMapJ₁rojectJandJ owW₁enetranceJrancerJSusceptibilityJpllelesJ2010VJ]hdWa[c

153  ackJofJassociationJbetweenJtheJTrpf]hprgJpolymorphismJinJkinesinWlikeJproteinWeJandJcoronaryJ
arteryJdiseaseJinJ]hJcaseWcontrolJstudiesXJJournalhofhthehAmericanhCollegehofhCardiologyVJ2010VJdeVJ]ddaWeb15.1 75

152 TheJvenomeJpnalysisJToolkitiJaJMapReduceJframeworkJforJanalyzingJnextWgenerationJsNpJ
sequencingJdataXJGenomehResearchVJ2010VJa[VJ]ahfWb[b 9.7 14079

151 NewJgeneticJlociJimplicatedJinJfastingJglucoseJhomeostasisJandJtheirJimpactJonJtypeJaJdiabetesJriskXJ
NaturehGeneticsVJ2010VJcaVJ][dW]e 36.3 1673

150 rommonJvariantsJinJc[JgenesJassessedJforJdiabetesJincidenceJandJresponseJtoJmetforminJandJ
lifestyleJinterventionJinJtheJdiabetesJpreventionJprogramXJDiabetesVJ2010VJdhVJaefaWg] 0.9 200

149 txomeJsequencingVJpNv₁T bJmutationsVJandJfamilialJcombinedJhypolipidemiaXJNewhEnglandh
JournalhofhMedicineVJ2010VJbebVJaaa[Wf 59.2 485

148 pccuratelyJassessingJtheJriskJofJschizophreniaJconferredJbyJrareJcopyWnumberJvariationJaffectingJ
genesJwithJbrainJfunctionXJPLoShGeneticsVJ2010VJeVJe][[][hf 6 118

147 TheJTWbg]rJSN₁JinJqN₁JgeneJmayJbeJmodestlyJassociatedJwithJtypeJaJdiabetesiJanJupdatedJ
metaWanalysisJinJchJafhJsubjectsXJHumanhMolecularhGeneticsVJ2009VJ]gVJachdWd[] 5.6 26

146 UnderlyingJgeneticJmodelsJofJinheritanceJinJestablishedJtypeJaJdiabetesJassociationsXJAmericanh
JournalhofhEpidemiologyVJ2009VJ]f[VJdbfWcd 3.8 60

145
SystematicJhaplotypeJanalysisJresolvesJaJcomplexJplasmaJplantJsterolJlocusJonJtheJMicronesianJ
xslandJofJzosraeXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ
2009VJ][eVJ]bggeWh]

11.5 20

144 xdentifyingJrelationshipsJamongJgenomicJdiseaseJregionsiJpredictingJgenesJatJpathogenicJSN₁J
associationsJandJrareJdeletionsXJPLoShGeneticsVJ2009VJdVJe][[[dbc 6 337

143 venomeWwideJassociationJstudiesJinJanJisolatedJfounderJpopulationJfromJtheJ₁acificJxslandJofJ
zosraeXJPLoShGeneticsVJ2009VJdVJe][[[bed 6 75

142 ₁arentalJoriginJofJsequenceJvariantsJassociatedJwithJcomplexJdiseasesXJNatureVJ2009VJceaVJgegWfc 50.4 459

141 SixJnewJlociJassociatedJwithJbodyJmassJindexJhighlightJaJneuronalJinfluenceJonJbodyJweightJ
regulationXJNaturehGeneticsVJ2009VJc]VJadWbc 36.3 1368

140 rommonJvariantJinJMTNR]qJassociatedJwithJincreasedJriskJofJtypeJaJdiabetesJandJimpairedJearlyJ
insulinJsecretionXJNaturehGeneticsVJ2009VJc]VJgaWg 36.3 550

139 VariantsJinJMTNR]qJinfluenceJfastingJglucoseJlevelsXJNaturehGeneticsVJ2009VJc]VJffWg] 36.3 584

138 rommonJvariantsJatJb[JlociJcontributeJtoJpolygenicJdyslipidemiaXJNaturehGeneticsVJ2009VJc]VJdeWed 36.3 1095

