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Improved prediction of immune checkpoint blockade efficacy across multiple cancer types. Nature

Biotechnology, 2022, 40, 499-506.

Presence of autoantibodies in serum does not impact the occurrence of immune checkpoint
inhibitor-induced hepatitis in a prospective cohort of cancer patients. Journal of Cancer Research and 1.2 6
Clinical Oncology, 2022, 148, 647-656.

Genome-wide study of a Neolithic Wartberg grave community reveals distinct HLA variation and
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Transethnic analysis of the human leukocyte antigen region for ulcerative colitis reveals not only
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Unique Pathogen Peptidomes Facilitate Pathogen-Specific Selection and Specialization of MHC Alleles.
Molecular Biology and Evolution, 2021, 38, 4376-4387.

Ancient DNA Study in Medieval Europeans Shows an Association Between HLA-DRB1*03 and Paratyphoid

Fever. Frontiers in Immunology, 2021, 12, 691475. 2.2 3

Immunopeptidomics toolRit library (IPTK): a python-based modular toolbox for analyzing
immunopeptidomics data. BMC Bioinformatics, 2021, 22, 405.

The similarity of class Il HLA genotypes defines patterns of autoreactivity in idiopathic bone marrow 0.6 97
failure disorders. Blood, 2021, 138, 2781-2798. :

HLA Heterozygote Advantage against HIV-1 Is Driven by Quantitative and Qualitative Differences in HLA
Allele-Specific Peptide Presentation. Molecular Biology and Evolution, 2020, 37, 639-650.
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Genomewide Association Study of Severe Covid-19 with Respiratory Failure. New England Journal of
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Experimental Parasite Infection Causes Genome-Wide Changes in DNA Methylation. Molecular Biology
and Evolution, 2020, 37, 2287-2299.

Common Denominators in the Immunobiology of [gG4 Autoimmune Diseases: What Do
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Biology and Evolution, 2019, 11, 2344-2359.

Pathogen diversity drives the evolution of generalist MHC-Il alleles in human populations. PLoS 06 56
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Evolutionary divergence of HLA class | genotype impacts efficacy of cancer immunotherapy. Nature
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Human leukocyte antigen variation is associated with adverse events of checkpoint inhibitors.
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Divergent Allele Advantage at Human MHC Genes: Signatures of Past and Ongoing Selection. 35 128
Molecular Biology and Evolution, 2018, 35, 2145-2158. :
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The One Past Health workshop: connecting ancient DNA and zoonosis research. BioEssays, 2017, 39,
1700075. 1.2 !
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Excess of Deleterious Mutations around HLA Genes Reveals Evolutionary Cost of Balancing Selection. a5 55
Molecular Biology and Evolution, 2016, 33, 2555-2564. ’

Genes with monoallelic expression contribute disproportionately to genetic diversity in humans.
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Transcription in space &€ environmental vs. genetic effects on differential immune gene expression. 20 8
Molecular Ecology, 2015, 24, 4583-4585. :

Polymorphisms of large effect explain the majority of the host genetic contribution to variation of
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The contribution of post-copulatory mechanisms to incipient ecological speciation in sticklebacks. 1.0 °
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Widespread non-additive and interaction effects within HLA loci modulate the risk of autoimmune
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Experimental parasite infection reveals costs and benefits of paternal effects. Ecology Letters, 2014, 17,
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Genomed€wide patterns of standing genetic variation in a marine population of threed€spined sticklebacks. 2.0 78
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MHC&€based mate choice combines good genes and maintenance of MHC polymorphism. Molecular 20 154
Ecology, 2009, 18, 3316-3329. :

Disentangling the role of MHC&€édependent 4€ good genes' and 4€ compatible genes' in mated€choice decisions

of three&€spined sticklebacks <i>Gasterosteus aculeatus</i> under semid€natural conditions. Journal of
Fish Biology, 2009, 75, 2122-2142.

Speciation accelerated and stabilized by pleiotropic major histocompatibility complex immunogenes.

Ecology Letters, 2009, 12, 5-12. 3.0 20



IF CITATIONS

# ARTICLE

Simple approach to reduce PCR artefact formation leads to reliable genotyping of MHC and other

highly polymorphic loci &€” Implications for evolutionary analysis. Gene, 2008, 427, 117-123.

56 Sgerm velocity in an Alpine whitefish: effects of age, size, condition, fluctuating asymmetry and gonad o7 25
abnormalities. Journal of Fish Biology, 2007, 71, 672-683. :

Manipulating sex ratio to increase population growth: the example of the Lesser Kestrel. Animal
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