(2009-2010)
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137 NewJsusceptibilityJlocusJforJcoronaryJarteryJdiseaseJonJchromosomeJbqaaXbXJNaturehGeneticsVJ2009VJ
c]VJag[Wa 36.3 389

136 venomeWwideJassociationJofJearlyWonsetJmyocardialJinfarctionJwithJsingleJnucleotideJ
polymorphismsJandJcopyJnumberJvariantsXJNaturehGeneticsVJ2009VJc]VJbbcWc] 36.3 884

135 venomeWwideJassociationJstudyJidentifiesJeightJlociJassociatedJwithJbloodJpressureXJNatureh
GeneticsVJ2009VJc]VJeeeWfe 36.3 970

134 venomeWwideJassociationJstudyJandJmetaWanalysisJfindJthatJoverJc[JlociJaffectJriskJofJtypeJ]J
diabetesXJNaturehGeneticsVJ2009VJc]VJf[bWf 36.3 1298

133 seJnovoJcopyJnumberJvariantsJidentifyJnewJgenesJandJlociJinJisolatedJsporadicJtetralogyJofJuallotXJ
NaturehGeneticsVJ2009VJc]VJhb]Wd 36.3 325

132 pJgenomeWwideJmetaWanalysisJidentifiesJaaJlociJassociatedJwithJeightJhematologicalJparametersJinJ
theJwaemvenJconsortiumXJNaturehGeneticsVJ2009VJc]VJ]]gaWh[ 36.3 433

131 veneticJvariantsJatJrsagVJ₁RsM]JandJrsaYrsdgJareJassociatedJwithJrheumatoidJarthritisJriskXJ
NaturehGeneticsVJ2009VJc]VJ]b]bWg 36.3 272

130 sonorWrecipientJmismatchJforJcommonJgeneJdeletionJpolymorphismsJinJgraftWversusWhostJdiseaseXJ
NaturehGeneticsVJ2009VJc]VJ]bc]Wc 36.3 75

129 TissueWspecificJalternativeJsplicingJofJTruf aXJHumanhMolecularhGeneticsVJ2009VJ]gVJbfhdWg[c 5.6 89

128 venomeWwideJassociationJstudyJofJelectrocardiographicJconductionJmeasuresJinJanJisolatedJ
founderJpopulationiJzosraeXJHearthRhythmVJ2009VJeVJebcWc] 6.7 56

127 WholeJpopulationVJgenomeWwideJmappingJofJhiddenJrelatednessXJGenomehResearchVJ2009VJ]hVJb]gWae 9.7 326

126 MappingJandJsequencingJofJstructuralJvariationJfromJeightJhumanJgenomesXJNatureVJ2008VJcdbVJdeWec 50.4 878

125 veneticJvariantsJnearJTNupx₁bJonJeqabJareJassociatedJwithJsystemicJlupusJerythematosusXJNatureh
GeneticsVJ2008VJc[VJ][dhWe] 36.3 459

124 ₁olymorphismJatJtheJTNuJsuperfamilyJgeneJTNuSucJconfersJsusceptibilityJtoJsystemicJlupusJ
erythematosusXJNaturehGeneticsVJ2008VJc[VJgbWh 36.3 167

123 seletionJpolymorphismJupstreamJofJxRvMJassociatedJwithJalteredJxRvMJexpressionJandJrrohnQsJ
diseaseXJNaturehGeneticsVJ2008VJc[VJ]][fW]a 36.3 527

122 rommonJvariantsJatJrsc[JandJotherJlociJconferJriskJofJrheumatoidJarthritisXJNaturehGeneticsVJ2008VJ
c[VJ]a]eWab 36.3 416

121 xntegratedJgenotypeJcallingJandJassociationJanalysisJofJSN₁sVJcommonJcopyJnumberJ
polymorphismsJandJrareJrNVsXJNaturehGeneticsVJ2008VJc[VJ]adbWe[ 36.3 656

120 xntegratedJdetectionJandJpopulationWgeneticJanalysisJofJSN₁sJandJcopyJnumberJvariationXJNatureh
GeneticsVJ2008VJc[VJ]]eeWfc 36.3 773
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119 SixJnewJlociJassociatedJwithJbloodJlowWdensityJlipoproteinJcholesterolVJhighWdensityJlipoproteinJ
cholesterolJorJtriglyceridesJinJhumansXJNaturehGeneticsVJ2008VJc[VJ]ghWhf 36.3 1108

118 ₁olymorphismsJassociatedJwithJcholesterolJandJriskJofJcardiovascularJeventsXJNewhEnglandhJournalh
ofhMedicineVJ2008VJbdgVJ]ac[Wh 59.2 534

117 rlinicalJriskJfactorsVJsNpJvariantsVJandJtheJdevelopmentJofJtypeJaJdiabetesXJNewhEnglandhJournalhofh
MedicineVJ2008VJbdhVJaaa[Wba 59.2 698

116 MetaWanalysisJofJgenomeWwideJassociationJdataJandJlargeWscaleJreplicationJidentifiesJadditionalJ
susceptibilityJlociJforJtypeJaJdiabetesXJNaturehGeneticsVJ2008VJc[VJebgWcd 36.3 1496

115 uromJsarwinQsJfinchesJtoJcanariesJinJtheJcoalJmineWWminingJtheJgenomeJforJnewJbiologyXJNewh
EnglandhJournalhofhMedicineVJ2008VJbdgVJafe[Wb 59.2 63

114 veneticJmappingJinJhumanJdiseaseXJScienceVJ2008VJbaaVJgg]Wg 33.3 1086

113 txtensionJofJtypeJaJdiabetesJgenomeWwideJassociationJscanJresultsJinJtheJdiabetesJpreventionJ
programXJDiabetesVJ2008VJdfVJad[bW][ 0.9 86

112
rommonJmissenseJvariantJinJtheJglucokinaseJregulatoryJproteinJgeneJisJassociatedJwithJincreasedJ
plasmaJtriglycerideJandJrWreactiveJproteinJbutJlowerJfastingJglucoseJconcentrationsXJDiabetesVJ2008
VJdfVJb]]aWa]

0.9 223

111 veneticJanalysisJofJhumanJtraitsJinJvitroiJdrugJresponseJandJgeneJexpressionJinJlymphoblastoidJcellJ
linesXJPLoShGeneticsVJ2008VJcVJe][[[agf 6 182

110 rommonJSN₁sJinJwMvrRJinJmicronesiansJandJwhitesJassociatedJwithJ s WcholesterolJlevelsJaffectJ
alternativeJsplicingJofJexon]bXJArteriosclerosisvhThrombosisvhandhVascularhBiologyVJ2008VJagVJa[fgWgc 9.4 106

109 pJnovelJpolymorphismJofJtheJhumanJrsc[JreceptorJwithJenhancedJfunctionXJBloodVJ2008VJ]]aVJ]gebWf] 2.2 25

108 waplotypesJofJtheJestrogenJreceptorJbetaJgeneJandJbreastJcancerJriskXJInternationalhJournalhofh
CancerVJ2008VJ]aaVJbgfWha 7.5 36

107 tstimationJofJtheJmultipleJtestingJburdenJforJgenomewideJassociationJstudiesJofJnearlyJallJ
commonJvariantsXJGenetichEpidemiologyVJ2008VJbaVJbg]Wd 2.6 584

106 pssociationJbetweenJmicrodeletionJandJmicroduplicationJatJ]ep]]XaJandJautismXJNewhEnglandh
JournalhofhMedicineVJ2008VJbdgVJeefWfd 59.2 1249

105 VariationsJinJtheJve₁raYpqrq]]JgenomicJregionJareJassociatedJwithJfastingJglucoseJlevelsXJJournalh
ofhClinicalhInvestigationVJ2008VJ]]gVJaea[Wg 15.9 127

104 tvaluationJofJcommonJvariantsJinJtheJsixJknownJmaturityWonsetJdiabetesJofJtheJyoungJRMüsYSJ
genesJforJassociationJwithJtypeJaJdiabetesXJDiabetesVJ2007VJdeVJegdWhb 0.9 160

103
rY₁]fJgeneticJvariationJandJriskJofJbreastJandJprostateJcancerJfromJtheJNationalJrancerJxnstituteJ
qreastJandJ₁rostateJrancerJrohortJronsortiumJRq₁rbSXJCancerhEpidemiologyhBiomarkershandh
PreventionVJ2007VJ]eVJaabfWce

4 49

102
TypeJaJdiabetesWassociatedJmissenseJpolymorphismsJzrNy]]JtabzJandJpqrrgJp]behSJinfluenceJ
progressionJtoJdiabetesJandJresponseJtoJinterventionsJinJtheJsiabetesJ₁reventionJ₁rogramXJ
DiabetesVJ2007VJdeVJdb]We

0.9 105

(2007-2008)
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101 tstimationJofJtheJMultipleJTestingJqurdenJforJvenomewideJpssociationJStudiesJofJrommonJ
VariantsXJNaturehPrecedingsVJ2007VJ 2

100 veneticJandJfunctionalJanalysisJofJrwtzaJRrwzaSJvariantsJinJmultiethnicJcohortsXJInternationalh
JournalhofhCancerVJ2007VJ]a]VJaee]Wf 7.5 62

99
pJcomprehensiveJanalysisJofJcommonJgeneticJvariationJinJprolactinJR₁R SJandJ₁R JreceptorJR₁R RSJ
genesJinJrelationJtoJplasmaJprolactinJlevelsJandJbreastJcancerJriskiJtheJmultiethnicJcohortXJBMCh
MedicalhGeneticsVJ2007VJgVJfa

2.1 32

98 rompletingJtheJmapJofJhumanJgeneticJvariationXJNatureVJ2007VJccfVJ]e]Wd 50.4 153

97 ReplicatingJgenotypeWphenotypeJassociationsXJNatureVJ2007VJccfVJeddWe[ 50.4 1363

96 TwoJindependentJallelesJatJeqabJassociatedJwithJriskJofJrheumatoidJarthritisXJNaturehGeneticsVJ2007VJ
bhVJ]cffWga 36.3 449

95 MultipleJregionsJwithinJgqacJindependentlyJaffectJriskJforJprostateJcancerXJNaturehGeneticsVJ2007VJ
bhVJebgWcc 36.3 563

94 ropyWnumberJvariationJandJassociationJstudiesJofJhumanJdiseaseXJNaturehGeneticsVJ2007VJbhVJSbfWca 36.3 464

93 rhallengesJandJstandardsJinJintegratingJsurveysJofJstructuralJvariationXJNaturehGeneticsVJ2007VJbhVJSfW]d 36.3 279

92 venomeWwideJdetectionJandJcharacterizationJofJpositiveJselectionJinJhumanJpopulationsXJNatureVJ
2007VJcchVJh]bWg 50.4 1367

91 pJsecondJgenerationJhumanJhaplotypeJmapJofJoverJbX]JmillionJSN₁sXJNatureVJ2007VJcchVJgd]We] 50.4 3647

90
SequenceJvariantsJofJestrogenJreceptorJbetaJandJriskJofJprostateJcancerJinJtheJNationalJrancerJ
xnstituteJqreastJandJ₁rostateJrancerJrohortJronsortiumXJCancerhEpidemiologyhBiomarkershandh
PreventionVJ2007VJ]eVJ]hfbWg]

4 28

89 TXNx₁JregulatesJperipheralJglucoseJmetabolismJinJhumansXJPLoShMedicineVJ2007VJcVJe]dg 11.6 336

88 TRpu]WrdJasJaJriskJlocusJforJrheumatoidJarthritisWWaJgenomewideJstudyXJNewhEnglandhJournalhofh
MedicineVJ2007VJbdfVJ]]hhWa[h 59.2 655

87 tffectsJofJtheJtypeJaJdiabetesWassociatedJ₁₁pRvJ₁]apJpolymorphismJonJprogressionJtoJdiabetesJ
andJresponseJtoJtroglitazoneXJJournalhofhClinicalhEndocrinologyhandhMetabolismVJ2007VJhaVJ]d[aWh 5.6 113

86 veneticJvariationJatJtheJrY₁]hp]JlocusJpredictsJcirculatingJestrogenJlevelsJbutJnotJbreastJcancerJ
riskJinJpostmenopausalJwomenXJCancerhResearchVJ2007VJefVJ]ghbWf 10.1 134

85 RoleJforJMshdJinJtheJregulationJofJxgJclassJswitchJrecombinationXJProceedingshofhthehNationalh
AcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2007VJ][cVJf]hbWg 11.5 122

84 ReplyJtoJtlsonJetJalXXJAmericanhJournalhofhHumanhGeneticsVJ2007VJg[VJbgaWbgb 11 8
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83 venomeWwideJassociationJanalysisJidentifiesJlociJforJtypeJaJdiabetesJandJtriglycerideJlevelsXJScienceVJ
2007VJb]eVJ]bb]We 33.3 2364

82
ThreeJfunctionalJvariantsJofJxuNJregulatoryJfactorJdJRxRudSJdefineJriskJandJprotectiveJhaplotypesJforJ
humanJlupusXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2007VJ
][cVJefdgWeb

11.5 362

81 waplotypeJanalysisJofJtheJwSs]fq]JgeneJandJriskJofJbreastJcanceriJaJcomprehensiveJapproachJtoJ
multicenterJanalysesJofJprospectiveJcohortJstudiesXJCancerhResearchVJ2006VJeeVJacegWfd 10.1 58

80 rommonJvariantsJinJtheJtN₁₁]JgeneJareJnotJreproduciblyJassociatedJwithJdiabetesJorJobesityXJ
DiabetesVJ2006VJddVJb]g[Wc 0.9 69

79 xgfWxJgeneticJvariationJandJbreastJcanceriJtheJmultiethnicJcohortXJCancerhEpidemiologyhBiomarkersh
andhPreventionVJ2006VJ]dVJ]faWc 4 19

78 rommonJgeneticJvariationJinJxvu]JandJprostateJcancerJriskJinJtheJMultiethnicJrohortXJJournalhofhtheh
NationalhCancerhInstituteVJ2006VJhgVJ]abWbc 9.7 97

77 pdmixtureJmappingJidentifiesJgqacJasJaJprostateJcancerJriskJlocusJinJpfricanWpmericanJmenXJ
ProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2006VJ][bVJ]c[egWfb 11.5 517

76 TheJzrˆ…ppelWlikeJfactorJ]]JRz u]]SJβeaRJpolymorphismJisJnotJassociatedJwithJtypeJaJdiabetesJinJ
gVefeJpeopleXJDiabetesVJ2006VJddVJbea[Wc 0.9 15

75 waplotypeJstructuresJandJlargeWscaleJassociationJtestingJofJtheJdQJpM₁WactivatedJproteinJkinaseJ
genesJ₁RzppaVJ₁Rzpq]VJandJ₁RzpqaJ[corrected]JwithJtypeJaJdiabetesXJDiabetesVJ2006VJddVJgchWdd 0.9 22

74 pJsystematicJassessmentJofJcommonJgeneticJvariationJinJrY₁]]pJandJriskJofJbreastJcancerXJCancerh
ResearchVJ2006VJeeVJ]a[]hWad 10.1 17

73 ropyJnumberJvariationiJnewJinsightsJinJgenomeJdiversityXJGenomehResearchVJ2006VJ]eVJhchWe] 9.7 580

72 rommonJsingleJnucleotideJpolymorphismsJinJTruf aJareJreproduciblyJassociatedJwithJtypeJaJ
diabetesJandJreduceJtheJinsulinJresponseJtoJglucoseJinJnondiabeticJindividualsXJDiabetesVJ2006VJddVJagh[Wd0.9 318

71 qiasesJandJreconciliationJinJestimatesJofJlinkageJdisequilibriumJinJtheJhumanJgenomeXJAmericanh
JournalhofhHumanhGeneticsVJ2006VJfgVJdggWe[b 11 38

70 romprehensiveJassociationJtestingJofJcommonJmitochondrialJsNpJvariationJinJmetabolicJdiseaseXJ
AmericanhJournalhofhHumanhGeneticsVJ2006VJfhVJdcWe] 11 160

69  inkageJdisequilibriumJandJheritabilityJofJcopyWnumberJpolymorphismsJwithinJduplicatedJregionsJofJ
theJhumanJgenomeXJAmericanhJournalhofhHumanhGeneticsVJ2006VJfhVJafdWh[ 11 267

68 SearchingJforJsignalsJofJevolutionaryJselectionJinJ]egJgenesJrelatedJtoJimmuneJfunctionXJHumanh
GeneticsVJ2006VJ]]hVJhaW][a 6.3 62

67 rommonJdeletionJpolymorphismsJinJtheJhumanJgenomeXJNaturehGeneticsVJ2006VJbgVJgeWha 36.3 578

66 Truf aJpolymorphismsJandJprogressionJtoJdiabetesJinJtheJsiabetesJ₁reventionJ₁rogramXJNewh
EnglandhJournalhofhMedicineVJ2006VJbddVJac]Wd[ 59.2 679

(2006-2007)
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65 ₁ositiveJnaturalJselectionJinJtheJhumanJlineageXJScienceVJ2006VJb]aVJ]e]cWa[ 33.3 833

64 tvaluatingJpotentialJforJwholeWgenomeJstudiesJinJzosraeVJanJisolatedJpopulationJinJMicronesiaXJ
NaturehGeneticsVJ2006VJbgVJa]cWf 36.3 57

63 pJcommonJhaplotypeJofJinterferonJregulatoryJfactorJdJRxRudSJregulatesJsplicingJandJexpressionJandJ
isJassociatedJwithJincreasedJriskJofJsystemicJlupusJerythematosusXJNaturehGeneticsVJ2006VJbgVJdd[Wd 36.3 528

62 tvaluatingJandJimprovingJpowerJinJwholeWgenomeJassociationJstudiesJusingJfixedJmarkerJsetsXJ
NaturehGeneticsVJ2006VJbgVJeebWf 36.3 241

61 rommonJvariationJinJthreeJgenesVJincludingJaJnoncodingJvariantJinJruwVJstronglyJinfluencesJriskJofJ
ageWrelatedJmacularJdegenerationXJNaturehGeneticsVJ2006VJbgVJ][ddWh 36.3 501

60 TransferabilityJofJtagJSN₁sJinJgeneticJassociationJstudiesJinJmultipleJpopulationsXJNaturehGeneticsVJ
2006VJbgVJ]ahgWb[b 36.3 198

59 TransferabilityJofJtagJSN₁sJtoJcaptureJcommonJgeneticJvariationJinJsNpJrepairJgenesJacrossJ
multipleJpopulationsXJPacifichSymposiumhonhBiocomputinghPacifichSymposiumhonhBiocomputingVJ2006VJcfgWge1.3 17

58 SystematicJevaluationJofJgeneticJvariationJatJtheJandrogenJreceptorJlocusJandJriskJofJprostateJ
cancerJinJaJmultiethnicJcohortJstudyXJAmericanhJournalhofhHumanhGeneticsVJ2005VJfeVJgaWh[ 11 65

57
ReplicationJofJputativeJcandidateWgeneJassociationsJwithJrheumatoidJarthritisJinJmcV[[[JsamplesJ
fromJNorthJpmericaJandJSwedeniJassociationJofJsusceptibilityJwithJ₁T₁NaaVJrT pcVJandJ₁psxcXJ
AmericanhJournalhofhHumanhGeneticsVJ2005VJffVJ][ccWe[

11 432

56 pJhaplotypeWbasedJcaseWcontrolJstudyJofJqRrp]JandJsporadicJbreastJcancerJriskXJCancerhResearchVJ
2005VJedVJfd]eWaa 10.1 48

55 TRpNSutRpqx xTYJüuJTpvJSN₁SJTüJrp₁TURtJrüMMüNJvtNtTxrJVpRxpTxüNJxNJsNpJRt₁pxRJ
vtNtSJprRüSSJMU Tx₁ tJ₁ü₁U pTxüNSJ2005VJ 4

54 semonstratingJstratificationJinJaJturopeanJpmericanJpopulationXJNaturehGeneticsVJ2005VJbfVJgegWfa 36.3 372

53 tfficiencyJandJpowerJinJgeneticJassociationJstudiesXJNaturehGeneticsVJ2005VJbfVJ]a]fWab 36.3 1520

52 pJcandidateJgeneJapproachJtoJsearchingJforJlowWpenetranceJbreastJandJprostateJcancerJgenesXJ
NaturehReviewshCancerVJ2005VJdVJhffWgd 31.3 142

51 veneticJvariationJinJtheJwSs]fq]JgeneJandJriskJofJprostateJcancerXJPLoShGeneticsVJ2005VJ]VJeeg 6 54

50 veneticJvariationJinJtheJwSs]fq]JgeneJandJriskJofJprostateJcancerXJPLoShGeneticsVJ2005VJpreprintVJeeg 6 6

49 TheJcaseJforJselectionJatJrrRdWseltabaXJPLoShBiologyVJ2005VJbVJebfg 9.7 153

48 pssociationJtestingJofJtheJproteinJtyrosineJphosphataseJ]qJgeneJR₁T₁N]SJwithJtypeJaJdiabetesJinJ
fVggbJpeopleXJDiabetesVJ2005VJdcVJ]ggcWh] 0.9 42
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47 rlarifyingJtheJ₁RüvxNSJalleleJassociationJinJovarianJandJbreastJcancerJriskiJaJhaplotypeWbasedJ
analysisXJJournalhofhthehNationalhCancerhInstituteVJ2005VJhfVJd]Wh 9.7 51

46 romparisonJofJfineWscaleJrecombinationJratesJinJhumansJandJchimpanzeesXJScienceVJ2005VJb[gVJ][fW]] 33.3 291

45 pssociationJtestingJofJvariantsJinJtheJhepatocyteJnuclearJfactorJcalphaJgeneJwithJriskJofJtypeJaJ
diabetesJinJfVggbJpeopleXJDiabetesVJ2005VJdcVJggeWha 0.9 69

44 veneticsXJwarvestingJmedicalJinformationJfromJtheJhumanJfamilyJtreeXJScienceVJ2005VJb[fVJ][daWb 33.3 28

43 pssociationJofJcommonJvariationJinJtheJwNu]alphaJgeneJregionJwithJriskJofJtypeJaJdiabetesXJ
DiabetesVJ2005VJdcVJabbeWca 0.9 67

42 ralibratingJaJcoalescentJsimulationJofJhumanJgenomeJsequenceJvariationXJGenomehResearchVJ2005VJ
]dVJ]dfeWgb 9.7 493

41 MtuapJsequenceJvariantsJandJcoronaryJarteryJdiseaseiJaJchangeJofJheartnXJJournalhofhClinicalh
InvestigationVJ2005VJ]]dVJgb]Wb 15.9 15

40 MtuapJsequenceJvariantsJandJcoronaryJarteryJdiseaseiJaJchangeJofJheartnXJJournalhofhClinicalh
InvestigationVJ2005VJ]]dVJgb]Wgbb 15.9 29

39 pssociationJtestingJinJhV[[[JpeopleJfailsJtoJconfirmJtheJassociationJofJtheJinsulinJreceptorJ
substrateW]JvhfaRJpolymorphismJwithJtypeJaJdiabetesXJDiabetesVJ2004VJdbVJbb]bWg 0.9 72

38 rorticosteroidJpharmacogeneticsiJassociationJofJsequenceJvariantsJinJrRwR]JwithJimprovedJlungJ
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